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SSCP Update Sequences. ST25 

SEQUENCE LISTING 



<110> Bionomics Limited 

<120> P15 

<130> SSCP Update PCT 

<160> 95 

<170> Patentin version 3.2 

■ 

<210> 1 

<211> 8381 

<212> DNA 

<213> Homo sapiens 

<400> 1 

atactgcaga ggtctctggt gcatgtgtgt 



gtgtgttctg ccccagtgag actgcagccc 
ggaatctgaa caattgcaac tgaaggcaca 
ttcctcactg cagatggata attttccttt 
gtaattaaaa tgtgcaggat gacaagatgg agcaaacagt gcttgtacca ccaggacctg 
acagcttcaa cttcttcacc agagaatctc ttgcggctat tgaaagacgc attgcagaag 



atgtgtgcgt ttgtgtgtgt 
ttgtaaatac tttgacacct 
ttgttatcat ctcgtctttg 
taatcaggaa tttcatatgc 



ttgtgtgtct 
tttgcaagaa 



ggtgatgctg 
agaataaatg 



aagatgacga cgaaaatggc 
catttattta tggagacatt 



ccaaagccaa 



cctccagaga 



aaaaggcaaa gaatcccaaa ccagacaaaa 
atagtgactt ggaagctgga aagaaccttc 
tggtgtcaga gcccctggag gacctggacc 
tattgaataa attgaaggcc atcttccggt tcagtgccac ctctgccctg tacattttaa 
ctcccttcaa tcctcttagg aaaatagcta ttaagatttt ggtacattca ttattcagca 



cctactatat caataagaaa acttttatag 



tgctaattat 
attggacaaa 



gtgcactatt ttgacaaact 
gaatgtagaa tacaccttca 



aaattattgc aaggggattc tgtttagaag 



gtgtgtttat gacaatgagt 
caggaatata tacttttgaa 
attttacttt ccttcgggat 



aaccctcctg 
tcacttataa 
ccatggaact 



ggctcgattt 
tctcggcatt 



gtcattccag 
gatgtaatga 



cactgtcatt acatttgcgt acgtcacaga gtttgtggac ctgggcaatg 
gagaacattc agagttctct gagcattgaa gacgatttca 
gcctgaaaac cattgtggga gccctgatcc agtctgtgaa gaagctctca 
tcctgactgt gttctgtctg agcgtatttg ctctaattgg gctgcagctg ttcatgggca 
acctgaggaa taaatgtata caatggcctc ccaccaatgc ttccttggag gaacatagta 
tagaaaagaa tataactgtg aattataatg gtacacttat aaatgaaact 

gatatcatta tttcctggag 
caggccaatg tccagaggga 
acacaagctt tgataccttc 



ttgactggaa 
atgcactact 



gtcatatatt 
atgtggaaat 



caagattcaa 
agctctgatg 



gtctttgagt 
ggttttttag 
tatatgtgtg 
agttgggctt 



tgaaagctgg tagaaatccc aattatggct 
ttttgtcctt gtttcgacta atgactcagg acttctggga aaatctttat caactgacat 
tacgtgctgc tgggaaaacg tacatgatat tttttgtatt ggtcattttc ttgggctcat 
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tctacctaat 


aaatttgatc 


SSCP ( 

ctggctgtgg 


Jpdate sequences. ST25 
tggccatggc ctacgaggaa 


cagaatcagg 


1560 


ccaccttgga 


agaagcagaa 


cagaaagagg 


L»L.yddLLH>_d 


y v-uy a Ly Q. i_ l 

* 


gaacagctta 


1620 


aaaagcaaca 


ggaggcagct 


cagcaggcag 


L-ddL-yy-ciciv- 


tarrtr^oaa 


cattccagag 


1680 


agcccagtgc 


agcaggcagg 


ctctcagaca 




anrrtrtaan 
ay LLLLLuay 


ttgagttcca 


1740 


agagtgctaa ggaaagaaga 


aatcggagga 


□ na ra zi a ft a a 
dyddddyddd 


aranaaanan 
aLayaddyay 


cagtctggtg 


1800 


gggaagagaa 


agatgaggat 


gaattccaaa 


del LydaLL 


tnannaranr 


atcaggagga 


1860 


aaggttttcg 


cttctccatt 


gaagggaacc 


y d L V_y dL-d la 


tnaaaanann 
Lyaddayayy 


tactcctccc 


1920 


cacaccagtc 


tttgttgagc 


atccgtggct 




dLLddyyuyd 


aatagcagaa 


1980 


caagcctttt 


cagctttaga 


gggcgagcaa 


aggaxgxggg 


atrtnanaar 
dlL LydyddL 


gaettegcag 


2040 


atgatgagca 


cagcaccttt 


gaggataacg 


agagecg tag 


dydtLLL L Ly 


tttgtgcccc 


2100 


gacgacacgg 


agagagacgc 


aacagcaacc 


xgagxeagae 


tdy i.dyy Ltd 


tcccggatgc 


2160 


tggcagtgtt 


tccagcgaat 


gggaagatgc 


acagcac xg x 


yyd l cycddu 


ggtgtggttt 


2220 


ccttggttgg 


tggaccttca 


gttcctacat 


cgccxgxxgg 


acagexxexg 


ccagaggtga 


2280 


taatagataa 


gccagctact 


gatgacaatg 


gaacaaccac 


LydddCIyad 


atgagaaaga 


2340 


gaaggtcaag 


ttctttccac 


gtttccatgg 


ac xx lc xaga 


agaxcexxt-c 


caaaggcaac 


2400 


gagcaatgag 


tatagccagc 


attctaacaa 


ax a cay xaga 


dyddLLLyad 


gaatccaggc 


2460 


agaaatgccc 


accctgttgg 


tataaatttt 


ccaacaxaxx 


Litadtu Lyy 


gactgttctc 


2520 


catattggtt 


aaaagtgaaa 


catgttgtca 


accxggxxgx 


ydLyydtLtd 


tttgttgacc 


2580 


tggccatcac 


catctgtatt 


gtcttaaata 


exexxxxcax 


ggccaxggag 


cactatccaa 


2640 


tgacggacca 


tttcaataat 


gtgcttacag 


xaggaaacxx 


yy L U L LtdL I 


gggatcttta 


2700 


cagcagaaat 


gtttctgaaa 


attattgcca 


lyyaiCCLld 


LLdLLdLLLL 


caagaaggct 


2760 


ggaatatctt 


tgacggtttt 


attgtgacgc 


xxagee uygx 


dyddL l tyyd 


ctcgccaatg 


2820 


tggaaggatt 


atctgttctc 


cgttcatttc 


ydLLyi-Lycy 


anttttraan 
cty ill LLciay 


ttggcaaaat 


2880 


cttggccaac 


gttaaatatg 


ctaataaaga 




i"t" c rnt nnnn 
l LL.L.y Ly y y y 


gctctgggaa 


2940 


atttaaccct 


cgtcttggcc 


atcatcgtct 


traf ttttnr 

Lt_d LLLLLyL 


L.y Lyy LLyy v_ 


atgeagctet 


3000 


ttggtaaaag 


ctacaaagat 


tgtgtctgca 


dy d LLyLLdy 


tnattntraa 
l y d l l y l v_ a a 


ctcccacgct 


3060 


ggcacatgaa tgacttcttc 


cactccttcc 


tnattntntt 


rrnrntnrto 
\_v_yuy Ly v-y 


tgtggggagt 


3120 


ggatagagac 


catgtgggac 


tgtatggagg 


■ttacxaaxca 


aaccatatac 


cttactgtct 


3180 


tcatgatggt 


catggtgatt 


ggaaacctag 


tggtcctgaa 


tctctttctg 


gccttgcttc 


3240 


tgagctcatt 


tagtgcagac 


aaccttgcag 


ccactgatga 


tgataatgaa 


atgaataatc 


3300 


tccaaattgc tgtggatagg 


atgcacaaag 


gagtagctta 


tgtgaaaaga 


aaaatatatg 


3360 


aatttattca 


acagtccttc 


attaggaaac 


aaaagatttt 


agatgaaatt 


aaaccacttg 


3420 


atgatctaaa 


caacaagaaa 


gacagttgta 


tgtccaatca 


tacaacagaa 


attgggaaag 


3480 


atcttgacta tcttaaagat 


gtaaatggaa 


ctacaagtgg 


tataggaact 


ggcagcagtg 


3540 
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ttgaaaaata 


cattattgat 


SSCP update Sequences. ST25 
gaaagtgatt acatgtcatt cataaacaac 


cccagtctta 


3600 


ctgtgactgt 


accaattgct 


gtaggagaat 


ctgactttga 


aaatttaaac 


acggaagact 


3660 


ttagtagtga atcggatctg gaagaaagca aagagaaact gaatgaaagc agtagctcat 


372Q 


cagaaggtag 


cactgtggac 


atcggcgcac 


ctgtagaaga 


acagcccgta 


gtggaacctg 


3780 


aagaaactct 


tgaaccagaa 


gcttgtttca 


ctgaaggctg 


tgtacaaaga 


ttcaagtgtt 


3840 


gtcaaatcaa 


tgtggaagaa 


ggcagaggaa 


aacaatggtg 


gaacctgaga 


aggacgtgtt 


3900 


tccgaatagt 


tgaacataac 


tggtttgaga 


ccttcattgt 


tttcatgatt 


ctccttagta 


3960 


* 

gtggtgctct ggcatttgaa gatatatata ttgatcagcg aaagacgatt aagacgatgt 


4020 


tggaatatgc 


tgacaaggtt 


ttcacttaca 


ttttcattct 


ggaaatgctt 


ctaaaatggg 


4080 


tggcatatgg 

* 


ctatcaaaca 


tatttcacca 


atgcctggtg 


ttggctggac 


ttcttaattg 


4140 


ttgatgtttc 


attggtcagt 


ttaacagcaa 


atgccttggg 


ttactcagaa 


cttggagcca 


4200 


tcaaatctct 


caggacacta agagctctga gacctctaag 


agccttatct 


cgatttgaag 


4260 


ggatgagggt ggttgtgaat gcccttttag gagcaattcc atccatcatg aatgtgcttc 


4320 


tggtttgtct 


tatattctgg 


ctaattttca 


gcatcatggg 


cgtaaatttg 


tttgctggca 


4380 


aattctacca ctgtattaac accacaactg gtgacaggtt tgacatcgaa gacgtgaata 


4440 


atcatactga 


ttgcctaaaa 


ctaatagaaa 


gaaatgagac 


tgctcgatgg 


aaaaatgtga 


4500 


aagtaaactt tgataatgta ggatttgggt 


atctctcttt 


gcttcaagtt 


gccacattca 


4560 


aaggatggat ggatataatg tatgcagcag ttgattccag aaatgtggaa 


ctccagccta 


4620 


agtatgaaaa 


aagtctgtac 


atgtatcttt 


actttgttat 


tttcatcatc 


tttgggtcct 


4680 


tcttcacctt 


gaacctgttt 


attggtgtca 


tcatagataa 


tttcaaccag 


cagaaaaaga 


4740 


agtttggagg 


tcaagacatc 


tttatgacag 


aagaacagaa 


gaaatactat 


aatgcaatga 


4800 


aaaaattagg 


atcgaaaaaa 


ccgcaaaagc 


ctatacctcg 


accaggaaac 


aaatttcaag 


4860 


gaatggtctt 


tgacttcgta 


accagacaag 


tttttgacat 


aagcatcatg 


attctcatct 


4920 


gtcttaacat 


ggtcacaatg 


atggtggaaa 


cagatgacca 


gagtgaatat 


gtgactacca 


4980 


ttttgtcacg 


catcaatctg 


gtgttcattg 


tgctatttac 


tggagagtgt 


gtactgaaac 


5040 


tcatctctct 


acgccattat 


tattttacca 


ttggatggaa 


tatttttgat 


tttgtggttg 


5100 


tcattctctc 


cattgtaggt 


atgtttcttg 


ccgagctgat 


agaaaagtat ttcgtgtccc 


5160 


ctaccctgtt 


ccgagtgatc 


cgtcttgcta 


ggattggccg 


aatcctacgt 


ctgatcaaag 


5220 


gagcaaaggg 


gatccgcacg 


ctgctctttg 


ctttgatgat 


gtcccttcct 


gcgttgttta 


5280 


acatcggcct 


cctactcttc 


ctagtcatgt 


tcatctacgc 


catctttggg 


atgtccaact 


5340 


ttgcctatgt 


taagagggaa 


gttgggatcg 


atgacatgtt 


caactttgag 


acctttggca 


5400 


acagcatgat 


ctgcctattc 


caaattacaa 


cctctgctgg 


ctgggatgga ttgctagcac 


5460 


ccattctcaa 


cagtaagcca cccgactgtg accctaataa agttaaccct ggaagctcag 


5520 


ttaagggaga 


ctgtgggaac 


ccatctgttg gaattttctt 


ttttgtcagt 


tacatcatca 


5580 
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tatccttcct 


ggttgtggtg 


SSCP Update sequences. ST2 5 
aacatgtaca tcgcggtcat cctggagaac 


ttcagtgttg 


5640 


ctactgaaga 


aagtgcagag 


c ex. en gage g 


aggatgactt 


tgagatgttc 


tatgaggttt 


5700 


gggagaagtt 


tgatcccgat 


gcaacncag l 


tcatggaatt 


tgaaaaatta tctcagtttg 


5760 


cagctgcgct 


tgaaccgcct 


cicdaic xgc- 


cacaaccaaa 


caaactccag 


ctcattgcca 


5820 


tggatttgcc 


catggtgagt 


ggtgaccgga 


tccactgtct 


tgatatctta tttgctttta 


5880 


caaagcgggt 


tctaggagag 


agtggagaga 


tggatgctct 


acgaatacag 


atggaagagc 


5940 


gattcatggc 


ttccaatcct 


tccaaggtct 


cctatcagcc 


aatcactact 


actttaaaac 


6000 


gaaaacaaga 


ggaagtatct 


gctgtcarta 


ttcagcgtgc ttacagacgc caccttttaa 


6060 


agcgaactgt 


aaaacaagct 


tcctt tacgt 


acaataaaaa 


caaaatcaaa 


ggtggggcta 


6120 


atcttcttat 


* 

aaaagaagac 


atgataattg 


acagaataaa 


tgaaaactct attacagaaa 


6180 


aaactgatct 


gaccatgtcc 


_J--|_ -|_ — _ _k 4W 4W 

actgcagctt 


gtccaccttc 


ctatgaccgg 


gtgacaaagc 


6240 


caattgtgga 


aaaacatgag 


caagaaggca 


aagatgaaaa 


agccaaaggg 


aaataaatga 


6300 


aaataaataa 


aaataattgg 


gtgacaaatt 


gtttacagcc 


tgtgaaggtg 


atgtattttt 


6360 


atcaacagga 


ctcctttagg 


aggtcaatgc 


caaactgact gtttttacac aaatctcctt 


6420 


aaggtcagtg 


cctacaataa 


gacagtgacc 


ccttgtcagc 


aaactgtgac 


tctgtgtaaa 


6480 


ggggagatga 


ccttgacagg 


aggttacxgt 


tctcactacc 


agctgacact 


gctgaagata 


6540 


agatgcacaa 


tggctagtca 


gactgtaggg 


accagtttca 


aggggtgcaa 


acctgtgatt 


6600 


ttggggttgt 


ttaacatgaa 


acactttagt 


gtagtaattg 


tatccactgt 


ttgcatttca 


6660 


actgccacat 


ttgtcacatt 


4— «Va -^h 4m P™| #™i 

tt tatggaat 


ctgttagtgg 


attcatcttt 


ttgttaatcc 


6720 


atgtgtttat 


tatatgtgac 


taut: lit tg ta 


aacgaagttt 


ctgttgagaa 


ataggctaag 


6780 


gacctctata 


acaggtatgc 


cacctggggg 


gtatggcaac 


cacatggccc 


tcccagctac 


6840 


acaaagtcgt 


ggtttgcatg 


agggcatgct 


gcacttagag 


atcatgcatg 


agaaaaagtc 


6900 


acaagaaaaa 


caaattctta 


aaxttcacca 


tatttctggg 


aggggtaatt 


gggtgataag 


6960 


tggaggtgct 


ttgttgatct 


tgttttgcga 


aatccagccc 


ctagaccaag 


tagattattt 


7020 


gtgggtaggc 


cagtaaatct 


tagcagg xgc 


aaacttcatt 


caaatgtttg 


gagtcataaa 

m 


7080 


tgttatgttt 


ctttttgttg 


ta t taaaaaa 


aaaacctgaa tagtgaatat 


tgcccctcac 


7140 


cctccaccgc 


cagaagactg 


aattgaccaa 


aattactctt 


tataaatttc 


tgctttttcc 


7200 


tgcactttgt 


ttagccatct 


ttgggctctc 


agcaaggttg 


acactgtata tgttaatgaa 

■ ■ 


7260 


atnrtattt a 


ttatataaat 


agtcatttta 


ccctgtggtg cacgtttgag 


caaacaaata 


7320 


atgacctaag 


cacagtattt 


attgcatcaa 


atatgtacca 


caagaaatgt 


agagtgcaag 


7380 


ctttacacag 


gtaataaaat 


gtattctgta 


ccatttatag atagtttgga tgctatcaat 


7440 


gcatgtttat 


attaccatgc 


tgctgtatct 


ggtttctctc 


actgctcaga 


atctcattta 


7500 


tgagaaacca 


tatgtcagtg 


gtaaagtcaa 


ggaaattgtt 


caacagatct 


catttattta 


7560 


agtcattaag 


caatagtttg 


cagcacttta 


acagcttttt 


ggttattttt 


acattttaag 


7620 
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tggataacat 


atggtatata 


SSCP update sequences. ST25 
gccagactgt acagacatgt ttaaaaaaac 


acactgctta 


7680 


acctattaaa 


tatgtgttta 


gaattttata agcaaatata aatactgtaa aaagtcactt 


7740 


tattttattt 


ttcagcatta 


tgtacataaa 


tatgaagagg 


aaattatctt 


caggttgata 


7800 


tcacaatcac 


ttttcttact 


ttctgtccat 


agtacttttt 


catgaaagaa 


atttgctaaa 


7860 


taagacatga 


aaacaagact 


gggtagttgt 


agatttctgc 


tttttaaatt 


acatttgcta 


7920 


attttagatt 


atttcacaat 


tttaaggagc 


aaaataggtt 


cacgattcat 


atccaaatta 


7980 


tgctttgcaa 


ttggaaaagg 


gtttaaaatt ttatttatat ttctggtagt acctgtacta 


8040 


actgaattga 


aggtagtgct 


tatgttattt 


ttgttctttt 


tttctgactt 


cggtttatgt 


8100 


tttcatttct 


ttggagtaat 


gctgctctag attgttctaa atagaatgtg ggcttcataa 


8160 


tttttttttc 


cacaaaaaca 


gagtagtcaa 


cttatatagt 


caattacatc aggacatttt 


8220 


gtgtttctta 


* 

cagaagcaaa 


ccataggctc 


ctcttttcct 


taaaactact 


tagataaact 


8280 


gtattcgtga 


actgcatgct 


ggaaaatgct 


actattatgc 


taaataatgc 


taaccaacat 


8340 


ttaaaatgtg 


caaaactaat 


aaagattaca 


ttttttattt 


t 




8381 


<210> 2 

<211> 8381 

<212> DNA 

<213> Homo sapiens 


* 










<400> 2 
atactgcaga 


ggtctctggt 


gcatgtgtgt 


atgtgtgcgt 


ttgtgtgtgt 


ttgtgtgtct 


60 


gtgtgttctg ccccagtgag 


actgcagccc 


ttgtaaatac 


tttgacacct 


tttgcaagaa 


120 


ggaatctgaa 


caattgcaac 


tgaaggcaca 


ttgttatcat 


ctcgtctttg 


ggtgatgctg 


180 


ttcctcactg 


cagatggata 


attttcctrt 


taatcaggaa 


tttcatatgc 


agaataaatg 


240 


gtaattaaaa 


tgtgcaggat 


gacaagatgg 


agcaaacagt 


gcttgtacca 


ccaggacctg 


300 


acagcttcaa 


cttcttcacc 


agagaatctc ttgcggctat tgaaagacgc attgcagaag 


360 


aaaaggcaaa 


gaatcccaaa 


ccagacaaaa 


aagatgacga 


cgaaaatggc 


ccaaagccaa 


420 


atagtgactt. 


ggaagctgga 


aagaaccttc 


catttattta tggagacatt 


cctccagaga 


480 


tggtgtcaga 


gcccctggag 


gacctggacc 


cctactatat 


caataagaaa 


acttttatag 


540 


tattgaataa 


attgaaggcc 


atcttccggt 


tcagtgccac 


ctctgccctg 


tacattttaa 


600 


ctcccttcaa 


tcctcttagg 


aaaatagcta ttaagatttt 


ggtacattca 


ttattcagca 


660 


tgctaattat 


gtgcactatt 


ttgacaaact gtgtgtttat gacaatgagt aaccctcctg 


720 


attggacaaa 


gaatgtagaa 


tacaccttca 


caggaatata 


tacttttgaa 


tcacttataa 


780 


aaattattgc 


aaggggattc 


tgtttagaag 


attttacttt 


ccttcgggat 


ccatggaact 


840 


ggctcgattt 


cactgtcatt 


acatttgcgt 


acgtcacaga 


gtttgtggac 


ctgggcaatg 


900 


tctcggcatt gagaacattc 


agagttctcc 


gagcattgaa 


gacgatttca 


gtcattccag 


960 


gcctgaaaac 


cattgtggga 


gccctgatcc 


agtctgtgaa 


gaagctctca gatgtaatga 


1020 


tcctgactgt 


gttctgtctg 


agcgtatttg 


ctctaattgg 
Page 5 


gctgcagctg 


ttcatgggca 

* 


1080 
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acctgaggaa 


taaatgtata 


caatggcctc 


ccaccaatgc 


ttccttggag 


gaacatagta 


1140 


tagaaaagaa 


tataactgtg 


aattataatg 


gtacacttat 


aaatgaaact 


gtctttgagt 


1200 


ttgactggaa 


gtcatatatt 


caagattcaa 


gatatcatta 


tttcctggag 


ggttttttag 


1260 


atgcactact 


atgtggaaat 


agctctgatg 


caggccaatg 


tccagaggga 


tatatgtgtg 


1320 


tgaaagctgg 


tagaaatccc 


aattatggct 


acacaagctt 


tgataccttc 


agttgggctt 


1380 


ttttgtcctt 


gtttcgacta 


atgactcagg 


acttctgaga 


aaatctttat 


caactgacat 


1440 


tacgtgctgc 


tgggaaaacg 


tacatgatat 


tttttgtatt ggtcattttc ttgggctcat 


1500 


tctacctaat 


aaatttgatc 


ctggctgtgg 


tggccatggc 


ctacgaggaa 


cagaatcagg 


1560 


ccaccttgga 


agaagcagaa 


cagaaagagg 


ccgaatttca 


gcagatgatt 


gaacagctta 


1620 


aaaagcaaca 


ggaggcagct 


cagcaggcag 


caacggcaac 


tgcctcagaa 


cattccagag 


1680 


agcccagtgc 


agcaggcagg 


ctctcagaca 


gctcatctga 


agcctctaag 


ttgagttcca 


1740 


agagtgctaa 


ggaaagaaga 


aatcggagga 


agaaaagaaa 


acagaaagag 


cagtctggtg 


1800 


gggaagagaa 


agatgaggat 


gaattccaaa 


aatctgaatc 


tgaggacagc 


atcaggagga 


1860 


aaggttttcg 


cttctccatt 


gaagggaacc 


gattgacata 


tgaaaagagg 


tactcctccc 


1920 


cacaccagtc 


tttgttgagc 


atccgtggct 


ccctattttc 


accaaggcga 


aatagcagaa 


1980 


caagcctttt 


cagctttaga 


gggcgagcaa 


aggatgtggg 


atctgagaac 


gacttcgcag 


2040 


atgatgagca 


cagcaccttt 


gaggataacg 


agagccgtag 


agattccttg 


tttgtgcccc 


2100 


gacgacacgg 


agagagacgc 


aacagcaacc 


tgagtcagac 


cagtaggtca 


tcccggatgc 


2160 


tggcagtgtt 


tccagcgaat 


gggaagatgc 


acagcactgt 


ggattgcaat 


ggtgtggttt 


2220 


ccttggttgg 


tggaccttca 


gttcctacat 


cgcctgttgg 


acagcttctg 


ccagaggtga 


2280 


taatagataa 


gccagctact 


gatgacaatg 


gaacaaccac 


tgaaactgaa 


atgagaaaga 


2340 


gaaggtcaag 


ttctttccac 


gtttccatgg 


actttctaga 


agatccttcc 


caaaggcaac 


2400 


gagcaatgag 


tatagccagc 


attctaacaa 


atacagtaga agaacttgaa 


gaatccaggc 


2460 


agaaatgccc 


accctgttgg 


tataaatttt 


ccaacatatt 


cttaatctgg gactgttctc 


2520 


catattggtt 


aaaagtgaaa 


catgttgtca 


acctggttgt 


gatggaccca 


tttgttgacc 


2580 


tggccatcac 


catctgtatt 


gtcttaaata 


ctcttttcat 


ggccatggag 


cactatccaa 


2640 


tgacggacca 


tttcaataat 


gtgcttacag 


taggaaactt 


ggttttcact 


gggatcttta 


2700 


cagcagaaat 


• 

gtttctgaaa 


attattgcca 


tggatcctta. 


ctattatttc 


caagaaggct 


2760 


ggaatatctt 

* 


tgacggtxtT 


a uxg Lgacgc 


ttagcctggt 


agaacttgga 


ctcgccaatg 




tggaaggatt 


atctgttctc 


cgttcatttc 


gattgctgcg 


agttttcaag 


ttggcaaaat 


2880 


cttggccaac 


gttaaatatg 


ctaataaaga 


tcatcggcaa ttccgtgggg 


gctctgggaa 


2940 


atttaaccct 


cgtcttggcc 


atcatcgtct 


tcatttttgc 


cgtggtcggc 


atgcagctct 


3000 


ttggtaaaag 


ctacaaagat 


tgtgtctgca 


agatcgccag 


tgattgtcaa 


ctcccacgct 


3060 


ggcacatgaa 


tgacttcttc 


cactccttcc 


-tgattgtgtt 
Page 6 


ccgcgtgctg 


tgtggggagt 


3120 
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ggatagagac 


catgtgggac 


tgtatggagg 


ttgctggtca 


agccatgtgc 


cttactgtct 


3180 


tcatgatggt 


catggtgatt 


ggaaacctag 


tggtcctgaa 


tctctttctg 


gccttgcttc 


3240 


tgagctcatt 


tagtgcagac 


aaccttgcag 


ceactgatga 


tgataatgaa 


atgaataatc 


3300 


tccaaattgc 


tgtggatagg 


atgcacaaag 


gagtagctta 


tgtgaaaaga 


aaaatatatg 


3360 


aatttattca 


acagtccttc 


attaggaaac 


aaaagatttt 


agatgaaatt 


aaaccacttg 


3420 


atgatctaaa 


caacaagaaa 


gacagttgta 


tgtccaatca 


tacaacagaa 


attgggaaag 


3480 


atcttgacta 


tcttaaagat 


gtaaatggaa 


ctacaagtgg 


tataggaact 


ggcagcagtg 


3540 


ttgaaaaata 


cattattgat 


gaaagtgatt 


acatgtcatt 


cataaacaac 


cccagtctta 


3600 


ctgtgactgt 


accaattgct 


gtaggagaat 


ctgactttga 


aaatttaaac 


acggaagact 


3660 


ttagtagtga 


atcggatctg 


gaagaaagca 


aagagaaact 


gaatgaaagc 


agtagctcat 


3720 


cagaaggtag 


cactgtggac 


atcggcgcac 


ctgtagaaga 


acagcccgta 


gtggaacctg 


3780 


aagaaactct 

*>• 


tgaaccagaa 


gcttgtttca 


ctgaaggctg 


tgtacaaaga 


ttcaagtgtt 


3840 


gtcaaatcaa 


tgtggaagaa 


ggcagaggaa 


aacaatggtg 


gaacctgaga 


aggacgtgtt 


3900 


tccgaatagt 


tgaacataac 


tggtttgaga 


ccttcattgt 


tttcatgatt 


ctccttagta 


3960 


gtggtgctct 


ggcatttgaa gatatatata 


ttgatcagcg 


aaagacgatt 


aagacgatgt 


4020 


tggaatatgc 


tgacaaggtt 


ttcacttaca 


ttttcattct 


ggaaatgctt 


ctaaaatggg 


.4080 


tggcatatgg 


ctatcaaaca 


tatttcacca 


atgcctggtg 


ttggctggac 


ttcttaattg 


4140 


ttgatgtttc 


attggtcagt 


ttaacagcaa 


atgccttggg 


ttactcagaa 


cttggagcca 


4200 


tcaaatctct 


caggacacta 


agagctctga 


gacctctaag 


agccttatct 


cgatttgaag 


4260 


ggatgagggt 


ggttgtgaat 


gcccttttag 


gagcaattcc 


atccatcatg 


aatgtgcttc 


4320 


tggtttgtct 


tatattctgg 


ctaattttca 


gcatcatggg 


cgtaaatttg 


tttgctggca 


4380 


aattctacca 


ctgtattaac 


accacaactg 


gtgacaggtt 


tgacatcgaa 


gacgtgaata 


4440 


atcatactga 


ttgcctaaaa 


ctaatagaaa 


gaaatgagac 


tgctcgatgg 


aaaaatgtga 


4500 


aagtaaactt 


tgataatgta 


ggatttgggt 


atctctcttt 


gcttcaagtt 


gccacattca 


4560 


aaggatggat 


ggatataatg 


tatgcagcag 


ttgattccag 


aaatgtggaa 


ctccagccta 


4620 


agtatgaaaa 


aagtctgtac 


atgtatcttt 


actttgttat 


tttcatcatc 


tttgggtcct 


4680 


tcttcacctt 


gaacctgttt attggtgtca 


tcatagataa 


tttcaaccag 


cagaaaaaga 


4740 


agtttggagg 


tcaagacatc 


tttatgacag 


aagaacagaa 


gaaatactat 


aatgcaatga 


4800 


aaaaattagg 


atcgaaaaaa 


ccgcaaaagc 


ctatacctcg 


accaggaaac 


aaatttcaag 


4860 


gaatggtctt 


tgacttcgta 


accagacaag 


tttttgacat 


aagcatcatg 


attctcatct 


4920 


gtettaacat 


ggtcacaatg 


atggtggaaa 


cagatgacca 


gagtgaatat 


gtgactacca 


4980 


ttttgtcacg 


catcaatctg 


gtgttcattg 


tgctatttac 


tggagagtgt 


gtactgaaac 


5040 


tcatctctct 


acgccattat 


tattttacca 


ttggatggaa 


tatttttgat 


tttgtggttg 


5100 


tcattctctc 


cattgtaggt 


atgtttcttg 


ccgagctgat 
Page 7 


agaaaagtat 


ttcgtgtccc 


5160 
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ctaccctgtt ccgagtgatc cgtcttgcta ggattggccg aatcctacgt ctgatcaaag 5220 

gagcaaaggg gatccgcacg ctgctctttg ctttgatgat gtcccttcct gcgttgttta 5280 

acatcggcct cctactcttc ctagtcatgt tcatctacgc catctttggg atgtccaact 5340 

ttgcctatgt taagagggaa gttgggatcg atgacatgtt caactttgag acctttggca 5400 

■ 

acagcatgat ctgcctattc caaattacaa cctctgctgg ctgggatgga ttgctagcac 5460 

ccattctcaa cagtaagcca cccgactgtg accctaataa agttaaccct ggaagctcag 5520 

ttaagggaga ctgtgggaac ccatctgttg gaattttctt ttttgtcagt tacatcatca 5580 

tatccttcct ggttgtggtg aacatgtaca tcgcggtcat cctggagaac ttcagtgttg 5640 

ctactgaaga aagtgcagag cctctgagtg aggatgactt tgagatgttc tatgaggttt 5700 

gggagaagtt tgatcccgat gcaactcagt tcatggaatt tgaaaaatta tctcagtttg 5760 

cagctgcgct tgaaccgcct ctcaatctgc cacaaccaaa caaactccag ctcattgcca 5820 

tggatttgcc catggtgagt ggtgaccgga tccactgtct tgatatctta tttgctttta 5880 

caaagcgggt tctaggagag agtggagaga tggatgctct acgaatacag atggaagagc 5940 

gattcatggc ttccaatcct tccaaggtct cctatcagcc aatcactact actttaaaac 6000 

gaaaacaaga ggaagtatct gctgtcatta ttcagcgtgc ttacagacgc caccttttaa 6060 

agcgaactgt aaaacaagct tcctttacgt acaataaaaa caaaatcaaa ggtggggcta 6120 

atcttcttat aaaagaagac atgataattg acagaataaa tgaaaactct attacagaaa 6180 

aaactgatct gaccatgtcc actgcagctt gtccaccttc ctatgaccgg gtgacaaagc 6240 

caattgtgga aaaacatgag caagaaggca aagatgaaaa agccaaaggg aaataaatga 6300 

aaataaataa aaataattgg gtgacaaatt gtttacagcc tgtgaaggtg atgtattttt 6360 

atcaacagga ctcctttagg aggtcaatgc caaactgact gtttttacac aaatctcctt 6420 

aaggtcagtg cctacaataa gacagtgacc ccttgtcagc aaactgtgac tctgtgtaaa 6480 

ggggagatga ccttgacagg aggttactgt tctcactacc agctgacact gctgaagata 6540 

agatgcacaa tggctagtca gactgtaggg accagtttca aggggtgcaa acctgtgatt 6600 

ttggggttgt ttaacatgaa acactttagt gtagtaattg tatccactgt ttgcatttca 6660 

actgccacat ttgtcacatt tttatggaat ctgttagtgg attcatcttt ttgttaatcc 6720 

atgtgtttat tatatgtgac tatttttgta aacgaagttt ctgttgagaa ataggctaag 6780 

gacctctata acaggtatgc cacctggggg gtatggcaac cacatggccc tcccagctac 6840 

acaaagtcgt ggtttgcatg agggcatgct gcacttagag atcatgcatg agaaaaagtc 6900 

acaagaaaaa caaattctta aatttcacca tatttctggg aggggtaatt gggtgataag 6960 

tggaggtgct ttgttgatct tgttttgcga aatccagccc ctagaccaag tagattattt 7020 

gtgggtaggc cagtaaatct tagcaggtgc aaacttcatt caaatgtttg gagtcataaa 7080 

tgttatgttt ctttttgttg tattaaaaaa aaaacctgaa tagtgaatat tgcccctcac 7140 

cctccaccgc cagaagactg aattgaccaa aattactctt tataaatttc tgctttttcc 7200 
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tgcactttgt 


ttagccatct 


ttgggctctc 


agcaaggttg 


acactgtata 


tgttaatgaa 


7260 


atgctattta 


ttatgtaaat 


agtcatttta 


ccctgtggtg 


cacgtttgag 


caaacaaata 


7320 


atgacctaag 


cacagtattt 


attgcatcaa 


atatgtacca 


caagaaatgt 


agagtgcaag 


7380 


ctttacacag 


gtaataaaat 


gtattctgta 


ccatttatag 


atagtttgga tgctatcaat 


7440 


gcatgtttat 


attaccatgc tgctgtatct 


ggtttctctc 


actgctcaga 


atctcattta 


7500 


tgagaaacca 


tatgtcagtg gtaaagtcaa ggaaattgtt 


caacagatct 


catttattta 


7560 


agtcattaag 


caatagtttg 


cagcacttta 


acagcttttt 


ggttattttt 


acattttaag 


7620 


tggataacat 


atggtatata gccagactgt 


acagacatgt 


ttaaaaaaac 


acactgctta 


7680 


acctattaaa 


tatgtgttta 


gaattttata 


agcaaatata 


aatactgtaa 


aaagtcactt 


7740 


tattttattt 


ttcagcatta 


tgtacataaa 


tatgaagagg 


aaattatctt 


caggttgata 


7800 


tcacaatcac 


ttttcttact 


ttctgtccat 


agtacttttt 


catgaaagaa 


atttgctaaa 


7860 


taagacatga 


aaacaagact 


gggtagttgt 


agatttctgc 


/tttttaaatt 


acatttgcta 


7920 


attttagatt 


atttcacaat 


tttaaggagc 


aaaataggtt 


cacgattcat 


atccaaatta 


7980 


tgctttgcaa 


ttggaaaagg 


gtttaaaatt 


ttatttatat 


ttctggtagt 


acctgtacta 


8040 


actgaattga 


aggtagtgct 


tatgttattt 


ttgttctttt 


tttctgactt 


cggtttatgt 


8100 


tttcatttct 


ttggagtaat gctgctctag attgttctaa 


atagaatgtg 


ggcttcataa 


8160 


tttttttttc 


cacaaaaaca 


gagtagtcaa 


cttatatagt 


caattacatc 


aggacatttt 


8220 


gtgtttctta 


cagaagcaaa 


ccataggctc 


CtCttttCGt 


taaaactact 


tagataaact 


8280 


gtattcgtga 


actgcatgct 


ggaaaatgct 


actattatgc 


taaataatgc 


taaccaacat 


8340 


ttaaaatgtg 


caaaactaat 


aaagattaca 


ttttttattt 


t 




8381 



<210> 3 

<211> 8381 

<212> DNA 

<213> Homo sapiens 

<400> 3 

atactgcaga ggtctctggt gcatgtgtgt atgtgtgcgt ttgtgtgtgt ttgtgtgtct 60 

gtgtgttctg ccccagtgag actgcagccc ttgtaaatac tttgacacct tttgcaagaa 120 

ggaatctgaa caattgcaac tgaaggcaca ttgttatcat ctcgtctttg ggtgatgctg 180 

ttcctcactg cagatggata attttccttt taatcaggaa tttcatatgc agaataaatg 240 

gtaattaaaa tgtgcaggat gacaagatgg agcaaacagt gcttgtacca ccaggacctg 300 

acagcttcaa cttcttcacc agagaatctc ttgcggctat tgaaagacgc attgcagaag 360 

aaaaggcaaa gaatcccaaa ccagacaaaa aagatgacga cgaaaatggc ccaaagccaa 420 

atagtgactt ggaagctgga aagaaccttc catttattta tggagacatt cctccagaga 480 

tggtgtcaga gcccctggag gacctggacc cctactatat caataagaaa acttttatag 540 

tattgaataa attgaaggcc atcttccggt tcagtgccac ctctgccctg tacattttaa 600 
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ctcccttcaa 


tcctcttagg 


aaaatagcta 


ttaagatttt 


ggtacattca 


ttattcagca 


660 


tgctaattat 


gtgcactatt 


ttgacaaact 


gtgtgtttat 


gacaatgagt 


aaccctcctg 


720 


attggacaaa 


gaatgtagaa 


tacaccttca 


caggaatata tacttttgaa 


tcacttataa 


780 


aaattattgc 


aaggggattc 


tgtttagaag 


a - H- + + a/*'t*"t""t* 

a LX. X Lat L U U 


rrttmnnat 


ccatggaact 


840 


ggctcgattt 


cactgtcatt 


acatttgcgt 


aCyiLdLdyd 


y li tg Lyyac 


ctgggcaatg 


900 


tctcggcatt 


gagaacattc 


agagttctcc 


yayCaLLyaa 


y dCyd tl. Ltd 


gtcattccag 


960 


gcctgaaaac 


cattgtggga gccctgatcc 


■^i j-*t +* ^~ +■ « +• r*i ^ *^ 

ay\.c tg Lgaa 


gaay c tc Lea 


gatgtaatga 


1020 


tcctgactgt 


gttctgtctg 


agcgtatttg 


c re Laattgg 


C\ f~\ f +■ r\ 

gctgcagctg 


ttcatgggca 


1080 


acctgaggaa 


taaatgtata 


caatggcctc 


ccaccaa rgc 


ttcctxggag 


gaacatagta 


1140 


tagaaaagaa 


tataactgtg 


aattataatg 


gtacact tat 


aaatgaaact 


gtctttgagt 


1200 


ttgactggaa 


gtcatatatt 


caagattcaa 


gatatcatta 


tttcctggag 


ggttttttag 


1260 


atgcactact 


atgtggaaat 


agctctgatg 


caggccaatg 


tccagaggga 


tatatgtgtg 


1320 


tgaaagctgg 


tagaaatccc 


aattatggct 


acacaagctt 


tgataccttc 


agttgggctt 


1380 


ttttgtcctt 


gtttcgacta 


atgactcagg 


actxctggga 


aaatctt tat 


caactgacat 


1440 


tacgtgctcc 


tgggaaaacg 


tacatgatat 


tttttg tat l 


ggtcattttc 


ttgggctcat 


. 1500 


tctacctaat 


aaatttgatc 


ctggctgtgg 


tggccatggc 


ctacgaggaa 


cagaatcagg 


1560 


ccaccttgga 


agaagcagaa 


cagaaagagg 


ccgaatttca 


gcagatgatt 


gaacagctta 


1620 


aaaagcaaca 


ggaggcagct 


cagcaggcag 


caacggcaac 


tgcctcagaa 


cattccagag 


1680 


agcccagtgc 


agcaggcagg 


ctctcagaca 


gctcatctga 


agcctctaag 


ttgagttcca 


1740 


agagtgctaa 


ggaaagaaga 


aatcggagga 


agaaaagaaa 


acagaaagag 


cagtctggtg 


1800 


gggaagagaa 


agatgaggat 


gaa xxccaaa 


aatctgaatc 


tgaggacagc 


atcaggagga 


1860 


aaggttttcg 


cttctccatt 


gaagggaacc 


gattgacata 


tgaaaagagg 


tactcctccc 


1920 


cacaccagtc 


tttgttgagc 


atccgtggct 


ccctattttc 


accaaggcga 


* 

aatagcagaa 


1980 


caagcctttt 


cagctttaga 


gggcgagcaa 


aggatgtggg atctgagaac 


gacttcgcag 


2040 


atgatgagca 


cagcaccttt 


gaggataacg 


agagccgtag 


agattccttg 


tttgtgcccc 


2100 


gacgacacgg 


agagagacgc 


aacagcaacc 


tgagtcagac 


cagtaggtca 


tcccggatgc 


2160 


tggcagtgtt 


tccagcgaat 


gggaagatgc 


acagcactgt 


ggattgcaat 


ggtgtggttt 


2220 


ccttggttgg 


tggaccttca 


gttcctacat 


cgcctgttgg 


acagcttctg 


ccagaggtga 


2280 


^taatagataa 


gccagctact 


gatgacaatg 


gaacaaccac 


tgaaactgaa 


atgagaaaga 


2340 


gaaggtcaag 


ttctttccac 


gtttccatgg 


actttctaga 


agatccttcc 


caaaggcaac 


2400 


gagcaatgag 


tatagccagc 


attctaacaa 


atacagtaga 


agaacttgaa 


gaatccaggc 


2460 


agaaatgccc 


accctgttgg 


tataaatttt 


ccaacatatt 


cttaatctgg 


gactgttctc 


2520 


catattggtt 


aaaagtgaaa 


catgttgtca 


acctggttgt 


gatggaccca 


tttgttgacc 


2580 


tggccatcac 


catctgtatt 


gtcttaaata 


ctcttttcat 


ggccatggag 


cactatccaa 


2640 
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tttcaataat gtgcttacag taggaaactt ggttttcact 



gggatcttta 



gtttctgaaa attattgcca tggatcctta ctattatttc caagaaggct 



ggaatatctt tgacggtttt attgtgacgc ttagcctggt agaacttgga ctcgccaatg 
tggaaggatt atctgttctc cgttcatttc gattgctgcg agttttcaag ttggcaaaat 



cttggccaac gttaaatatg ctaataaaga tcatcggcaa ttccgtgggg 

atcatcgtct tcatttttgc cgtggtcggc 



atttaaccct 
ttggtaaaag 



cgtcttggcc 
ctacaaagat 



tgtgtctgca agatcgccag tgattgtcaa 
ggcacatgaa tgacttcttc cactccttcc tgattgtgtt ccgcgtgctg 

catgtgggac tgtatggagg ttgctggtca agccatgtgc 

ggaaacctag tggtcctgaa tctctttctg 
tgagctcatt tagtgcagac aaccttgcag ccactgatga tgataatgaa 



ggatagagac 
tcatgatggt 



catggtgatt 



gctctgggaa 
atgcagctct 
ctcccacgct 
tgtggggagt 
cttactgtct 
gccttgcttc 
atgaataatc 



tccaaattgc 
aatttattca 
atgatctaaa 
atcttgacta 



tgtggatagg atgcacaaag gagtagctta tgtgaaaaga aaaatatatg 
acagtccttc attaggaaac aaaagatttt agatgaaatt aaaccacttg 
caacaagaaa gacagttgta tgtccaatca tacaacagaa attgggaaag 
tcttaaagat gtaaatggaa ctacaagtgg tataggaact ggcagcagtg 



acatgtcatt 



ctgactttga 



cataaacaac cccagtcrta 
aaatttaaac acggaagact 



ttgaaaaata cattattgat gaaagtgatt 
ctgtgactgt accaattgct gtaggagaat 
ttagtagtga atcggatctg gaagaaagca aagagaaact gaatgaaagc agtagctcat 
cagaaggtag cactgtggac atcggcgcac ctgtagaaga acagcccgta gtggaacctg 
aagaaactct tgaaccagaa gcttgtttca ctgaaggctg tgtacaaaga ttcaagtgtt 
gtcaaatcaa tgtggaagaa ggcagaggaa aacaatggtg gaacctgaga aggacgtgtt 
tccgaatagt tgaacataac tggtttgaga ccttcattgt tttcatgatt ctccttagta 

gatatatata 



gtggtgctct 
tggaatatgc 



ggcatttgaa 
tgacaaggtt 



ttgatcagcg aaagacgatt aagacgatgt 
ttcacttaca ttttcattct ggaaatgctt ctaaaatggg 



tggcatatgg ctatcaaaca tatttcacca atgcctggtg ttggctggac ttcttaattg 
ttgatgtttc attggtcagt ttaacagcaa atgccttggg ttactcagaa cttggagcca 



tcaaatctct caggacacta 
ggatgagggt ggttgtgaat 



tggtttgtct tatattctgg 



agagctctga 
gcccttttag 
ctaattttca 



gacctctaag agccttatct cgatttgaag 
gagcaattcc atccatcatg aatgtgcttc 



gcatcatggg cgtaaatttg tttgctggca 

aattctacca ctgtattaac accacaactg gtgacaggtt 

gaaatgagac 

atctctcttt gcttcaagtt gccacattca 



atcatactga ttgcctaaaa ctaatagaaa 
aagtaaactt tgataatgta ggatttgggt 



tgacatcgaa gacgtgaata 
tgctcgatgg aaaaatgtga 



ttgattccag aaatgtggaa ctccagccta 



aaggatggat ggatataatg tatgcagcag 
agtatgaaaa aagtctgtac atgtatcttt actttgttat tttcatcatc tttgggtcct 
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2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 

4320 

4380 

4440 

4500 

4560 

4620 

4680 
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tcttcacctt gaacctgttt attggtgtca tcatagataa tttcaaccag cagaaaaaga 4740 

agtttggagg tcaagacatc tttatgacag aagaacagaa gaaatactat aatgcaatga 4800 

aaaaattagg atcgaaaaaa ccgcaaaagc ctatacctcg accaggaaac aaatttcaag 4860 

gaatggtctt tgacttcgta accagacaag tttttgacat aagcatcatg attctcatct 4920 

gtcttaacat ggtcacaatg atggtggaaa cagatgacca gagtgaatat gtgactacca 4980 

ttttgtcacg catcaatctg gtgttcattg tgctatttac tggagagtgt gtactgaaac 5040 

tcatctctct acgccattat tattttacca ttggatggaa tatttttgat tttgtggttg 5100 

tcattctctc cattgtaggt atgtttcttg ccgagctgat agaaaagtat ttcgtgtccc 5160 

ctaccctgtt ccgagtgatc cgtcttgcta ggattggccg aatcctacgt ctgatcaaag 5220 

gagcaaaggg gatccgcacg ctgctctttg ctttgatgat gtcccttcct gcgttgttta 5280 

acatcggcct cctactcttc ctagtcatgt tcatctacgc catctttggg atgtccaact 5340 

ttgcctatgt taagagggaa gttgggatcg atgacatgtt caactttgag acctttggca 5400 

acagcatgat ctgcctattc caaattacaa cctctgctgg ctgggatgga ttgctagcac 5460 

ccattctcaa cagtaagcca cccgactgtg accctaataa agttaaccct ggaagctcag 5520 

ttaagggaga ctgtgggaac ccatctgttg gaattttctt ttttgtcagt tacatcatca 5580 

tatccttcct ggttgtggtg aacatgtaca tcgcggtcat cctggagaac ttcagtgttg 5640 

ctactgaaga aagtgcagag cctctgagtg aggatgactt tgagatgttc tatgaggttt 5700 

gggagaagtt tgatcccgat gcaactcagt tcatggaatt tgaaaaatta tctcagtttg 5760 

cagctgcgct tgaaccgcct ctcaatctgc cacaaccaaa caaactccag ctcattgcca 5820 

. tggatttgcc catggtgagt ggtgaccgga tccactgtct tgatatctta tttgctttta 5880 

caaagcgggt tctaggagag agtggagaga tggatgctct acgaatacag atggaagagc 5.940 

gattcatggc ttccaatcct tccaaggtct cctatcagcc aatcactact actttaaaac 6000 

gaaaacaaga ggaagtatct gctgtcatta ttcagcgtgc ttacagacgc caccttttaa 6060 

agcgaactgt aaaacaagct tcctttacgt acaataaaaa caaaatcaaa ggtggggcta 6120 

atcttcttat aaaagaagac atgataattg acagaataaa tgaaaactct attacagaaa 6180 

aaactgatct gaccatgtcc actgcagctt gtccaccttc ctatgaccgg gtgacaaagc 6240 

caattgtgga aaaacatgag caagaaggca aagatgaaaa agccaaaggg aaataaatga 6300 

aaataaataa aaataattgg gtgacaaatt gtttacagcc tgtgaaggtg atgtattttt 6360 

atcaacagga ctcctttagg aggtcaatgc caaactgact gtttttacac aaatctcctt 6420 

aaggtcagtg cctacaataa gacagtgacc ccttgtcagc aaactgtgac tctgtgtaaa 6480 

ggggagatga ccttgacagg aggttactgt tctcactacc agctgacact gctgaagata 6540 

agatgcacaa tggctagtca gactgtaggg accagtttca aggggtgcaa acctgtgatt 6600 

ttggggttgt ttaacatgaa acactttagt gtagtaattg tatccactgt ttgcatttca 6660 

actgccacat ttgtcacatt tttatggaat ctgttagtgg attcatcttt ttgttaatcc 6720 
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atgtgtttat 


tatatgtgac 


SSCP update sequences. ST25 
tatttttgta aacgaagttt ctgttgagaa 


ataggctaag 


6780 


gacctctata 


acaggtatgc 


i-acc xggggg 


gtatggcaac 


cacatggccc 


tcccagctac 


6840 


acaaagtcgt 


ggtttgcatg 


agggcatgct 


gcacttagag 


atcatgcatg 


agaaaaagtc 


.6900 


acaagaaaaa 


caaattctta 


aatttcacca 


tatttctggg 


aggggtaatt 


gggtgataag 


6960 


tggaggtgct 


ttgttgatct 


tgttttgcga 


aatccagccc 


ctagaccaag 


tagattattt 


. 7020 


gtgggtaggc 


cagtaaatct 


tagcaggtgc 


aaacttcatt 


caaatgtttg 


gagtcataaa 


7080 


tgttatgttt 


ctttttgttg 


tattaaaaaa 


aaaacctgaa tagtgaatat 


tgcccctcac 


7140 


cctccaccgc 


cagaagactg 


aattgaccaa 


aattactctt 


tataaatttc 


tgctttttcc 


7200 


tgcactttgt 


ttagccatct 


ttgggctctc agcaaggttg acactgtata tgttaatgaa 

♦ 


7260 


atgctattta 


ttatgtaaat 


agtcatttta 


ccctgtggtg 


cacgtttgag 


caaacaaata 


7320 


atgacctaag 


cacagtattt 


attgcatcaa 


atatgtacca 


caagaaatgt 


agagtgcaag 


7380 


ctttacacag 


gtaataaaat 


gtattctgta 


ccatttatag 


atagtttgga 


^ m ^mm «k mm n A- 

tgctatcaat 


7440 


gcatgtttat 


attaccatgc 


tgctgtatct 


ggtttctctc 


actgctcaga 


atctcattta 


7500 


tgagaaacca 


tatgtcagtg 


gtaaagtcaa ggaaattgtt 


caacagatct 


catttattta 


7560 


agtcattaag 


caatagtttg 


cagcacttta 


acagcttttt 


ggttattttt 


acattttaag 


7620 


tggataacat 


atggtatata 


gccagactgt 


acagacatgt 


ttaaaaaaac 


acactgctta 


7680 


acctattaaa 


tatgtgttta 


gaattttata 


agcaaatata 


aatactgtaa 


aaag rcac x l 


7740 


tattttattt 


ttcagcatta 


tgtacataaa 


tatgaagagg 


aaattatctt 


caggttgata 


7800 


tcacaatcac 


ttttcttact 


ttctgtccat 


agtacttttt 


catgaaagaa 


atttgctaaa 


7860 


taagacatga 


aaacaagact 


gggtagttgt 


agatttctgc 


tttttaaatt 


acatttgcta 


7920 


attttagatt 


atttcacaat 


tttaaggagc 


aaaataggtt 


cacgattcat 


atccaaatta 


7980 


tgctttgcaa 


ttggaaaagg 


gtttaaaatt 


ttatttatat 


ttctggtagt 


acctgtacta 


8040 


actgaattga 


aggtagtgct 


tatgttattt 


ttgttctttt tttctgactt 


cggtttatgt 


8100 


tttcatttct 


ttggagtaat 


gctgctctag 


attgttctaa 


atagaatgtg 


ggcttcataa 


8160 


tttttttttc 


cacaaaaaca 


gagtagtcaa 


cttatatagt 


caattacatc 


aggacatttt 


8220 


gtgtttctta 


cagaagcaaa 


ccataggctc 


ctcttttcct 


taaaactact 


tagataaact 


8280 


gtattcgtga 


actgcatgct 


ggaaaatgct 


actattatgc taaataatgc 


taaccaacat 


8340 


ttaaaatgtg 


caaaactaat 


aaagattaca 


ttttttattt 


t 




8381 


<210> 4 

<211> 8381 

<212> DNA 

<213> Homo sapiens 












<400> 4 
atactgcaga 


ggtctctggt 


gcatgtgtgt atgtgtgcgt ttgtgtgtgt ttgtgtgtct 


60 


gtgtgttctg 


ccccagtgag 


actgcagccc 


ttgtaaatac 


tttgacacct 


tttgcaagaa 


120 


ggaatctgaa 


caattgcaac 


tgaaggcaca 


ttgttatcat 
Page 13 


ctcgtctttg 


ggtgatgctg 


180 
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ttcctcactg 


cagatggata 


attttccttt 


taatcaggaa 


tttcatatgc 
• 


agaataaatg 


240 


gtaattaaaa 


tgtgcaggat 


gacaagatgg 


agcaaacagt 


gcttgtacca 


ccaggacctg 


300 


acagcttcaa 


cttcttcacc 


agagaatctc 


ttgcggctat 


tgaaagacgc 


attgcagaag 


360 


aaaaggcaaa 


gaatcccaaa 


ccagacaaaa 


aagatgacga 


cgaaaatggc 


ccaaagccaa 


420 


atagtgactt 


ggaagctgga 


aagaaccttc 


catttattta 


tggagacatt 


cctccagaga 


480 


tggtgtcaga 


gcccctggag 


gacctggacc 


cctactatat 


caataagaaa 


acttttatag 


540 


tattgaataa 


attgaaggcc 


atcttccggt 


tcagtgccac 


ctctgccctg 


tacattttaa 


600 


ctcccttcaa 


tcctcttagg 


aaaatagcta 


ttaagatttt 


ggtacattca 


ttattcagca 


660 


tgctaattat 


gtgcactatt 


ttgacaaact 


gtgtgtttat 


gacaatgagt 


aaccctcctg 


720 


attggacaaa 


gaatgtagaa 


tacaccttca 


caggaatata 


tacttttgaa 


tcacttataa 


780 


aaattattgc 


aaggggattc 


tgtttagaag 


attttacttt 


ccttcgggat 


ccatggaact 


840 


ggctcgaftt 


cactgtcatt 


acatttgcgt 


acgtcacaga 


gtttgtggac 


ctgggcaatg 


900 


tctcggcatt 


gagaacattc 


agagttctcc 


gagcattgaa gacgatttca 


gtcattccag 


960 


gcctgaaaac 


cattgtggga 


gccctgatcc 


agtctgtgaa 


gaagctctca 


gatgtaatga 


1020 


tcctgactgt 


gttctgtctg 


agcgtatttg 


ctctaattgg 


gctgcagctg 


ttcatgggca 


1080 


acctgaggaa 


taaatgtata 


caatggcctc 


ccaccaatgc 


ttccttggag 


gaacatagta 


1140 


tagaaaagaa 


tataactgtg 


aattataatg 


gtacacttat 


aaatgaaact 


gtctttgagt 


1200 


ttgactggaa 


gtcatatatt 


caagattcaa 


gatatcatta 


tttcctggag 


ggttttttag 


1260 


atgcactact 


atgtggaaat 


agctctgatg 


caggccaatg 


tccagaggga 


tatatgtgtg 


1320 


tgaaagctgg 


tagaaatccc 


aattatggct 


acacaagctt 


tgataccttc 


agttgggctt 


1380 


ttttgtcctt 


gtttcgacta 


atgactcagg 


acttctggga 


aaatctttat 


caactgacat 


1440 


tacgtgctgc 


tgggaaaacg 


tacatgatat 


ttcttgtatt 


ggtcattttc 


ttgggctcat 


1500 


tctacctaat 


aaatttgatc 


ctggctgtgg 


tggccatggc 


ctacgaggaa 


cagaatcagg 


1560 


ccaccttgga 


agaagcagaa 


cagaaagagg 


ccgaatttca 


gcagatgatt 


gaacagctta 


1620 


aaaagcaaca 


ggaggcagct 


cagcaggcag 


caacggcaac 


tgcctcagaa 


cattccagag 


1680 


agcccagtgc 


agcaggcagg 


ctctcagaca 


gctcatctga 


agcctctaag 


ttgagttcca 


1740 


agagtgctaa 


ggaaagaaga 


aatcggagga 


agaaaagaaa 


acagaaagag 


cagtctggtg 


1800 


gggaagagaa 


agatgaggat 


gaattccaaa 


aatctgaatc 


tgaggacagc 


atcaggagga 


1860 


aaggttttcg 


cttctccatt 


gaagggaacc 


gattgacata 


tgaaaagagg 


tactcctccc 


1920 


cacaccagtc 


tttgttgagc 


atccgtggct 


ccctattttc 


accaaggcga 


aatagcagaa 


1980 


caagcctttt 


cagctttaga 


gggcgagcaa 


aggatgtggg 


atctgagaac 


gacttcgcag 


2040 


atgatgagca 


cagcaccttt 


gaggataacg 


agagccgtag 


agattccttg 


tttgtgcccc 


2100 


gacgacacgg 


agagagacgc 


aacagcaacc 


tgagtcagac 


cagtaggtca 


tcccggatgc 


2160 


tggcagtgtt 


tccagcgaat 


gggaagatgc 


acagcactgt 
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ggattgcaat 


ggtgtggttt 


2220 
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ccttggttgg 


tggaccttca 


gttcctacat 


cgcctgttgg 


acagcttctg 


ccagaggtga 


2280 


taatagataa gccagctact 


gatgacaatg 


gaacaaccac 


tgaaactgaa 


atgagaaaga 


2340 


gaaggtcaag 


ttctttccac 


gtttccatgg 


actttctaga 


agatccttcc 


caaaggcaac 


2400 


gagcaatgag 


tatagccagc 


attctaacaa 


atacagtaga 


agaacttgaa 


gaatccaggc 


2460 


agaaatgccc 


accctgttgg 


tataaatttt 


ccaacatatt 


cttaatctgg 


gactgttctc 


2520 


catattggtt 


aaaagtgaaa 


catgttgtca 


acctggttgt 


gatggaccca tttgttgacc 


2580 


tggccatcac 


ca.tctgtatt 


gtcttaaata 


ctcttttcat 


ggccatggag 


cactatccaa 


2640 


tgacggacca 


tttcaataat 


gtgcttacag 


taggaaactt 


ggttttcact 


gggatcttta 


2700 


cagcagaaat 


gtttctgaaa 


attattgcca 


tggatcctta 


ctattatttc 


caagaaggct 


2760 


ggaatatctt 


tgacggtttt 


attgtgacgc 


ttagcctggt 


agaacttgga 


ctcgccaatg 


2820 


tggaaggatt 


atctgttctc 


cgttcatttc 


gattgctgcg agttttcaag ttggcaaaat 


2880 


cttggccaac 


gttaaatatg 


ctaataaaga 


tcatcggcaa ttccgtgggg 


gctctgggaa 


2940 


atttaaccct 


cgtcttggcc 


atcatcgtct 


tcatttttgc 


cgtggtcggc 


atgcagctct 


3000 


ttggtaaaag 


ctacaaagat 


tgtgtctgca 


agatcgccag 


tgattgtcaa 


ctcccacgct 


3060 


ggcacatgaa 


tgacttcttc 


cactccttcc 


tgattgtgtt 


ccgcgtgctg 


tgtggggagt 


3120 


ggatagagac 


catgtgggac 


tgtatggagg 


ttgctggtca 


agccatgtgc 


cttactgtct 


3180 


tcatgatggt 


catggtgatt 


ggaaacctag 


tggtcctgaa 


tctctttctg 


gccttgcttc 


3240 


tgagctcatt 


tagtgcagac 


aaccttgcag 


ccactgatga 


tgataatgaa 


atgaataatc 


3300 


tccaaattgc 


tgtggatagg 


atgcacaaag 


gagtagctta 


tgtgaaaaga 


aaaatatatg 


3360 


aatttattca 


acagtccttc 


attaggaaac 


aaaaga.tttt 


agatgaaatt 


aaaccacttg 


3420 


atgatctaaa 


caacaagaaa 


gacagttgta 


tgtccaatca 


tacaacagaa 


attgggaaag 


3480 


atcttgacta 


tcttaaagat 


gtaaatggaa 


ctacaagtgg 


tataggaact 


ggcagcagtg 


3540 


ttgaaaaata 


cattattgat 


gaaagtgatt 


acatgtcatt 


cataaacaac 


cccagtctta 


3600 


ctgtgactgt 


accaattgct 


gtaggagaat 


ctgactttga 


aaatttaaac 


acggaagact 


3660 


ttagtagtga 


atcggatctg 


gaagaaagca 


aagagaaact 


gaatgaaagc 


agtagctcat 


3720 


cagaaggtag 


cactgtggac 


atcggcgcac 


ctgtagaaga 


acagcccgta 


gtggaacctg 


3780 


aagaaactct 


tgaaccagaa 


gcttgtttca 


ctgaaggctg 


tgtacaaaga 


ttcaagtgtt 


3840 


gtcaaatcaa tgtggaagaa 




aacaatggtg 


gaacctgaga 


aggacgtgtt 


3900 


tccgaatagt 


tgaacataac 


tggtttgaga 


ccttcattgt 


tttcatgatt 


ctccttagta 


3960 


gtggtgctct 


ggcatttgaa 


gatatatata 


ttgatcagcg 


aaagacgatt 


aagacgatgt 


4020 


tggaatatgc 


tgacaaggtt 


ttcacttaca 


ttttcattct ggaaatgctt ctaaaatggg 


4080 


tggcatatgg 


ctatcaaaca 


tatttcacca 


atgcctggtg ttggctggac ttcttaattg 


4140 


ttgatgtttc attggtcagt 


ttaacagcaa 


atgccttggg 


ttactcagaa 


cttggagcca 


4200 


tcaaatctct 


caggacacta 


agagctctga 


gacctctaag 


agccttatct 


cgatttgaag 


4260 
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ggatgagggt 


ggttgtgaat 


gcccttttag 


gagcaattcc 


atccatcatg 


aatgtgcttc 


4320 


tggtttgtct tatattctgg 


ctaattttca 


gcatcatggg. 


cgtaaatttg 


tttgctggca 


4380 


aattctacca 


ctgtattaac 


accacaactg 


gtgacaggtt 


tgacatcgaa 


gacgtgaata 


4440 


. atcatactga 


ttgcctaaaa 


ctaatagaaa 


gaaatgagac 


tgctcgatgg 


aaaaatgtga 


4500 


aagtaaactt 


tgataatgta 


ggatttgggt 


atctctcttt 


gcttcaagtt 


gccacattca 


4560 


aaggatggat 


ggatataatg 


tatgcagcag 


ttgattccag 


aaatgtggaa 


ctccagccta 


4620 


agtatgaaaa 


aagtctgtac 


atgtatcttt 


actttgttat 


tttcatcatc 


tttgggtcct 


4680 


tcttcacctt gaacctgttt 


attggtgtca 


tcatagataa 


tttcaaccag 


cagaaaaaga 


4740 


agtttggagg 


tcaagacatc 


tttatgacag 


aagaacagaa 


gaaatactat 


aatgcaatga 


4800 


aaaaattagg 


atcgaaaaaa 


ccgcaaaagc 


ctatacctcg 


accaggaaac 


aaatttcaag 


4860 


gaatggtctt 


tgacttcgta 


accagacaag 


tttttgacat 


aagcatcatg 


attctcatct 


4920 


gtcttaacat 


ggtcacaatg 


atggtggaaa 


cagatgacca 


gagtgaatat 


gtgactacca 


4980 


ttttgtcacg 


catcaatctg 


gtgttcattg 


tgctatttac 


tggagagtgt 


gtactgaaac 


5040 


tcatctctct 


acgccattat 


tattttacca 


ttggatggaa 


tatttttgat 


tttgtggttg 


5100 


tcattctctc 


cattgtaggt 


atgtttcttg 


ccgagctgat 


agaaaagtat 


ttcgtgtccc 


5160 


ctaccctgtt 


ccgagtgatc 


cgtcttgcta 


ggattggccg 


aatcctacgt 


ctgatcaaag 


5220 


gagcaaaggg 


gatccgcacg 


ctgctctttg 


ctttgatgat 


gtcccttcct 


gcgttgttta 


5280 


acatcggcct 


cctactcttc 


ctagtcatgt 


tcatctacgc 


catctttggg 


atgtccaact 


5340 


ttgcctatgt 


taagagggaa 


gttgggatcg 


atgacatgtt 


caactttgag 


acctttggca 


5400 


acagcatgat 


ctgcctattc 


caaattacaa 


cctctgctgg 


ctgggatgga 


ttgctagcac 


5460 


ccattctcaa 


cagtaagcca 


cccgactgtg 


accctaataa 


agttaaccct 


ggaagctcag 


5520 


ttaagggaga 


ctgtgggaac 


ccatctgttg 


gaattttctt 


ttttgtcagt 


tacatcatca 


5580 


tatccttcct 


ggttgtggtg 


aacatgtaca 


tcgcggtcat 


cctggagaac 


ttcagtgttg 


5640 


ctactgaaga 


aagtgcagag 


cctctgagtg 


aggatgactt 


tgagatgttc 


tatgaggttt 


5700 


gggagaagtt 


tgatcccgat 


gcaactcagt 


tcatggaatt 


tgaaaaatta tctcagtttg 


5760 


cagctgcgct 


tgaaccgcct 


ctcaatctgc 


cacaaccaaa 


caaactccag 


ctcattgcca 


5820 


tggatttgcc 


catggtgagt 


ggtgaccgga 


tccactgtct 


tgatatctta tttgctttta 


5880 


caaagcgggt 


tctaggagag 


aataaaaaaa 


taqatactct 


acgaatacag 


atggaagagc 


5940 


gattcatggc 


ttccaatcct 


tccaaggtct 


cctatcagcc 


aatcactact 


actttaaaac 


6000 


gaaaacaaga 


ggaagtatct 


gctgtcatta 


ttcagcgtgc 


ttacagacgc 


caccttttaa 


6060 


agcgaactgt 


aaaacaagct 


tcctttacgt 


acaataaaaa 


caaaatcaaa 


ggtggggcta 


6120 


atcttcttat 


aaaagaagac 


atgataattg 


acagaataaa 


tgaaaactct 


attacagaaa 


6180 


aaactgatct 


gaccatgtcc 


actgcagctt 


gtccaccttc 


ctatgaccgg 


gtgacaaagc 


6240 


caattgtgga aaaacatgag 


caagaaggca 


aagatgaaaa 


agccaaaggg 


aaataaatga 


6300 
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aaataaataa 


aaataattgg 


* 

gtgacaaatt 


gtttacagcc 


tgtgaaggtg 


atgtattttt 


6360 


atcaacagga 


ctcctttagg 


aggtcaatgc 


caaactgact 


gtttttacac 


aaatctcctt 


6420 


aaggtcagtg 


cctacaataa 


gacagtgacc 


ccttgtcagc 


aaactgtgac 


tctgtgtaaa 


6480 


ggggagatga 


ccttgacagg aggttactgt 


tctcactacc 

* 


agctgacact 


gctgaagata 


6540 


agatgcacaa 


tggctagtca 


gactgtaggg 


accagtttca 

■ 


aggggtgcaa 


acctgtgatt 


6600 


ttggggttgt 


ttaacatgaa 

4 


acactttagt 


gtagtaattg 


tatccactgt 


ttgcatttca 


6660 


actgccacat 


ttgtcacatt 


tttatggaat 


ctgttagtgg 


attcatcttt 


ttgttaatcc 


6720 


atgtgtttat 


tatatgtgac 


tatttttgta 


aacgaagttt 


ctgttgagaa 


ataggctaag 


6780 


gacctctata 


acaggtatgc 


cacctggggg 


gtatggcaac 


cacatggccc 


tcccagctac 


68.40 


acaaagtcgt 


ggtttgcatg 


agggcatgct 


gcacttagag 


atcatgcatg 


agaaaaagtc 


6900 


. acaagaaaaa 


caaattctta 


aatttcacca 


tatttctggg 


aggggtaatt 


gggtgataag 


6960 


tggaggtgct 


ttgttgatct 


tgttttgcga 


aatccagccc 


ctagaccaag 


tagattattt 


7020 


gtgggtaggc 


cagtaaatct tagcaggtgc 


aaacttcatt 


caaatgtttg 


gagtcataaa 


7080 


tgttatgttt 


ctttttgttg 


tattaaaaaa 


aaaacctgaa 


tagtgaatat 


tgcccctcac 


7140 


cctccaccgc 


cagaagactg 


aattgaccaa 


aattactctt 


tataaatttc 


tgctttttcc 


7200 


tgcactttgt 


ttagccatct 


ttgggctctc 


agcaaggttg 


acactgtata tgttaatgaa 


7260 


atgctattta 


ttatgtaaat 


agtcatttta 


ccctgtggtg 


cacgtttgag 


caaacaaata 


7320 


atgacctaag 


cacagtattt 


attgcatcaa 


atatgtacca 


caagaaatgt 


agagtgcaag 


7380 


ctttacacag 


gtaataaaat 


gtattctgta 


ccatttatag 


atagtttgga 


tgctatcaat 


7440 


gcatgtttat 


attaccatgc 


tgctgtatct 


ggtttctctc 


actgctcaga 


atctcattta 


7500 


tgagaaacca 


tatgtcagtg 


gtaaagtcaa 


ggaaattgtt 


caacagatct 


catttattta 


7560 


agtcattaag 


caatagtttg 


cagcacttta 


acagcttttt 


ggttattttt 


acattttaag 


7620 


tggataacat 


atggtatata 


gccagactgt 


acagacatgt 


ttaaaaaaac 


acactgctta 


7680 


acctattaaa 


tatgtgttta 


gaattttata 


agcaaatata 


aatactgtaa 


aaagtcactt 


7740 


tattttattt 


ttcagcatta 


tgtacataaa 


tatgaagagg 


aaattatctt 


caggttgata 


7800 


tcacaatcac 


ttttcttact 


ttctgtccat 


agtacttttt 


catgaaagaa 


atttgctaaa 


7860 


taagacatga 


aaacaagact 


gggtagttgt 


agatttctgc 


tttttaaatt 


acatttgcta 


7920 


attttagatt 


atttcacaat 


tttaaggagc 


aaaataggtt cacgattcat atccaaatta 


7980 


tgctttgcaa 


ttggaaaagg 


gtttaaaatt 


ttatttatat 


ttctggtagt 


acctgtacta 


on/in 
0U4U 


actgaattga 


aggtagtgct tatgttattt 


ttgttctttt 


tttctgactt 


cggtttatgt 


8100 


tttcatttct 


ttggagtaat 


gctgctctag 


attgttctaa 


atagaatgtg 


ggcttcataa 


8160 


tttttttttc 


cacaaaaaca 


gagtagtcaa 


cttatatagt 


caattacatc 


aggacatttt 


8220 


gtgtttctta 


cagaagcaaa 


ccataggctc 


ctcttttcct 


taaaactact 


tagataaact 


8280 


gtattcgtga 


actgcatgct 


ggaaaatgct 


actattatgc 
Page 17 


taaataatgc 


taaccaacat 


8340 
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ttaaaatgtg 


caaaactaat aaagattaca 


ttttttattt 


t 




0501 


<210> 5 
<211> 8381 
<212> DNA 
<213> Home 


i sapiens 


■ 








<400> 5 

atactgeaga ggtctctggt gcatgtgtgt 


atgtgtgcgt ttgtgtgtgt 


ttgtgtgtct 


60 


gtgtgttctg 


ccccagtgag actgcagccc 


ttgtaaa tac 


tttgacacct 


tttgcaagaa 


120 


ggaatctgaa caattgeaac tgaaggcaca 


_f_ 4_ _ -i_ _ _ _ 
ttgttatcat 


ctegtctttg 


ggtgatgctg 


180 


ttcctcactg 


cagatggata attttccttt 


-aka asm aAaa ^a> aa_ aaaj aa_ aia, 

taatcaggaa 


tttcatatgc 


agaataaatg 


240 


gtaattaaaa tgtgcaggat gacaagatgg 


agcaaacagt 


gcttgtacca 


ccaggacctg 


300 


acagcttcaa 


cttcttcacc agagaatctc 


ttgeggctat 


tgaaagaege 


attgeagaag 


360 


aaaaggcaaa gaatcccaaa ccagacaaaa 


aagatgacga 


cgaaaatggc 


ccaaagccaa 


420 


atagtgactt 


ggaagctgga aagaaccttc 


catttattta 


tggagacatt 


cctccagaga 


480 


tggtgtcaga gcccctggag gacctggacc 


cctactatat 


caataagaaa 


acttttatag 


540 


tattgaataa 


attgaaggee atettceggt 


tcagtgccac 


ctctgccctg 


tacattttaa 


600 


ctcccttcaa 


tcctcttagg aaaatagcta 


ttaagatttt 


ggtacattca ttattcagca 


660 


tgctaattat gtgeactatt ttgacaaact 


gtgtgtttat 


gacaatgagt 


aaccctcctg 


720 


attggacaaa 


gaatgtagaa tacaccttca 


caggaara ta 


tacttttgaa 


tcacttataa 


780 


aaattattgc 


aaggggattc tgtttagaag 


att l tactt t 


ecttegggat 


ccatggaact 


840 


ggctcgattt 


cactgtcatt acatttgegt 


a>w ^ M "fr™ — arm _p*> aab — aaj aa» 

aegtcacaga 


gtttgtggac 


ctgggcaatg 


900 


teteggcatt 


gagaacattc agagttctcc 


gagca l xgaa 


gacgatttca 


gtcattccag 


960 


gectgaaaac 


cattgtggga gccctgatcc 


agT.ci.gT.gaa 


gaagctctca 


gatgtaatga 


1020 


tcctgactgt 


gttctgtctg agegtatttg 


ctctaattgg 


getgeagctg 


ttcatgggca 


1080 


acctgaggaa 


taaatgtata caatggcctc 


ccaccaatgc 


ttccttggag 


gaacatagta 


1140 


tagaaaagaa 


tataactgtg aattataatg 


gtacacttat 


aaatgaaact 


gtctttgagt 


1200 


ttgactggaa 


gtcatatatt .caagattcaa 


gatatcatta 


tttcctggag 


ggttttttag 


1260 


atgeactact 


atgtggaaat agctctgatg 


caggecaatg 


tccagaggga 


tatatgtgtg 


1320 


tgaaagctgg 


tagaaatccc aattatggct 


acacaagctt 


tgataccttc 


agttgggctt 


1380 


ttttgtcctt 


gtttcgacta atgactcagg 


acttctggga 


aaatctttat 


caactgacat 


1440 


tacgtgctgc tgggaaaacg tacatgatat 


tttttgtatt 


ggtcattttc 


ttgggctcat 


1500 


tcaacctaat 


aaatttgatc ctggctgtgg 


tggccatggc 


ctacgaggaa 


cagaatcagg 


1560 


ccaccttgga 


agaagcagaa cagaaagagg 


ccgaatttca 


gcagatgatt 


gaacagctta 


1620 


aaaagcaaca 


ggaggcagct cagcaggcag 


caacggcaac 


tgcctcagaa 


cattccagag 


1680 


agcccagtgc 


agcaggcagg ctctcagaca 


gctcatctga 


agectctaag 


ttgagttcca 


1740 
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agagtgctaa ggaaagaaga 


aatcggagga 


agaaaagaaa 


acagaaagag 


cagtctggtg 


1800 


gggaagagaa 


agatgaggat 


gaattccaaa 


aatctgaatc 


tgaggacagc 


atcaggagga 


1 O f c\ 

1860 


aaggttttcg 


cttctccatt 


gaagggaacc 


gattgacata 


tgaaaagagg 


tactcctccc 


19Z0 


cacaccagtc 


tttgttgagc 


atccgtggct 


ccctattttc 


accaaggcga 


aatagcagaa 


1980 


caagcctttt 


cagctttaga 


gggcgagcaa 


aggatgtggg 


atctgagaac 


gacttcgcag 


2040 


• * 

atgatgagca cagcaccttt gaggataacg agagccgtag agattccttg tttgtgcccc 


2100 


gacgacacgg 


agagagacgc 


aacagcaacc 


tgagtcagac 


cagtaggtca tcccggatgc 


2160 


tggcagtgtt 


tccagcgaat 


gggaagatgc 


acagcactgt 


ggattgcaat 


ggtgtggttt 


2220 


ccttggttgg 


tggaccttca 


gttcctacat 


cgcctgttgg 


acagcttctg 


ccagaggtga 


2280 


taatagataa gccagctact 


gatgacaatg 


gaacaaccac 


tgaaactgaa 


atgagaaaga 


2340 


gaaggtcaag 


ttctttccac 


gtttccatgg 


actttctaga 


agatccttcc 


caaaggcaac 


2400 


gagcaatgag 


tatagccagc 


attctaacaa 


atacagtaga 


agaacttgaa 


gaatccaggc 


2460 


agaaatgccc 


accctgttgg 


tataaatttt 


ccaacatatt 


cttaatctgg gactgttctc 


2520 


catattggtt 


aaaagtgaaa 


catgttgtca 


acctggttgt 


gatggaccca 


tttgttgacc 


2580 


tggccatcac catctgtatt gtcttaaata 


ctcttttcat 


ggccatggag 


cactatccaa 


2640 


tgacggacca 


tttcaataat 


gtgcttacag 


taggaaactt 


ggttttcact 


gggatcttta 


~\ s\ r\ 
2700 


cagcagaaat 


gtttctgaaa 


attattgcca tggatcctta 


ctattatttc 


caagaaggct 


2760 


ggaatatctt 


tgacggtttt 


attgtgacgc 


ttagcctggt 


agaacttgga 


ctcgccaatg 


2820 


tggaaggatt 


atctgttctc 


cgttcatttc 


gattgctgcg 


agttttcaag 


ttggcaaaat 


2880 


cttggccaac 


gttaaatatg 


ctaataaaga 


tcatcggcaa 


ttccgtgggg 


gctctgggaa 


2940 


atttaaccct 


cgtcttggcc 


atcatcgtct 


tcatttttgc 


cgtggtcggc 


atgcagctct 


:5UUU 


ttggtaaaag 


ctacaaagat 


tgtgtctgca 


agatcgccag 


tgattgtcaa 


ctcccacgct 


OVOU 


ggcacatgaa 


tgacttcttc 


cactccttcc 


tgattgtgtt 


ccgcgtgctg 


tgtggggagt 




ggatagagac 


catgtgggac 


tgtatggagg 


ttgctggtca 


agccatgtgc 


cttactgtct 


d±o\) 


tcatgatggt 


catggtgatt 


ggaaacctag 


tggtcctgaa 


tctctttctg 


gccttgcttc 




tgagctcatt 


tagtgcagac 


aaccttgcag 


ccactgatga 


tgataatgaa 


atgaataatc 


ddKjKj 


tccaaattgc 


tgtggatagg 


atgcacaaag gagtagctta tgtgaaaaga aaaatatatg 


3 3v>U 


aatttattca 


acagtccttc 


attaggaaac 


aaaagatttt 


agatgaaatt 


aaaccacttg 




atgatctaaa 


caacaagaaa gacagttgta tgtccaatca tacaacagaa attgggaaag 


3480 


atcttgacta 


tcttaaagat 


gtaaatggaa 


ctacaagtgg 


tataggaact 


ggcagcagtg 


3540 


ttgaaaaata 


cattattgat 


gaaagtgatt 


acatgtcatt 


cataaacaac 


cccagtctta 


3600 


ctgtgactgt 


accaattgct 


gtaggagaat 


ctgactttga 


aaatttaaac 


acggaagact 


3660 


ttagtagtga 


atcggatctg 


gaagaaagca 


aagagaaact 


gaatgaaagc 


agtagctcat 


3720 


cagaaggtag 


cactgtggac 


atcggcgcac 


ctgtagaaga 


acagcccgta 


gtggaacctg 


3780 
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aagaaactct 


tgaaccagaa 


gcttgtttca 


ctgaaggctg 


tgtacaaaga 

♦ 


ttcaagtgtt 


3840 


gtcaaatcaa 


tgtggaagaa 


ggcagaggaa 


aacaatggtg 


gaacctgaga 


aggacgtgtt 


3900 


tccgaatagt 


tgaacataac 


tggtttgaga 


ccttcattgt tttcatgatt 


ctccttagta 


3960 


gtggtgctct 


ggcatttgaa 


gatatatata ttgatcagcg 


aaagacgatt 


aagacgatgt 


4020 


tggaatatgc 


tgacaaggtt 


ttcacttaca 


ttttcattct 


ggaaatgctt 


ctaaaatggg 


4080 


tggcatatgg 


ctatcaaaca 


tatttcacca 


atgcctggtg 


ttggctggac 


ttcttaattg 


4140 


ttgatgtttc 


attggtcagt ttaacagcaa atgccttggg 


ttactcagaa 


cttggagcca 


4200 


tcaaatctct 


caggacacta 


agagctctga 


gacctctaag 


agccttatct 


cgatttgaag 


4260 


ggatgagggt 


gg ttg tgaat 


gcccttttag 


gagcaattcc 


atccatcatg 


aatgtgcttc 


4320 


tggtttgtct 


tatattctgg 


ctaattttca gcatcatggg 


cgtaaatttg 


tttgctggca 


4380 


aattctacca 


ctgtattaac 


accacaactg 


gtgacaggtt 


tgacatcgaa 


gacgtgaata 


4440 


atcatactga 


ttgcctaaaa 


ctaatagaaa 


gaaatgagac tgctcgatgg 


aaaaatgtga 


4500 


aagtaaactt 


tgataatgta 


ggatttgggt 


atctctcttt 


gc ttcaagt t 


gccacattca 


4560 


aaggatggat 


ggatataatg 


tatgcagcag 


ttgattccag 


aaatgtggaa 


ctccagccta 


4620 


agtatgaaaa 


aagtctgtac 


atgtatcttt 


actttgttat 


tttcatcatc 


tttgggtcct 


4680 


tcttcacctt 


gaacctgttt 


attggtgtca 


tcatagataa 


tttcaaccag 


cagaaaaaga 


4740 


agtttggagg 


tcaagacatc 


tttatgacag 


aagaacagaa 


gaaatactat 


aatgcaatga 


4800 


aaaaattagg 


atcgaaaaaa 


ccgcaaaagc 


ctatacctcg 


accaggaaac 


aaatttcaag 


4860 


gaatggtctt 


tgacttcgta 


accagacaag tttttgacat 


aagcatcatg 


attctcatct 


4920 


gtcttaacat 


ggtcacaatg 


atggtggaaa 


cagatgacca 


gagtgaatat 


gtgactacca 


4980 


ttttgtcacg 


catcaatctg 


gtgttcattg 


tgctatttac 


tggagagtgt 


gtactgaaac 


5040 


tcatctctct 


acgccattat 


tattttacca 


ttggatggaa 


tatttttgat 


tttgtggttg 


5100 


tcattctctc 


cattgtaggt 


atgtttcttg 


ccgagctgat 


agaaaagtat 


ttcgtgtccc 


5160 


ctaccctgtt 


ccgagtgatc 


cgtcttgcta 


ggattggccg 


aatcctacgt 


ctgatcaaag 


5220 


gagcaaaggg 


gatccgcacg 


ctgctctttg 


ctttgatgat 


gtcccttcct 


gcgttgttta 


5280 


acatcggcct 


cctactcttc 


ctagtcatgt 


tcatctacgc 


catctttggg 


atgtccaact 


5340 


ttgcctatgt 


taagagggaa gttgggatcg 


atgacatgtt 


caactttgag 


acctttggca 


5400 


acagcatgat 


ctgcctattc 


caaattacaa 


cctctgctgg 


ctgggatgga 


ttgctagcac 


5460 


ccattctcaa 


cagtaagcca 


cccgactgtg 


accctaataa 


agttaaccct 


ggaagctcag 


5520 


ttaagggaga 


ctgtgggaac 


ccatctgttg 


gaattttctt 


ttttgtcagt 


tacatcatca 


5580 


tatccttcct 


ggttgtggtg aacatgtaca tcgcggtcat cctggagaac ttcagtgttg 


5640 


ctactgaaga 


aagtgcagag 


cctctgagtg 


aggatgactt 


tgagatgttc 


tatgaggttt 


5700 


gggagaagtt 


tgatcccgat 


gcaactcagt 


tcatggaatt 


tgaaaaatta 


tctcagtttg 


5760 


cagctgcgct 


tgaaccgcct 


ctcaatctgc 


cacaaccaaa 


caaactccag 


ctcattgcca 


5820 
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tggatttgcc 


catggtgagt 


SSCP Update Sequences. ST25 
ggtgaccgga tccactgtct tgatatctta xttgctttta 


5880 


caaagcgggt 


tctaggagag 


agtggagaga 


tnnatartft 


acoaataran 


atnnaananr 
c & Lyyaayay l 


5940 


gattcatggc 


ttccaatcct 


tccaaggtct 


LL La Ivay L. V- 


aatcactact 


actttaaaac 


6000 


gaaaacaaga 


ggaagtatct 


gctgtcatta 


1* +■ <~ a n r n *t* n r 


ttacagacgc 


caccttttaa 


6060 


agcgaactgt 


aaaacaagct 


tcctttacgt 


aLaa Laaaaa 


caaaatcaaa 


ggtggggcta 


6120 


atcttcttat 


aaaagaagac 


atgataattg 


amy aa l. a a a 


tgaaaactct 


attacagaaa 


6180 


aaactgatct 


gaccatgtcc actgcagctt 




ctatgaccgg 


gtgacaaagc 


6240 


caattgtgga 


aaaacatgag 


caagaaggca 


adyd LLJdclda 


agccaaaggg 


aaataaatga 


6300 


aaataaataa 


aaataattgg 


gtgacaaatt 


n+'M'a ranrr 
LJT_ L LdLdytt 


tgtgaaggtg atgtattttt 


6360 


atcaacagga 


ctcctttagg 


aggtcaatgc 


LdddL LydL L 


g tt xx xacac 


aaaxcxccxx 


6420 


aaggtcagtg 


cctacaataa 


gacagtgacc 


ccx. tgx.i_a.gc. 


aaac xg xgac 


LCiyiyidad 


6480 


ggggagatga 


ccttgacagg 


aggttactgt 


ICuCdLl-aLC 


agcxgacacx 


gcxyaay aXa 


6540 


agatgcacaa 


tggctagtca 


gactgtaggg 


accagxxxca 


aggggtgcaa 


acctgtgatt 


6600 


ttggggttgt 


ttaacatgaa 


acactttagt 


g x a y x. a. a l x g 


tatccactgt 


ttgcatxtca 


6660 


actgccacat 


ttgtcacatt 


tttatggaat 


cxyxxagxgg 


attcatcttt 


ttgttaatcc 


6720 


atgtgtttat 


tatatgtgac 


xatxxxxgxa 


aacgaagxxx 


ctgttgagaa 


ataggctaag 


6780 


gacctctata 


acaggtatgc 


cacctggggg 


yidLyyLddL 


cacatggccc 


tcccagctac 


6840 


acaaagtcgt 


ggtttgcatg 


agggcatgct 


gcdu l cay ay 


atcatgcatg 


agaaaaagtc 


6900 


acaagaaaaa 


caaattctta 


aattxcacca 


LdLl.ICI.y9y 


aggggtaatt 


gggtgataag 


6960 


tggaggtgct 


xxgttgatcx 


tgttttgcga 


ad n_i_ay\-L,i_ 


ctagaccaag 


tagattattt 


7020 


gtgggtaggc 


cagtaaatct 


tagcaggtgc 


dddL L LLd L L 


caaatgtttg 


gagtcataaa 


7080 


tgttatgttt 


ctttttqttg 


tattaaaaaa 


d ad a v. i_ Ly aa 


tagtgaatat 


tgcccctcac 


7140 


cctccaccgc 


cagaagactg 


aattgaccaa 


duL LuL LL L. L. 


tataaatttc 


tgctttttcc 


7200 


tgcactttgt 


ttagccatct 


ttgggctctc 


cLyL.aa.yy l. i_y 


acactgtata 


tgttaatgaa 


7260 


atgctattta 


ttatgtaaat 


agtcatttta 


rrr1"n1"finl*n 
LLLiy uyy Ly 


cacgtttgag 


caaacaaata 


7320 


atgacctaag 


cacagtattt 


attgcatcaa 


dLdLy LdLLd 


caagaaatgt 


agagtgcaag 


7380 


ctttacacag 


gtaataaaat 


gtattctgta 


CCcl LLLd Ldy 


* 

atagtttgga tgctatcaat 


7440 


gcatgtttat 


attaccatgc 


tgctgtatct 


ggtttctctc 


actgctcaga 


atctcattta 


7500 


tgagaaacca 


tatgtcagtg 


gtaaagtcaa 


ggaaattgtt 


caacagatct 


caxttattta 


7560 


agtcattaag 


caatagtttg 


cagcacttta 


acagcttttt 


ggttattttt 


acattttaag 


7620 


tggataacat 


atggtatata 


gccagactgt 


acagacatgt 


ttaaaaaaac 


acactgctta 


7680 


acctattaaa 


xatgxgttta 


gaattttata 


agcaaatata 


aatactgtaa 


aaagtcactt 


7740 


tattttattt 


ttcagcatta 


tgtacataaa 


tatgaagagg 


aaattatctt 


caggttgata 


7800 


tcacaatcac 


ttttcttact 


ttctgtccat 


agtacttttt 


catgaaagaa 


atttgctaaa 


7860 
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taagacatga 


aaacaagact 


SSCP 1 

gggtagttgt 


Jpdate Sequences . ST25 
agatttctgc tttttaaatt 


acatttgcta 


7920 


attttagatt 


atttcacaat 


tttaaggagc 


aaaataaatt 


cacaattcat: 


atccaaatta 


7980 


tgctttgcaa 


ttggaaaagg 


gtttaaaatt 


ttatttatat 


ttctggtagt 


acctgtacta 


8040 


actgaattga 


aggtagtgct tatgttattt 


ttgttctttt 


tttctgactt 


cggtttatgt 


8100 


tttcatttct 


ttggagtaat 


gctgctctag 


attgttctaa 


atagaatgtg 


ggcttcataa 


8160 


tttttttttc 


cacaaaaaca 


gagtagtcaa 




Lddl Laud LL 


aggacatttt 


8220 


gtgtttctta 


cagaagcaaa 


ccataggctc 


ctcttttcct 


taaaactact 


tagataaact 


8280 


gtattcgtga 


actgcatgct 


ggaaaatgct 


actattatgc 


taaataatgc 


taaccaacat 


8340 


ttaaaatgtg 


caaaactaat 


aaagattaca 


ttttttattt 


t 




8381 


<210> 6 

<211> 8381 

<212> DNA 

<213> Homo sapiens 








• 




<400> 6 
atactgcaga 


ggtctctggt gcatgtgtgt 


axg ug Lgcg l 


l ugxg i_g xg l 


ttgtgtgtct 


60 


gtgtgttctg 


ccccagtgag 


actgcagccc 


LT.yLdddtdL. 




tttgcaagaa 


120 


ggaatctgaa 


caattgcaac 


tgaaggcaca 


■t-"t*/Tl""l"a+*^3+' 
Liy LLdtCaL 


LLLy 1LLL Ly 


ggtgatgctg 


180 


ttcctcactg 


cagatggata 


attttccttt 




L L LL.dLdLyL. 


agaataaatg 


240 


gtaattaaaa 


tgtgcaggat 


gacaagatgg 


agcaaacag l 


f~i r~ ^- i r~ t~ 

gLliyiaLLd 


ccaggacctg 


300 


acagcttcaa 


cttcttcacc 


agagaatctc 


l T.gcy y c i.d x 


LydadydLyL 


attgcagaag 


360 


aaaaggcaaa 


gaatcccaaa 


ccagacaaaa 


day dug a (.yd 


Lydddd Lyy v_ 


ccaaagccaa 


420 


atagtgactt 


ggaagctgga 


aagaaccttc 


r-atttattta 
LdL L Ld L L Ld 


■fnnana f !aj"H~ 
Lyya.ycLL.ci l l 


cctccagaga 


480 


tggtgtcaga 


gcccctggag 


gacctggacc 


LLLdLLdLdL 


Lad Lddyddd 


acttttatag 


540 


tattgaataa 


attgaaggcc 


atcttccggt 


tcagtgccac 


ctctgccctg 


tacattttaa 


600 


ctcccttcaa 


tcctcttagg 


aaaatagcta 


ttaagatttt 


ggtacattca 


ttattcagca 


660 


tgctaattat 


gtgcactatt ttgacaaact 


gtgtgtttat 


gacaatgagt 


aaccctcctg 


720 


attggacaaa 


gaatgtagaa tacaccttca 


caggaatata 


tacttttgaa 


tcacttataa 


780 


aaattattgc 


aaggggattc 


tgtttagaag 


attttacttt 


ccttcgggat 


ccatggaact 


840 


ggctcgattt 


cactgtcatt 


acatttgcgt 


acgtcacaga 


gtttgtggac 


ctgggcaatg 


900 


tctcggcatt 


gagaacattc agagttctcc 


gagcattgaa gacgatttca 


gtcattccag 


960 


gcctgaaaac 


cattgtggga gccctgatcc 


agtctgtgaa 


gaagctctca 


gatgtaatga 


1020 


tcctgactgt 


gttctgtctg 


agcgtatttg 


ctctaattgg 


gctgcagctg 


ttcatgggca 


1080 


acctgaggaa 


taaatgtata 


caatggcctc 


ccaccaatgc ttccttggag 


gaacatagta 


1140 


tagaaaagaa 


tataactgtg 


aattataatg 


gtacacttat 


aaatgaaact 


gtctttgagt 


1200 


ttgactggaa 


gtcatatatt 


caagattcaa 


gatatcatta tttcctggag 


ggttttttag 


1260 


atgeactact 


atgtggaaat 


agctctgatg 


caggccaatg 
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tccagaggga 


tatatgtgtg 


1320 



WO 2005/014863 PCT/AU2004/001051 

SSCP Update Sequences. ST25 



tgaaagctgg 


tagaaatccc 


aattatggct 


acacaagctt tgataccttc agttgggctt 


1380 


ttttgtcctt 


gtttcgacta 


atgactcagg 


acttctggga 


aaatctttat 


caactgacat 


1440 


tacgtgctgc 


tgggaaaacg 


tacatgatat 


tttttgtatt 


ggtcattttc 


ttgggctcat 


1500 


tctacctaat 


aaatttgatc 


ctggctgtgg 


aggccatggc 


ctacgaggaa 


cagaatcagg 


1560 


ccaccttgga 


agaagcagaa 


cagaaagagg 


ccgaatttca 


gcagatgatt 


gaacagctta 


1620 


aaaagcaaca 


ggaggcagct 


cagcaggcag 


caacggcaac 


tgcctcagaa 


cattccagag 


1680 


agcccagtgc 


agcaggcagg 


ctctcagaca 


gctcatctga 


agcctctaag 


ttgagttcca 


1740 


agagtgctaa 


ggaaagaaga 


aatcggagga 


agaaaagaaa 


acagaaagag 


cagtctggtg. 


1800 


gggaagagaa 


agatgaggat 


gaattccaaa 


aatctgaatc tgaggacagc 


atcaggagga 


1860 


aaggttttcg 


cttctccatt 


gaagggaacc 


gattgacata 


tgaaaagagg 


tactcctccc 


1920 


cacaccagtc 


tttgttgagc 


atccgtggct 


ccctattttc 


accaaggcga aatagcagaa 


1980 


caagcctttt 


cagctttaga 


gggcgagcaa 


aggatgtggg 


atctgagaac 


gacttcgcag 


2040 


atgatgagca 


cagcaccttt 


gaggataacg 


agagccgtag 


agattccttg 


tttgtgcccc 


2100 


gacgacacgg 


agagagacgc 


aacagcaacc 


tgagtcagac 


cagtaggtca 


tcccggatgc 


2160 


tggcagtgtt 


tccagcgaat 


gggaagatgc 


acagcactgt 


ggattgcaat 


ggtgtggttt 


2220 


ccttggttgg 


tggaccttca 


gttcctacat 


cgcctgttgg 


acagcttctg 


ccagaggtga 


2280 


taatagataa 


gccagctact 


gatgacaatg 


gaacaaccac 


tgaaactgaa 


atgagaaaga 


2340 


gaaggtcaag 


ttctttccac 


gtttccatgg 


actttctaga 


agatccttcc 


caaaggcaac 


2400 


gagcaatgag 


tatagccagc 


attctaacaa 


atacagtaga 


agaacttgaa 


gaatccaggc 


2460 


agaaatgccc 


accctgttgg 


tataaatttt 


ccaacatatt 


cttaatctgg 


gactgttctc 


2520 


catattggtt 


aaaagtgaaa 


catgttgtca 


acctggttgt 


gatggaccca 


tttgttgacc 


2580 


tggccatcac 


catctgtatt 


gtcttaaata 


ctcttttcat 


ggccatggag 


cactatccaa 


2640 


tgacggacca 


tttcaataat 


gtgcttacag 


taggaaactt ggttttcact 


gggatcttta 


2700 


cagcagaaat 


gtttctgaaa 


attattgcca 


tggatcctta 


ctattatttc 


caagaaggct 


2760 


ggaatatctt 


tgacggtttt 


attgtgacgc 


ttagcctggt 


» 

agaacttgga 


ctcgccaatg 


2820 


tggaaggatt 


atctgttctc 


cgttcatttc 


gattgctgcg agttttcaag ttggcaaaat 


2880 


cttggccaac 


gttaaatatg 


ctaataaaga 


tcatcggcaa 


ttccgtgggg 


gctctgggaa 


2940 


atttaaccct 


cgtcttggcc 


atcatcgtct 


tcatttttgc cgtggtcggc 


atgcagctct 


3000 


ttggtaaaag 


ctacaaagat 


tgtgtctgca 


agatcgccag tgattgtcaa ctcccacgct 


3060 


ggcacatgaa 


tgacttcttc 


cactccttcc 


tgattgtgtt 


ccgcgtgctg 


tgtggggagt 


3120 


ggatagagac 


catgtgggac 


tgtatggagg 


ttgctggtca 


agccatgtgc 


cttactgtct 


3180 


tcatgatggt 


catggtgatt 


ggaaacctag 


tggtcctgaa tctctttctg 


gccttgcttc 


3240 


tgagctcatt 


tagtgcagac 


aaccttgcag 


ccactgatga 


tgataatgaa 


atgaataatc 


3300 


tccaaattgc 


tgtggatagg 


atgcacaaag 


gagtagctta 


tgtgaaaaga 


aaaatatatg 


3360 
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aatttattca 


acagtccttc 


attaggaaac 


aaaagatttt agatgaaatt 


aaaccacttg 


3420 


atgatctaaa caacaagaaa 


gacagttgta 


tgtccaatca tacaacagaa 


attgggaaag 


3480 


atcttgacta tcttaaagat 


gtaaatggaa 


ctacaagtgg tataggaact 


ggcagcagtg 


3540 


ttgaaaaata 


cattattgat 


gaaagtgatt 


acatgtcatt 


cataaacaac 


cccagtctta 


3600 


ctgtgactgt 


accaattgct 


gtaggagaat 


ctgactttga 


aaatttaaac 


acggaagact 


3660 


ttagtagtga 


atcggatctg 


gaagaaagca 


aagagaaact 


gaatgaaagc 


agtagctcat 


3720 


cagaaggtag 


cactgtggac 


atcggcgcac 


ctgtagaaga 


acagcccgta 


gtggaacctg 


3780 


aagaaactct 


tgaaccagaa 


gcttgtttca 


ctgaaggctg 


tgtacaaaga 


ttcaagtgtt 


3840 


gtcaaatcaa tgtggaagaa 


ggcagaggaa 


aacaatggtg 


gaacctgaga 


aggacgtgtt 


3900 


tccgaatagt 


tgaacataac 


tggtttgaga 


ccttcattgt 


tttcatgatt 


ctccttagta 


3960 


gtggtgctct 


ggcatttgaa 


gatatatata 


ttgatcagcg 


aaagacgatt 


aagacgatgt 


4020 


tggaatatgc tgacaaggtt 


ttcacttaca 


ttttcattct 


ggaaatgctt 


ctaaaatggg 


4080 


tggcatatgg 


ctatcaaaca 


tatttcacca 


atgcctggtg 


ttggctggac 


ttcttaattg 


4140 


ttgatgtttc 


attggtcagt 


ttaacagcaa 


atgccttggg 


ttactcagaa 


cttggagcca 


4200 


tcaaatctct 


caggacacta 


agagctctga 


gacctctaag 


agccttatct 


cgatttgaag 


4260 


ggatgagggt 


ggttgtgaat 


gcccttttag 


gagcaattcc 


atccatcatg 


aatgtgcttc 


.4320 


tggtttgtct 


tatattctgg 


ctaattttca 


gcatcatggg 


cgtaaatttg 


tttgctggca 


4380 


aattctacca 


ctgtattaac 


accacaactg 


gtgacaggtt 


tgacatcgaa 


gacgtgaata 


4440 


atcatactga 


ttgcctaaaa 


ctaatagaaa 


gaaatgagac 


tgctcgatgg 


aaaaatgtga 


4500 


aagtaaactt 


tgataatgta 


ggatttgggt 


atctctcttt 


gcttcaagtt 


gccacattca 


4560 


aaggatggat 


ggatataatg 


tatgcagcag 


ttgattccag 


aaatgtggaa 


ctccagccta 


4620 


agtatgaaaa aagtctgtac 


atgtatcttt 


actttgttat 


tttcatcatc 


tttgggtcct 


4680 


tcttcacctt 


gaacctgttt 


attggtgtca 


tcatagataa tttcaaccag 


cagaaaaaga 


4740 


agtttggagg 


tcaagacatc 


tttatgacag 


aagaacagaa 


gaaatactat 


aatgcaatga 


4800 


aaaaattagg 


atcgaaaaaa 


ccgcaaaagc 


ctatacctcg 


accaggaaac 


aaatttcaag 


4860 


gaatggtctt 


tgacttcgta 


accagacaag 


tttttgacat 


aagcatcatg 


attctcatct 


4920 


gtcttaacat 


ggtcacaatg 


atggtggaaa 


cagatgacca 


• 

gagtgaatat 


gtgactacca 


4980 


ttttgtcacg 


catcaatctg 


gtgttcattg 


tgctatttac tggagagtgt 


gtactgaaac 


5040 


tcatctctct 


acgccattat 


tattttacca 


ttggatggaa 

V 


tatttttgat 


tttgtggttg 


5100 


tcattctctc 


cattgtaggt 


atgtttcttg 


ccgagctgat 


agaaaagtat 


ttcgtgtccc 


5160 


ctaccctgtt 


ccgagtgatc 


cgtcttgcta 


ggattggccg 


aatcctacgt 


ctgatcaaag 


5220 


gagcaaaggg 


gatccgcacg 


ctgctctttg 


ctttgatgat 


gtcccttcct 


gcgttgttta 


5280 


acatcggcct 


cctactcttc 


ctagtcatgt 


tcatctacgc 


catctttggg 


atgtccaact 


5340 


ttgcctatgt 


taagagggaa 


gttgggatcg 


atgacatgtt 


caactttgag 


acctttggca 


5400 
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acagcatgat 


ctgcctattc 


caaattacaa 


cctctgctgg 


ctgggatgga 


ttgctagcac 


5460 


ccattctcaa 


cagtaagcca 


cccgactgtg 


accctaataa 


agttaaccct 


ggaagctcag 


5520 


ttaagggaga 


ctgtgggaac 


ccatctgttg 


gaattttctt 


ttttgtcagt 


tacatcatca 


5580 


tatccttcct 


ggttgtggtg 


aacatgtaca 


tcgcggtcat 


cctggagaac 


ttcagtgttg 


5640 


ctactgaaga 


aagtgcagag 


cctctgagtg 


aggatgactt 


tgagatgttc 


tatgaggttt 


5700 


gggagaagtt 


tgatcccgat 


gcaactcagt 


tcatggaatt 


tgaaaaatta 


tctcagtttg 


5760 


cagctgcgct 


tgaaccgcct 


ctcaatctgc 


cacaaccaaa 


caaactccag 


ctcattgcca 


5820 


tggatttgcc 


catggtgagt 


ggtgaccgga 


tccactgtct 


tgatatctta 


tttgctttta 


5880 


caaagcgggt 


tctaggagag 


agtggagaga 


tggatgctct 


acgaatacag 


atggaagagc 


5940 


gattcatggc 


ttccaatcct 


tccaaggtct 


cctatcagcc 


aatcactact 


actttaaaac 


6000 


gaaaacaaga 


ggaagtatct 


gctgtcatta 


ttcagcgtgc 


ttacagacgc 


caccttttaa 


6060 


agcgaactgt 


aaaacaagct 


tcctttacgt 


acaataaaaa 


caaaatcaaa 


ggtggggcta 


6120 


atcttcttat 


aaaagaagac 


atgataattg 


acagaataaa 


tgaaaactct 


attacagaaa 


6180 


aaactgatct 


gaccatgtcc 


actgcagctt 


gtccaccttc 


ctatgaccgg 


gtgacaaagc 


6240 


caattgtgga 


aaaacatgag 


caagaaggca 


aagatgaaaa 


agccaaaggg 


aaataaatga 


6300 


aaataaataa 


aaataattgg 


gtgacaaatt 


gtttacagcc tgtgaaggtg atgtattttt 


6360 


atcaacagga 


ctcctttagg 


aggtcaatgc 


caaactgact 


gtttttacac 


aaatctcctt 


6420 ' 


aaggtcagtg 


cctacaataa 


gacagtgacc 


ccttgtcagc 


aaactgtgac 


tctgtgtaaa 


6480 


ggggagatga 


ccttgacagg 


aggttactgt 


tctcactacc 


agctgacact 


gctgaagata 


6540 


agatgcacaa 


tggctagtca 


gactgtaggg 


accagtttca 


aggggtgcaa 


acctgtgatt 


6600 


ttggggttgt 


ttaacatgaa 


acactttagt 


gtagtaattg 


tatccactgt 


ttgcatttca 


6660 


actgccacat 


ttgtcacatt 

■ 


tttatggaat 


ctgttagtgg 


attcatcttt 


ttgttaatcc 


6720 


atgtgtttat 


tatatgtgac 


tatttttgta 


aacgaagttt 


ctgttgagaa 


ataggctaag 


6780 


gacctctata 


acaggtatgc 


cacctggggg 


gtatggcaac 


cacatggccc tcccagctac 


6840 


acaaagtcgt 


ggtttgcatg 


agggcatgct 


gcacttagag 


atcatgcatg agaaaaagtc 


6900 


acaagaaaaa 


caaattctta 


aatttcacca 


tatttctggg 


aggggtaatt 


gggtgataag 


6960 


tggaggtgct 


ttgttgatct 


tgttttgcga 


aatccagccc 


ctagaccaag tagattattt 


7020 




caataaatct 


taqcaqqtqc 


aaacttcatt 


caaatgtttg gagtcataaa 


7080 


tgttatgttt 


ctttttgttg 


tattaaaaaa 


aaaacctgaa tagtgaatat tgcccctcac 


7140 


cctccaccgc 


cagaagactg 


aattgaccaa 


aattactctt 


tataaatttc tgctttttcc 


7200 


tgcactttgt 


ttagccatct 


ttgggctctc 


agcaaggttg 


acactgtata tgttaatgaa 


7260 


atgctattta 


ttatgtaaat 


agtcatttta 


ccctgtggtg 


cacgtttgag 


caaacaaata 


7320 


atgacctaag 


cacagtattt 


attgcatcaa 


atatgtacca 


caagaaatgt 


agagtgcaag 


7380 


ctttacacag 


gtaataaaat 


gtattctgta 


ccatttatag 


atagtttgga 


tgctatcaat 


7440 
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gcatgtttat 


attaccatgc 


tgctgtatct 


ggtttctctc 


actgctcaga 


atctcattta 


7500 


tgagaaacca tatgtcagtg 


gtaaagtcaa ggaaattgtt 


caacagatct 


catttattta 


7560 


agtcattaag 


caatagtttg 


cagcacttta acagcttttt 


ggttattttt 


acattttaag 


7620 


tggataacat 


atggtatata 


gccagactgt 


acagacatgt 


ttaaaaaaac 


acactgctta 


7680 


acctattaaa 


tatgtgttta 


gaattttata 


agcaaatata 


aatactgtaa 


aaagtcactt 


7740 


tattttattt 


ttcagcatta 


tgtacataaa tatgaagagg 


aaattatctt 


caggttgata 


7800 


tcacaatcac ttttcttact 


ttctgtccat 


agtacttttt 


catgaaagaa 


atttgctaaa 


7860 


taagacatga 


aaacaagact 


gggtagttgt 


agatttctgc 


tttttaaatt 


acatttgcta 


7920 


attttagatt 


atttcacaat 


tttaaggagc 


aaaataggtt 


cacgattcat 


atccaaatta 


7980 


tgctttgcaa ttggaaaagg 


gtttaaaatt 


ttatttatat 


ttctggtagt 


acctgtacta 


8040 


actgaattga aggtagtgct 


tatgttattt ttgttctttt 


tttctgactt 


cggtttatgt 


8100 


tttcatttct ttggagtaat 


gctgctctag 


attgttctaa 


atagaatgtg 


ggcttcataa 


8160 


tttttttttc 


cacaaaaaca 


gagtagtcaa 


cttatatagt 


caattacatc 


aggacatttt 


8220 


gtgtttctta 


cagaagcaaa 


ccataggctc 


ctcttttcct 


taaaactact 


tagataaact 


8280 


gtattcgtga actgcatgct 


ggaaaatgct 


actattatgc 


taaataatgc 


taaccaacat 


8340 


ttaaaatgtg 


caaaactaat 


aaagattaca 


ttttttattt 


t 




O "3 O "1 

8381 


<210> 7 
<211> 8381 

<212> DNA 

<213> Homo sapiens 








* 




<400> 7 
atactgcaga 


ggtctctggt 


gcatgtgtgt 


atgtgtgcgt 


ttgtgtgtgt 


ttgtgtgtct 


60 


gtgtgttctg 


ccccagtgag 


actgcagccc 


ttgtaaatac 


tttgacacct 


tttgcaagaa 


120 


ggaatctgaa 


caattgcaac 


tgaaggcaca 


ttgttatcat 


ctcgtctttg 


ggtgatgctg 


180 


ttcctcactg 


cagatggata 


attttccttt 


taatcaggaa 


tttcatatgc 


agaataaatg 


240 


gtaattaaaa 


tgtgcaggat 


gacaagatgg 


agcaaacagt 


gcttgtacca 


ccaggacctg 


300 


acagcttcaa 


cttcttcacc 


agagaatctc 


ttgcggctat 


tgaaagacgc 


attgcagaag 


360 


aaaaggcaaa 


gaatcccaaa 


ccagacaaaa 


aagatgacga 


cgaaaatggc 


ccaaagccaa 


420 


atagtgactt 


ggaagctgga 


aagaaccttc 


catttattta 


tggagacatt 


cctccagaga 


480 


tggtgtcaga 


gcccctggag 


gacctggacc 


cctactatat 


caataagaaa 


acttttatag 


540 


tattgaataa 


attgaaggcc 


atcttccggt 


tcagtgccac 


ctctgccctg 


tacattttaa 


600 


ctcccttcaa 


tcctcttagg 


aaaatagcta 


ttaagatttt 


ggtacattca 


ttattcagca 


660 


tgctaattat 


gtgcactatt 


ttgacaaact 


gtgtgtttat 


gacaatgagt 


aaccctcctg 


720 


attggacaaa 


gaatgtagaa 


tacaccttca 


caggaatata 


tacttttgaa 


tcacttataa 


780 


aaattattgc 


aaggggattc 


tgtttagaag 


attttacttt 


ccttcgggat 


ccatggaact 


840 
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ggctcgattt cactgtcatt acatttgcgt acgtcacaga gtttgtggac ctgggcaatg 900 

tctcggcatt gagaacattc agagttctcc gagcattgaa gacgatttca gtcattccag 960 

gcctgaaaac cattgtggga gccctgatcc agtctgtgaa gaagctctca gatgtaatga 1020 

tcctgactgt gttctgtctg agcgtatttg ctctaattgg gctgcagctg ttcatgggca 1080 

> 

acctgaggaa taaatgtata caatggcctc ccaccaatgc ttccttggag gaacatagta 1140 
tagaaaagaa tataactgtg aattataatg gtacacttat aaatgaaact gtctttgagt 1200 
ttgactggaa gtcatatatt caagattcaa gatatcatta tttcctggag ggttttttag 1260 
atgcactact atgtggaaat agctctgatg caggccaatg tccagaggga tatatgtgtg 1320 
tgaaagctgg tagaaatccc aattatggct acacaagctt tgataccttc agttgggctt 1380 
ttttgtcctt gtttcgacta atgactcagg acttctggga aaatctttat caactgacat 1440 
tacgtgctgc tgggaaaacg tacatgatat tttttgtatt ggtcattttc ttgggctcat 1500 
tctacctaat aaatttgatc ctggctgtgg tggccatggc ctacgaggaa cagaatcagg 1560 
ccaccttgga agaagcagaa cagaaagagg ccgaatttca gcagatgatt gaacagctta 1620 
aaaagcaaca ggaggcagct cagcaggcag caacggcaac tgcctcagaa cattccagag 1680 
agcccagtgc agcaggcagg ctctcagaca gctcatctga agcctctaag ttgagttcca 1740 

agagtgctaa ggaaagaaga aatcggagga agaaaagaaa acagaaagag cagtctggtg 1800 

gggaagagaa agatgaggat gaattccaaa aatctgaatc tgaggacagc atcaggagga 1860 

aaggttttcg cttctccatt gaagggaacc gattgacata tgaaaagagg tactcctccc 1920 

cacaccagtc tttgttgagc atccgtggct ccctattttc accaaggcga aatagcagaa 1980 

caagcctttt cagctttaga gggcgagcaa aggatgtggg atctgagaac gacttcgcag 2040 

atgatgagca cagcaccttt gaggataacg agagccgtag agattccttg tttgtgcccc 2100 

gacgacacgg agagagacgc aacagcaacc tgagtcagac cagtaggtca tcccggatgc 2160 

tggcagtgtt tccagcgaat gggaagatgc acagcaetgt ggattgcaat ggtgtggttt 2220 

ccttggttgg tggaccttca gttcctacat cgcctgttgg acagcttctg ccagaggtga 2280 

taatagataa gccagctact gatgacaatg gaacaaccac tgaaactgaa atgagaaaga 2340 

gaaggtcaag ttctttccac gtttccatgg actttctaga agatccttcc caaaggcaac 2400 

gagcaatgag tatagccagc attctaacaa atacagtaga agaacttgaa gaatccaggc 2460 

agaaatgccc accctgttgg tataaatttt ccaacatatt cttaatctgg gactgttctc 2520 

catattggtt aaaagtgaaa catgttgtca acctggttgt gatggaccca tttgttgacc 2580 

tggccatcac catctgtatt gtcttaaata ctcttttcat ggccatggag cactatccaa 2640 

tgacggacca tttcaataat gtgcttacag taggaaactt ggttttcact gggatcttta 2700 ■ 

cagcagaaat gtttctgaaa attattgcca tggatcctta ctattatttc caagaaggct 2760 

ggaatatctt tgacggtttt attgtgacgc ttagcctggt agaacttgga ctcgccaatg 2820 

tggaaggatt atctgttctc cgttcatttc gattgctgcg agttttcaag ttggcaaaat 2880 
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cttggccaac gttaaatatg ctaataaaga tcatcggcaa ttccgtgggg gctctgggaa 2940 

atttaaccct cgtcttggcc atcatcgtct tcatttttgc cgtggtcggc atgcagctct 3O00 

ttggtaaaag ctacaaagat tgtgtctgca agatcgccag tgattgtcaa ctcccacgct 3060 

ggcacatgaa tgacttcttc cactccttcc tgattgtgtt ccgcgtgctg tgtggggagt 3120 

ggatagagac catgtgggac tgtatggagg ttgctggtca agccatgtgc cttactgtct 3180 

tcatgatggt catggtgatt ggaaacctag tggtcctgaa tctctttctg gccttgcttc 3240 

tgagctcatt tagtgcagac aaccttgcag ccactgatga tgataatgaa atgaataatc 3300 

tccaaattgc tgtggatagg atgcacaaag gagtagctta tgtgaaaaga aaaatatatg 3360 

aatttattca acagtccttc attaggaaac aaaagatttt agatgaaatt aaaccacttg 3420 

atgatctaaa caacaagaaa gacagttgta tgtccaatca tacaacagaa attgggaaag 3480 

atcttgacta tcttaaagat gtaaatggaa ctacaagtgg tataggaact ggcagcagtg 3540 

ttgaaaaata cattattgat gaaagtgatt acatgtcatt cataaacaac cccagtctta 3600 

ctgtgactgt accaattgct gtaggagaat ctgactttga aaatttaaac acggaagact 3660 

ttagtagtga atcggatctg gaagaaagca aagagaaact gaatgaaagc agtagctcat 3720 

cagaaggtag cactgtggac atcggcgcac ctgtagaaga acagcccgta gtggaacctg 3780 

aagaaactct tgaaccagaa gcttgtttca ctgaaggctg tgtacaaaga ttcaagtgtt 3840 

gtcaaatcaa tgtggaagaa ggcagaggaa aacaatggtg gaacctgaga aggacgtgtt 3900 

tccgaatagt tgaacataac tggtttgaga ccttcattgt tttcatgatt ctccttagta 3960 

gtggtgctct ggcatttgaa gatatatata ttgatcagcg aaagacgatt aagacgatgt 4020 

tggaatatgc tgacaaggtt ttcacttaca ttttcattct ggaaatgctt ctaaaatggg 4080 

tggcatatgg ctatcaaaca tatttcacca atgcctggtg ttggctggac ttcttaattg 4140 

ttgatgtttc attggtcagt ttaacagcaa atgccttggg ttactcagaa cttggagcca 4200 

tcaaatctct caggacacta agagctctga gacctctaag agccttatct cgatttgaag 4260 

• * 

ggatgagggt ggttgtgaat gcccttttag gagcaattcc atccatcatg aatgtgcttc 4320 

tggtttgtct tatattctgg ctaattttca gcatcatggg cgtaaatttg tttgctggca 4380 

aattctacca ctgtattaac accacaactg gtgacaggtt tgacatcgaa gacgtgaata 4440 

atcatactga ttgcctaaaa ctaatagaaa gaaatgagac tgcttgatgg aaaaatgtga 4500 

aagtaaactt tgataatgta ggatttgggt atctctcttt gcttcaagtt gccacattca 4560 

aaggatggat ggatataatg tatgcagcag ttgattccag aaatgtggaa ctccagccta 4620 

agtatgaaaa aagtctgtac atgtatcttt actttgttat tttcatcatc tttgggtcct 4680 

tcttcacctt gaacctgttt attggtgtca tcatagataa tttcaaccag cagaaaaaga 4740 

agtttggagg tcaagacatc tttatgacag aagaacagaa gaaatactat aatgcaatga 4800 

aaaaattagg atcgaaaaaa ccgcaaaagc ctatacctcg accaggaaac aaatttcaag 4860 

gaatggtctt tgacttcgta accagacaag tttttgacat aagcatcatg attctcatct 4920 

■ 
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gtcttaacat ggtcacaatg atggtggaaa cagatgacca gagtgaatat gtgactacca 4980 

ttttgtcacg catcaatctg gtgttcattg tgctatttac tggagagtgt gtactgaaac 5040 

tcatctctct acgccattat tattttacca ttggatggaa tatttttgat tttgtggttg 5100 

tcattctctc cattgtaggt atgtttcttg ccgagctgat agaaaagtat ttcgtgtccc 5160 

ctaccctgtt ccgagtgatc cgtcttgcta ggattggccg aatcctacgt ctgatcaaag 5220 

gagcaaaggg gatccgcacg ctgctctttg ctttgatgat gtcccttcct gcgttgttta 5280 

acatcggcct cctactcttc ctagtcatgt tcatctacgc catctttggg atgtccaact 5340 

ttgcctatgt taagagggaa gttgggatcg atgacatgtt caactttgag acctttggca 5400 

acagcatgat ctgcctattc caaattacaa cctctgctgg ctgggatgga ttgctagcac 5460 

ccattctcaa cagtaagcca cccgactgtg accctaataa agttaaccct ggaagctcag 5520 

ttaagggaga ctgtgggaac ccatctgttg gaattttctt ttttgtcagt tacatcatca 5580 

tatccttcct ggttgtggtg aacatgtaca tcgcggtcat cctggagaac ttcagtgttg 5640 

ctactgaaga aagtgcagag cctctgagtg aggatgactt tgagatgttc tatgaggttt 5700 

gggagaagtt tgatcccgat gcaactcagt tcatggaatt tgaaaaatta tctcagtttg 5760 

cagctgcgct tgaaccgcct ctcaatctgc cacaaccaaa caaactccag ctcattgcca 5820 

tggatttgcc catggtgagt ggtgaccgga tccactgtct tgatatctta tttgctttta 5880 

caaagcgggt tctaggagag agtggagaga tggatgctct acgaatacag atggaagagc 5940 

gattcatggc ttccaatcct tccaaggtct cctatcagcc aatcactact actttaaaac 6000 

gaaaacaaga ggaagtatct gctgtcatta ttcagcgtgc ttacagacgc caccttttaa 6060 

agcgaactgt aaaacaagct tcctttacgt acaataaaaa caaaatcaaa ggtggggcta 6120 

atcttcttat aaaagaagac atgataattg acagaataaa tgaaaactct attacagaaa 6180 

aaactgatct gaccatgtcc actgcagctt gtccaccttc ctatgaccgg gtgacaaagc 6240 

caattgtgga aaaacatgag caagaaggca aagatgaaaa agccaaaggg aaataaatga. 6300 

aaataaataa aaataattgg gtgacaaatt gtttacagcc tgtgaaggtg atgtattttt 6360 

atcaacagga ctcctttagg aggtcaatgc caaactgact gtttttacac aaatctcctt 6420 

aaggtcagtg cctacaataa gacagtgacc ccttgtcagc aaactgtgac tctgtgtaaa 6480 

ggggagatga ccttgacagg aggttactgt tctcactacc agctgacact gctgaagata 6540 

agatgcacaa tggctagtca gactgtaggg accagtttca aggggtgcaa acctgtgatt 6600 

ttggggttgt ttaacatgaa acactttagt gtagtaattg tatccactgt ttgcatttca 6660 

actgccacat ttgtcacatt tttatggaat ctgttagtgg attcatcttt ttgttaatcc 6720 

atgtgtttat tatatgtgac tatttttgta aacgaagttt ctgttgagaa ataggctaag 6780 

gacctctata acaggtatgc cacctggggg gtatggcaac cacatggccc tcccagctac 6840 

i 

acaaagtcgt ggtttgcatg agggcatgct gcacttagag atcatgcatg agaaaaagtc 6900 

acaagaaaaa caaattctta aatttcacca tatttctggg aggggtaatt gggtgataag 6960 
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tggaggtgct ttgttgatct tgttttgcga aatccagccc ctagaccaag tagattattt 7020 

gtgggtaggc cagtaaatct tagcaggtgc aaacttcatt caaatgtttg gagtcataaa 7080 

tgttatgttt ctrtttgttg tattaaaaaa aaaacctgaa tagtgaatat tgcccctcac 7140 

cctccaccgc cagaagactg aattgaccaa aattactctt tataaatttc tgctttttcc 7200 

tgcactttgt ttagccatct ttgggctctc agcaaggttg acactgtata tgttaatgaa 7260 

atgctattta ttatgtaaat agtcatttta ccctgtggtg cacgtttgag caaacaaata 7320 

atgacctaag cacagtattt attgcatcaa atatgtacca caagaaatgt agagtgcaag 7380 

ctttacacag gtaataaaat gtattctgta ccatttatag atagtttgga tgctatcaat 7440 

gcatgtttat attaccatgc tgctgtatct ggtttctctc actgctcaga atctcattta 7500 

tgagaaacca tatgtcagtg gtaaagtcaa ggaaattgtt caacagatct catttattta 7560 

agtcattaag caatagtttg cagcacttta acagcttttt ggttattttt acattttaag 7620 

tggataacat atggtatata gccagactgt acagacatgt ttaaaaaaac acactgctta 7680 

acctattaaa tatgtgttta gaattttata agcaaatata aatactgtaa aaagtcactt 7740 

tattttattt ttcagcatta tgtacataaa tatgaagagg aaattatctt caggttgata 7800 

tcacaatcac ttttcttact ttctgtccat agtacttttt catgaaagaa atttgctaaa 7860 

taagacatga aaacaagact gggtagttgt agatttctgc tttttaaatt acatttgcta 7920 

attttagatt atttcacaat tttaaggagc aaaataggtt cacgattcat atccaaatta 7980 

tgctttgcaa ttggaaaagg gtttaaaatt ttatttatat ttctggtagt acctgtacta 8040 

actgaattga aggtagtgct tatgttattt ttgttctttt tttctgactt cggtttatgt 8100 

tttcatttct ttggagtaat gctgctctag attgttctaa atagaatgtg ggcttcataa 8160 

tttttttttc cacaaaaaca gagtagtcaa cttatatagt caattacatc aggacatttt 8220 

gtgtttctta cagaagcaaa ccataggctc ctcttttcct taaaactact tagataaact 8280 

gtattcgtga actgcatgct ggaaaatgct actattatgc taaataatgc taaccaacat 8340 

ttaaaatgtg caaaactaat aaaga'ttaca ttttttattt t 8381 

<210> 8 

<211> 8381 

<212> DNA 

<213> Homo sapiens 

<400> 8 c ~ 
atactgcaga ggtctctggt gcatgtgtgt atgtgtgcgt ttgtgtgtgt ttgtgtgtct 60 

gtgtgttctg ccccagtgag actgcagccc ttgtaaatac tttgacacct tttgcaagaa 120 

ggaatctgaa caattgcaac tgaaggcaca ttgttatcat ctcgtctttg ggtgatgctg 180 

ttcctcactg cagatggata attttccttt taatcaggaa tttcatatgc agaataaatg 240 

gtaattaaaa tgtgcaggat* gacaagatgg agcaaacagt gcttgtacca ccaggacctg 300 

acagcttcaa cttcttcacc agagaatctc ttgcggctat tgaaagacgc attgcagaag 360 

aaaaggcaaa gaatcccaaa ccagacaaaa aagatgacga cgaaaatggc ccaaagccaa 420 
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atagtgactt ggaagctgga aagaaccttc catttattta tggagacatt cctccagaga 480 

tggtgtcaga gcccctggag gacctggacc cctactatat caataagaaa acttttatag 540 

tattgaataa attgaaggcc atcttccggt tcagtgccac ctctgccctg tacattttaa 600 

ctcccttcaa tcctcttagg aaaatagcta ttaagatttt ggtacattca ttattcagca 660 

tgctaattat gtgcactatt ttgacaaact gtgtgtttat gacaatgagt aaccctcctg 720 

attggacaaa gaatgtagaa tacaccttca caggaatata tacttttgaa tcacttataa 780 

aaattattgc aaggggattc tgtttagaag attttacttt ccttcgggat ccatggaact 840 

ggctcgattt cactgtcatt acatttgcgt acgtcacaga gtttgtggac ctgggcaatg 900 

tctcggcatt gagaacattc agagttctcc gagcattgaa gacgatttca gtcattccag 960 

gcctgaaaac cattgtggga gccctgatcc agtctgtgaa gaagctctca gatgtaatga 1020 

tcctgactgt gttctgtctg agcgtatttg ctctaattgg gctgcagctg ttcatgggca 1080 

acctgaggaa taaatgtata caatggcctc ccaccaatgc ttccttggag gaacatagta 1140 

tagaaaagaa tataactgtg aattataatg gtacacttat aaatgaaact gtctttgagt 1200 

ttgactggaa gtcatatatt caagattcaa gatatcatta tttcctggag ggttttttag. 1260 

atgcactact atgtggaaat agctctgatg caggccaatg tccagaggga tatatgtgtg 1320 

tgaaagctgg tagaaatccc aattatggct acacaagctt tgataccttc agttgggctt 1380 

ttttgtcctt gtttcgacta atgactcagg acttctggga aaatctttat caactgacat 1440 

tacgtgctgc tgggaaaacg tacatgatat tttttgtatt ggtcattttc ttgggctcat 1500 

tctacctaat aaatttgatc ctggctgtgg tggccatggc ctacgaggaa cagaatcagg 1560 

ccaccttgga agaagcagaa cagaaagagg ccgaatttca gcagatgatt gaacagctta 1620 

aaaagcaaca ggaggcagct cagcaggcag caacggcaac tgcctcagaa cattccagag 1680 

agcccagtgc agcaggcagg ctctcagaca gctcatctga agcctctaag ttgagttcca 1740 

agagtgctaa ggaaagaaga aatcggagga agaaaagaaa acagaaagag cagtctggtg 1800 

gggaagagaa agatgaggat gaattccaaa aatctgaatc tgaggacagc atcaggagga 1860 

aaggttttcg cttctccatt gaagggaacc gattgacata tgaaaagagg tactcctccc 1920 

cacaccagtc tttgttgagc atccgtggct ccctattttc accaaggcga aatagcagaa 1980 

caagcctttt cagctttaga gggcgagcaa aggatgtggg atctgagaac gacttcgcag 2040 

atgatgagca cagcaccttt gaggataacg agagccgtag agattccttg tttgtgcccc 2100 

gacgacacgg agagagacgc aacagcaacc tgagtcagac cagtaggtca tcccggatgc 2160 

tggcagtgtt tccagcgaat gggaagatgc acagcactgt ggattgcaat ggtgtggttt 2220 

ccttggttgg tggaccttca gttcctacat cgcctgttgg acagcttctg ccagaggtga 2280 

taatagataa gccagctact gatgacaatg gaacaaccac tgaaactgaa atgagaaaga 2340 

gaaggtcaag ttctttccac gtttccatgg actttctaga agatccttcc caaaggcaac 2400 

gagcaatgag tatagccagc attctaacaa atacagtaga agaacttgaa gaatccaggc 2460 
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agaaatgccc 


accctgttgg 


tataaatttt 


ccaacatatt 


cttaatctgg 


gactgttctc 


2520 


catattggtt 


aaaagtgaaa 


catgttgtca 


acctggttgt 


gatggaccca 


tttgttgacc 


2580 


tggccatcac 


catctgtatt 


gtcttaaata 


ctcttttcat 


ggccatggag 


cactatccaa 


2640 


tgacggacca 


tttcaataat 


gtgcttacag 


taggaaactt 


ggttttcact. 


gggatcttta 


2700 


cagcagaaat 


gtttctgaaa 


attattgcca tggatcctta 


ctattatttc 


caagaaggct 


2760 


ggaatatctt 


tgacggtttt 


attgtgacgc 


ttagcctggt 


agaacttgga 


ctcgccaatg 


2820 


tggaaggatt 


atctgttctc 


cgttcatttc 


gattgctgcg 


agttttcaag 


ttggcaaaat 


2880 


cttggccaac 


gttaaatatg 


ctaataaaga 


tcatcggcaa 


ttccgtgggg 


gctctgggaa 


2940 


atttaaccct 


cgtcttggcc 


atcatcgtct 


tcatttttgc 


cgtggtcggc 


atgcagctct 


3000 


ttggtaaaag 


ctacaaagat 


tgtgtctgca 


agatcgccag 


tgattgtcaa 


ctcccacgct 


3060 


ggcacatgaa tgacttcttc 


cactccttcc 


tgattgtgtt 


ccgcgtgctg 


tgtggggagt 


3120 


ggatagagac 


catgtgggac 


tgtatggagg 


ttgctggtca 


agccatgtgc 


cttactgtct 


3180 


tcatgatggt 


catggtgatt 


ggaaacctag 


tggtcctgaa 


tctctttctg 


gccttgcttc 


3240 


tgagctcatt 


tagtgcagac 


aaccttgcag 


ccactgatga 


tgataatgaa 


atgaataatc 


3300 


tccaaattgc 


tgtggatagg 


atgcacaaag 


gagtagctta 


tgtgaaaaga 


aaaatatatg 


3360 


aatttattca 


acagtccttc 


attaggaaac 


aaaagatttt 


agatgaaatt 


aaaccacttg 


3420 


atgatctaaa 


caacaagaaa 


gacagttgta 


tgtccaatca 


tacaacagaa 


attgggaaag 


3480 


atcttgacta 


tcttaaagat 


gtaaatggaa 


ctacaagtgg 


tataggaact 


ggcagcagtg 


3540 


ttgaaaaata 


cattattgat 


gaaagtgatt 


acatgtcatt 


cataaacaac. 


cccagtctta 


3600 


ctgtgactgt 


accaattgct 


gtaggagaat 


ctgactttga 


aaatttaaac 


acggaagact 


3660 


ttagtagtga 


atcggatctg 


gaagaaagca 


aagagaaact 


gaatgaaagc 


agtagctcat 


3720 


cagaaggtag 


cactgtggac 


atcggcgcac 


ctgtagaaga 


acagcccgta 


gtggaacctg 


3780 


aagaaactct 


tgaaccagaa 


gcttgtttca 


ctgaaggctg 


tgtacaaaga 


ttcaagtgtt 


.3840 


gtcaaatcaa 


tgtggaagaa 


ggcagaggaa 


aacaatggtg 


gaacctgaga 


aggacgtgtt 


3900 


tccgaatagt 


tgaacataac 


tggtttgaga ccttcattgt 


tttcatgatt 


ctccttagta 


3960 


gtggtgctct 


ggcatttgaa 


gatatatata 


ttgatcagcg 


aaagacgatt 


aagacgatgt 


4020 


tggaatatgc 


tgacaaggtt 


* 

ttcacttaca 


ttttcattct 


ggaaatgctt 


ctaaaatggg 


4080 


tggcatatgg 


ctatcaaaca 


tatttcacca 


atgcctggtg 


ttggctggac 


ttcttaattg 


4140 


ttgatgtttc 


attggtcagt 


ttaacagcaa 


atgccttggg 


ttactcagaa 


cttggagcca 


4200 


tcaaatctct 


caggacacta 


agagctctga 


gacctctaag 


agccttatct 


cgatttgaag 


4260 


ggatgagggt 


ggttgtgaat 


gcccttttag 


gagcaattcc 


atccatcatg 


aatgtgcttc 


4320 


tggtttgtct 


tatattctgg 


ctaattttca 


gcatcatggg 


cgtaaatttg 


tttgctggca 


4380 


aattctacca 


ctgtattaac 


accacaactg 


gtgacaggtt 


tgacatcgaa 


gacgtgaata 


4440. 


atcatactga 


ttgcctaaaa 


ctaatagaaa 


gaaatgagac 


tgctcgatgg 


aaaaatgtga 


4500 
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aagtaaactt 


tgataatgta 


ggatttgggt 


atctctcttt 


gcttcaagtt 


gccacattca 


4560 


aaggatggat 


ggatataatg 


tatgcagcag 


ttgattccag 


aaatgtggaa 


ctccagccta 


4620 


agtatgaaaa 


aagtctgtac 


atgtatcttt 


actttgttat 


tttcatcatc 


tttgggtcct 


4680 


tcttcacctt gaacctgttt attggtgtca tcatagataa tttcaaccag 


cagaaaaaga 


4740 


agtttggagg 


tcaagacatc 


tttatgacag 


aagaacagaa 


gaaatactat 


aatgcaatga 


4800 


aaaaattagg 


atcgaaaaaa 


ccgcaaaagc 


ctatacctcg 


accaggaaac 


aaatttcaag 


4860 


gaatggtctt tgacttcgta accagacaag tttttgacat aagcatcatg 


attctcatct 


4920 


gtcttaacat 


ggtcacaatg 


atggtggaaa 


cagatgacca 


gagtgaatat 


gtgactacca 


4980 


ttttgtcacg catcaatctg gtgttcattg tgctatttac tggagagtgt 


gtactgaaac 


5040 


tcatctctct 


acgccattat 


tattttacca 


ttggatggaa 


tatttttgat 


tttgtggttg 


5100 


tcattctctc 


cattgtaggt 


atgtttcttg 


ccgagctgat 


agaaaagtat 


ttcgtgtccc 


5160 


ctaccctgtt 


ccgagtgatc 


cgtcttgcta 


ggattggccg 


aatcctacgt 


ctgatcaaag 


5220 


gagcaaaggg 


gatccgcacg 


ctgctctttg 


ctttgatgat 


gtcccttcct 


gcgttgttta 


5280 


acatcggcct 


cctactcttc 


ctagtcatgt 


tcatctacgc 


catctttggg 


atgtccaact 


5340 


ttgcctatgt 


taagagggaa 


gttgggatcg 


atgacatgtt 


caactttgag 


acctttggca 


5400 


acagcatgat 


ctgcctattc 


caaattacaa 

* 


cctctgctgg 

* 


ctgggatgga 


ttgctagcac 


5460 


ccattctcaa 


cagtaagcca 


cccgactgtg 


accctaataa 


agttaaccct 


ggaagctcag 


5520 


ttaagggaga 


ctgtgggaac 


ccatctgttg 


gaattttctt 


ttttgtcagt 


tacatcatca 


5580 


tatccttcct 


ggttgtggtg 


aacacgtaca 


tcgcggtcat 


cctggagaac 


ttcagtgttg 


5640 


ctactgaaga 


aagtgcagag 


cctctgagtg 


aggatgactt 


tgagatgttc 


tatgaggttt 


5700 


gggagaagtt 


tgatcccgat 


gcaactcagt 


tcatggaatt 


tgaaaaatta 


tctcagtttg 


5760 


cagctgcgct 


tgaaccgcct 


ctcaatctgc 


cacaaccaaa 


caaactccag 


ctcattgcca 


5820 


tggatttgcc 


catggtgagt 


ggtgaccgga 


tccactgtct 


tgatatctta 


tttgctttta 


5880 


caaagcgggt 


tctaggagag 


agtggagaga 


tggatgctct 


acgaatacag 


atggaagagc 


5940 


gattcatggc 


ttccaatcct 


tccaaggtct 


cctatcagcc 


aatcactact 


actttaaaac 


6000 


gaaaacaaga ggaagtatct 

• 


gctgtcatta 


ttcagcgtgc 


ttacagacgc 


caccttttaa 


6060 


agcgaactgt 


aaaacaagct 


tcctttacgt 


acaataaaaa 


caaaatcaaa 


ggtggggcta 


6120 


atcttcttat 


aaaagaagac 


atgataattg 


acagaataaa 


tgaaaactct 


attacagaaa 


6180 


aaactgatct 


gaccatgtcc 


actgcagctt 


gtccaccttc 


ctatgaccgg 


gtgacaaagc 


6240 


caattgtgga aaaacatgag 


caagaaggca 


aagatgaaaa 


agccaaaggg 


aaataaatga 


6300 


aaataaataa 


aaataattgg 


gtgacaaatt 


gtttacagcc 


tgtgaaggtg 


atgtattttt 


6360 


atcaacagga 


ctcctttagg 


aggtcaatgc 


caaactgact 


gtttttacac 


aaatctcctt 


6420 


aaggtcagtg 


cctacaataa 


gacagtgacc 


ccttgtcagc 


aaactgtgac 

• 


tctgtgtaaa 


6480 


ggggagatga 


ccttgacagg 


aggttactgt 


tctcactacc 


agctgacact 


gctgaagata 


6540 
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agatgcacaa tggctagtca gactgtaggg 


accagtttca 


aggggtgcaa 


acctgtgatt 


6600 


ttggggttgt 


ttaacatgaa 


acactttagt 


gtagtaattg 


tatccactgt 


ttgcatttca 


6660 


actgccacat ttgtcacatt tttatggaat 


ctgttagtgg 


attcatcttt 


ttgttaatcc 


6720 


atgtgtttat 


tatatgtgac 


tatttttgta 


aacgaagttt 


ctgttgagaa 


ataggctaag 


6780 


gacctctata 


acaggtatgc 


cacctggggg 


gtatggcaac 


cacatggccc 


tcccagctac 


6840 


acaaagtcgt 


ggtttgcatg 


agggcatgct 


gcacttagag 


atcatgcatg 


agaaaaagtc 


6900 


acaagaaaaa 


caaattctta 


aatttcacca 


tatttctggg 


aggggtaatt 


gggtgataag 


6960 


tggaggtgct 


ttgttgatct 


tgttttgcga 


aatccagccc 


ctagaccaag 


tagattattt 


7020 


gtgggtaggc 


cagtaaatct 


tagcaggtgc 


aaacttcatt 


caaatgtttg 


gagtcataaa 


7080 


tgttatgttt 


ctttttgttg 


tattaaaaaa 


aaaacctgaa 


tagtgaatat 


tgcccctcac 


7140 


cctccaccgc 


cagaagactg 


aattgaccaa 


aattactctt 


tataaatttc 


tgctttttcc 


7200 


tgcactttgt 


ttagccatct 


ttgggctctc 


agcaaggttg 


acactgtata 


tgttaatgaa 


7260 


atgctattta 


ttatgtaaat 


agtcatttta 


ccctgtggtg 


cacgtttgag 


caaacaaata 


7320 


atgacctaag 


cacagtattt 


attgcatcaa 


atatgtacca 


caagaaatgt 


agagtgcaag 


7380 


ctttacacag 


gtaataaaat 


gtattctgta 


ccatttatag 


atagtttgga 


tgctatcaat 


7440 


gcatgtttat 


attaccatgc 


tgctgtatct 


ggtttctctc 


actgctcaga 


atctcattta 


7500 


tgagaaacca 


tatgtcagtg 


gtaaagtcaa 


ggaaattgtt 


caacagatct 


catttattta 


7560 


agtcattaag 


caatagtttg cagcacttta 


acagcttttt 


ggttattttt 


acattttaag 


7620 


tggataacat 


atggtatata 


gccagactgt 


acagacatgt 


ttaaaaaaac 


acactgctta 


7680 


acctattaaa 


tatgtgttta 


gaattttata 


agcaaatata 


aatactgtaa 


aaagtcactt 


7740 


tattttattt 


ttcagcatta 


tgtacataaa 


tatgaagagg 


aaattatctt 


caggttgata 


7800 


tcacaatcac 


ttttcttact 


ttctgtccat 


agtacttttt 


catgaaagaa 


atttgctaaa 


7860 


taagacatga 


aaacaagact 


gggtagttgt 


agatttctgc 


tttttaaatt 


acatttgcta 


7920 


attttagatt 


atttcacaat 


tttaaggagc 


aaaataggtt 


• 

cacgattcat 


atccaaatta 


7980 


tgctttgcaa ttggaaaagg 


gtttaaaatt 


ttatttatat 


ttctggtagt 


acctgtacta 


8040 


actgaattga aggtagtgct tatgttattt 


ttgttctttt 


tttctgactt 


cggtttatgt 


8100 


tttcatttct 


ttggagtaat 


gctgctctag 


attgttctaa 


atagaatgtg 


ggcttcataa 


8160 


tttttttttc 


cacaaaaaca 


gagtagtcaa 


• 

cttatatagt 


caattacatc 


aggacatttt 


8220 


gtgtttctta 


cagaagcaaa 


ccataggctc 


ctcttttcct 


taaaactact 


tagataaact 


8280 


gtattcgtga 


actgcatgct 


ggaaaatgct 


actattatgc 


taaataatgc 


taaccaacat 


8340 


ttaaaatgtg 


caaaactaat 


aaagattaca 


ttttttattt 


t 




8381 



<210> 9 

<211> 8381 

<212> DNA 

<213> Homo sapiens 
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<400> 9 
atactgcaga 


ggtctctggt 


gcatgtgtgt 


atgtgtgcgt 


ttgtgtgtgt 


ttgtgtgtct 


60 


gtgtgttctg 


ccccagtgag 


actgcagccc 

* 


• 

ttgtaaatac tttgacacct 


tttgcaagaa 


120 


ggaatctgaa 


caattgcaac 


tgaaggcaca 


ttgttatcat 


ctcgtctttg 


ggtgatgctg 


180 


ttcctcactg 


cagatggata 


attttccttt 


taatcaggaa tttcatatgc 


agaataaatg 


240 


gtaattaaaa 


tgtgcaggat 


gacaagatgg 


agcaaacagt 


gcttgtacca 


ccaggacctg 


300 


acagcttcaa 


cttcttcacc 


agagaatctc ttgcggctat tgaaagacgc 


attgcagaag 


360 


aaaaggcaaa 


gaatcccaaa 


ccagacaaaa 


aagatgacga 


cgaaaatggc 


ccaaagccaa 


420 


atagtgactt 


ggaagctgga 


aagaaccttc 


catttattta tggagacatt 


cctccagaga 


480 


tggtgtcaga 


gcccctggag 


gacctggacc 


cctactatat 


caataagaaa 


acttttatag 


540 


tattgaataa 


attgaaggcc 


atcttccggt 


tcagtgccac 


ctctgccctg 


tacattttaa 


600 


ctcccttcaa 


tcctcttagg 


aaaatagcta 


ttaagatttt 


ggtacattca 


ttattcagca 


660 


tgctaattat 


gtgcactatt 


ttgacaaact 


gtgtgtttat 


gacaatgagt 


aaccctcctg 


720 


attggacaaa 


gaatgtagaa 


tacaccttca 


caggaatata 


tacttttgaa 


tcacttataa 


780 


aaattattgc 


aaggggattc 


tgtttagaag 


attttacttt 


ccttcgggat 


ccatggaact 


840 


ggctcgattt 


cactgtcatt 


acatttgcgt acgtcacaga gtttgtggac 


ctgggcaatg 


900 


tctcggcatt 


gagaacattc 


agagttctcc 


gagcattgaa 


gacgatttca 


gtcattccag 


960 


gcctgaaaac 


cattgtggga 


gccctgatcc 


agtctgtgaa 


gaagctctca 


gatgtaatga 


1020 


tcctg.actgt 


gttctgtctg 


agcgtatttg 


ctctaattgg 


gctgcagctg 


ttcatgggca 


1080 


acctgaggaa 


taaatgtata 


caatggcctc 


ccaccaatgc 


ttccttggag 


gaacatagta 


1140 


tagaaaagaa 


tataactgtg 


aattataatg 


gtacacttat 


aaatgaaact 


gtctttgagt 


1200 


ttgactggaa 


gtcatatatt 


caagattcaa 


gatatcatta tttcctggag 


ggttttttag 


1260 


atgcactact 


atgtggaaat 


agctctgatg 


caggccaatg 


tccagaggga 


tatatgtgtg 


1320 


tgaaagctgg 


tagaaatccc 


aattatggct 


acacaagctt 


tgataccttc 


agttgggctt 


1380 


ttttgtcctt 


gtttcgacta 


atgactcagg 


acttctggga 


aaatctttat 


caactgacat 


1440 


tacgtgctgc tgggaaaacg 


tacatgatat 


tttttgtatt 


ggtcattttc 


ttgggctcat 


1500 


tctacctaat 


aaatttgatc 


ctggctgtgg 


tggccatggc 


ctacgaggaa 


cagaatcagg 


1560 


ccaccttgga 


agaagcagaa 


cagaaagagg 


ccgaatttca 


gcagatgatt 


gaacagctta 


1620 


aaaagcaaca 


ggaggcagct 


cagcaggcag 


caacggcaac 


tgcctcagaa 


cattccagag 


1680 


agcccagtgc agcaggcagg 


ctctcagaca gctcatctga agcctctaag 


ttgagttcca 


1740 


agagtgctaa ggaaagaaga 


aatcggagga 


agaaaagaaa 


acagaaagag 


cagtctggtg 


1800 


gggaagagaa 


agatgaggat 


gaattccaaa 


aatctgaatc 


tgaggacagc 


atcaggagga 


1860 


aaggttttcg 


cttctccatt 


gaagggaacc 


gattgacata 


tgaaaagagg 


tactcctccc 


1920 


cacaccagtc 


tttgttgagc 


atccgtggct 


ccctattttc 


accaaggcga. 


aatagcagaa 


1980 
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caagcctttt cagctttaga gggcgagcaa aggatgtggg atctgagaac gacttcgcag 2040 

atgatgagca cagcaccttt gaggataacg agagccgtag agattccttg tttgtgcccc 2100 

gacgacacgg agagagacgc aacagcaacc tgagtcagac cagtaggtca tcccggatgc 2160 

tggcagtgtt tccagcgaat gggaagatgc acagcactgt ggattgcaat ggtgtggttt 2220 

ccttggttgg tggaccttca gttcctacat cgcctgttgg acagcttctg ccagaggtga 2280 

taatagataa gccagctact gatgacaatg gaacaaccac tgaaactgaa atgagaaaga 2340 

gaaggtcaag ttctttccac gtttccatgg actttctaga agatccttcc caaaggcaac 2400 

gagcaatgag tatagccagc attctaacaa atacagtaga agaacttgaa gaatccaggc 2460 

agaaatgccc accctgttgg tataaatttt ccaacatatt cttaatctgg gactgttctc 2520 

catattggtt aaaagtgaaa catgttgtca acctggttgt gatggaccca tttgttgacc 2580 

tggccatcac catctgtatt gtcttaaata ctcttttcat ggccatggag cactatccaa 2640 

tgacggacca tttcaataat gtgcttacag taggaaactt ggttttcact gggatcttta 2700 

cagcagaaat gtttctgaaa attattgcca tggatcctta ctattatttc caagaaggct 2760 

ggaatatctt tgacggtttt attgtgacgc ttagcctggt agaacttgga ctcgccaatg 2820 

tggaaggatt atctgttctc cgttcatttc gattgctgcg agttttcaag ttggcaaaat 2880 

cttggccaac gttaaatatg ctaataaaga tcatcggcaa ttccgtgggg gctctgggaa 2940 

atttaaccct cgtcttggcc atcatcgtct tcatttttgc cgtggtcggc atgcagctct 3000 

ttggtaaaag ctacaaagat tgtgtctgca agatcgccag tgattgtcaa ctcccacgct 3060 

ggcacatgaa tgacttcttc cactccttcc tgattgtgtt ccgcgtgctg tgtggggagt 3120 

ggatagagac catgtgggac tgtatggagg ttgctggtca agccatgtgc cttactgtct 3180 

tcatgatggt catggtgatt. ggaaacctag tggtcctgaa tctctttctg gccttgcttc 3240 

tgagctcatt tagtgcagac aaccttgcag ccactgatga tgataatgaa atgaataatc 3300 

tccaaattgc tgtggatagg atgcacaaag gagtagctta tgtgaaaaga aaaatatatg 3360 

aatttattca acagtccttc attaggaaac aaaagatttt agatgaaatt aaaccacttg 3420 

atgatctaaa caacaagaaa gacagttgta" tgtccaatca tacaacagaa attgggaaag 3480 

atcttgacta tcttaaagat gtaaatggaa ctacaagtgg tataggaact ggcagcagtg 3540 

ttgaaaaata cattattgat gaaagtgatt acatgtcatt cataaacaac cccagtctta 3600 

ctgtgactgt accaattgct gtaggagaat ctgactttga aaatttaaac acggaagact 3660 

ttagtagtga atcggatctg gaagaaagca aagagaaact gaatgaaagc agtagctcat 3720 

cagaaggtag cactgtggac atcggcgcac ctgtagaaga acagcccgta gtggaacctg 3780 

aagaaactct tgaaccagaa gcttgtttca ctgaaggctg tgtacaaaga ttcaagtgtt 3840 

gtcaaatcaa tgtggaagaa ggcagaggaa aacaatggtg gaacctgaga aggacgtgtt 3900 

tccgaatagt tgaacataac tggtttgaga ccttcattgt tttcatgatt ctccttagta 3960 

gtggtgctct ggcatttgaa gatatatata ttgatcagcg aaagacgatt aagacgatgt 4020 
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tggaatatgc 


tgacaaggtt 


ttcacttaca 


ttttcattct 


ggaaatgctt 


ctaaaatggg 


4080 


tggcatatgg 


ctatcaaaca 


tatttcacca 


atgcctggtg 


ttggctggac 


ttcttaattg 


A1 Af\ 

4140 


ttgatgtttc 


attggtcagt 


ttaacagcaa 


atgccttggg 


ttactcagaa 


cttggagcca 


4200 


tcaaatctct 


caggacacta 


agagctctga 


gacctctaag 


agccttatct 


cgatttgaag 


4260 


ggatgagggt 


ggttgtgaat 


gcccttttag 


gagcaattcc 


atccatcatg 


aatgtgcttc 


4320 


tggtttgtct 


tatattctgg 


ctaattttca 


gcatcatggg 


cgtaaatttg 


tttgctggca 


4380 


aattctacca 


ctgtattaac 


accacaaictg 


gtgacaggtt 


tgacatcgaa 


gacgtgaata 


AAA f\ 

4440 


atcatactga 


ttgcctaaaa 


ctaatagaaa 


gaaatgagac 


tgctcgatgg 


aaaaatgtga 


4500 


aagtaaactt 


tgataatgta 


ggatttgggt 


atctctcttt 


gcttcaagtt 


gccacattca 


4560 


aaggatggat 


ggatataatg 


tatgcagcag 


ttgattccag 


aaatgtggaa 


ctccagccta 


4620 


agtatgaaaa 


aagtctgtac 


atgtatcttt actttgttat 


tttcatcatc 


tttgggtcct 


4680 


tcttcacctt 


gaacctgttt 


attggtgtca 


tcatagataa 


tttcaaccag 


cagaaaaaga 


A 1 A t\ 

4740 


agtttggagg 


tcaagacatc 


tttatgacag 


aagaacagaa 


gaaatactat 


aatgcaatga 


4800 


aaaaattagg 


atcgaaaaaa 


ccgcaaaagc 


ctatacctcg 


accaggaaac 


aaatttcaag 


4860 


gaatggtctt 


tgacttcgta 


accagacaag 


tttttgacat 


aagcatcatg 


attctcatct 


4920 


gtcttaacat 


ggtcacaatg 


atggtggaaa 


cagatgacca 


gagtgaatat 


gtgactacca 


4980 


ttttgtcacg 


catcaatctg 


gtgttcattg 


tgctatttac 


tggagagtgt 


gtactgaaac 


5040 


tcatctctct 


acgccattat 


tattttacca 


ttggatggaa 


tatttttgat 


tttgtggttg 


5100 


tcattctctc 


cattgtaggt 


atgtttcttg 


ccgagctgat 


agaaaagtat 


ttcgtgtccc 


5160 


ctaccctgtt 


ccgagtgatc 


cgtcttgcta 


ggattggccg 


aatcctacgt 


ctgatcaaag 


5220 


* 

gagcaaaggg 


gatccgcacg 


ctgctctttg 


ctttgatgat 


gtcccttcct gcgttgttta 


5280 


acatcggcct 


cctactcttc 


ctagtcatgt 


tcatctacgc 


catctttggg 


atgtccaact 


5340 


ttgcctatgt 


taagagggaa 


gttgggatcg 


atgacatgtt 


caactttgag 


acctttggca 


5400 


acagcatgat 


ctgcctattc 


caaattacaa 


cctctgctgg 


ctgggatgga 


ttgctagcac 


d4d0 


ccattctcaa 


cagtaagcca 


cccgactgtg 


accctaataa 


agttaaccct 


ggaagctcag 


dd20 


ttaagggaga 


ctgtgggaac 


ccatctgttg 


gaattttctt 


ttttgtcagt 


tacatcatca 




tatccttcct 


ggttgtggtg 


aacatgtaca tcgcggtcat 


cctggagaac 


ttcagtgttg 


Db4U 


ctactgaaga 


aagtgcagag 


cctctgagtg 


aggatgactt 


tgagatgttc tatgaggttt 


5/00 


gggagaagtt 


tgatcccgat 


gcaactcagt 


tcatggaatt 


tgaaaaatta tctcagtttg 


5760 


cagctgcgct 


tgaaccgcct 


ctcaatctgc 


cacaaccaaa 


caaactccag 


ctcattgcca 


5820 


tggatttgcc 


catggtgagt 


ggtgaccgga 


tccactgtct 


tgatatctta tttgctttta 


5880 


caaagcgggt 


tctaggagag 


agtggagaga tggatgctct 


acgaatacag 


atggaagagt 


5940 


gattcatggc 


ttccaatcct 


tccaaggtct 


cctatcagcc 


aatcactact 


actttaaaac 


6000 


gaaaacaaga 


ggaagtatct 


gctgtcatta 


ttcagcgtgc 


ttacagacgc 


caccttttaa 


6060 
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agcgaactgt 


aaaacaagct 


tcctttacgt 


acaataaaaa 


caaaatcaaa 


ggtggggcta 


6120 


atcttcttat 


aaaagaagac 


atgataattg 


acagaataaa 


tgaaaactct 


attacagaaa 


6180 


aaactgatct 


gaccatgtcc 


actgcagctt 


gtccaccttc ctatgaccgg gtgacaaagc 


6240 


caattgtgga 


aaaacatgag 


caagaaggca 


aagatgaaaa 


agccaaaggg 


aaataaatga 


6300 


aaataaataa 


aaataattgg 


gtgacaaatt 


gtttacagcc 


tgtgaaggtg 


atgtattttt 


6360 


atcaacagga 


ctcctttagg 


aggtcaatgc 


caaactgact 


gtttttacac 


aaatctcctt 


6420 


aaggtcagtg 


cctacaataa 


gacagtgacc 


ccttgtcagc 


aaactgtgac 


tctgtgtaaa 


6480 


ggggagatga 


ccttgacagg 


aggttactgt 


tctcactacc 


agctgacact gctgaagata 


6540 


agatgcacaa 


tggctagtca 


gactgtaggg 


accagtttca 


aggggtgcaa 


acctgtgatt 


6600 


ttggggttgt 


ttaacatgaa 


acactttagt 


gtagtaattg tatccactgt ttgcatttca 


6660 


actgccacat 


ttgtcacatt 


tttatggaat 


ctgttagtgg 


attcatcttt 


ttgttaatcc 


6720 


atgtgtttat 


tatatgtgac 


tatttttgta 


aacgaagttt 


ctgttgagaa 


ataggctaag 


6780 


gacctctata 


acaggtatgc 


cacctggggg 


gtatggcaac 


cacatggccc 


tcccagctac 


6840 


acaaagtcgt 


ggtttgcatg 


agggcatgct 


gcacttagag 


atcatgcatg 


agaaaaagtc 


6900 


acaagaaaaa 


caaattctta 


aatttcacca 


tatttctggg 


aggggtaatt 


gggtgataag 


6960 


tggaggtgct 


ttgttgatct 


tgttttgcga 


aatccagccc 


ctagaccaag 


tagattattt 


7020 


gtgggtaggc 


cagtaaatct 


tagcaggtgc 


aaacttcatt 


caaatgtttg 


gagtcataaa 


7080 


tgttatgttt 


ctttttgttg 


tattaaaaaa 


aaaacctgaa 


tagtgaatat 


tgcccctcac 


7140 


cctccaccgc 


cagaagactg 


aattgaccaa 


aattactctt 


tataaatttc 


tgctttttcc * 


7200 


tgcactttgt 


ttagccatct 


ttgggctctc 


agcaaggttg 


acactgtata 


tgttaatgaa 


7260 


atgctattta 


ttatgtaaat 


agtcatttta 


ccctgtggtg 


cacgtttgag 


caaacaaata 


7320 


atgacctaag 


cacagtattt 


attgcatcaa 


atatgtacca 


caagaaatgt 


agagtgcaag 


7380 


ctttacacag 


gtaataaaat 


gtattctgta 


ceatttatag 


atagtttgga 


tgctatcaat 


7440 


gcatgtttat 


attaccatgc 


tgctgtatct 


ggtttctctc 


actgctcaga 


atctcattta 


7500 


tgagaaacca 


tatgtcagtg 


gtaaagtcaa 


ggaaattgtt 


caacagatct 


catttattta 


7560 


agtcattaag 


caatagtttg 


cagcacttta 


acagcttttt 


ggttattttt 


acattttaag 


7620 


tggataacat 


atggtatata 


gccagactgt 


acagacatgt ttaaaaaaac acactgctta 


7680 


acctattaaa 


tatgtgttta 


gaattttata 


agcaaatata 


aatactgtaa 


aaagtcactt 


7740 


tattttattt 


ttcagcatta 


tgtacataaa 


tatgaagagg 


aaattatctt 


caggttgata 


7800 


tcacaatcac 


ttttcttact 


ttctgtccat 


agtacttttt 


catgaaagaa 


atttgctaaa 


7860. 


taagacatga 


aaacaagact 


gggtagttgt 


agatttctgc 


tttttaaatt 


acatttgcta 


7920 


attttagatt 


atttcacaat 


tttaaggagc 


aaaataggtt 


cacgattcat 


atccaaatta 


7980 


tgctttgcaa 


ttggaaaagg 


gtttaaaatt 


ttatttatat 


ttctggtagt 


acctgtacta 


8040 


actgaattga- aggtagtgct 


tatgttattt 


ttgttctttt 


tttctgactt 


cggtttatgt 


8100 
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tttcatttct 


ttggagtaat 


SSCP Update Sequences. ST25 . 
gctgctctag attgttctaa atagaatgtg 


ggcttcataa 


8160 


tttttttttc 


cacaaaaaca 


y uy i_ a y i_v_a.a. 


cttatatagt 


caattacatc 


aggacatttt 


8220 


gtgtttctta 


cagaagcaaa 


ccataggctc 


ctcttttcct 


taaaactact 


tagataaact 


8280 


gtattcgtga 


actgcatgct 


ggaaaatgct 


actattatgc taaataatgc 


taaccaacat 


8340 


ttaaaatgtg 

• 


caaaactaat 


aaagattaca 


ttttttattt 


t 




8381 


<210> 10 

<211> 1414 

<212> DNA 

<213> Homo sapiens 












<400> 10 
gctcccgggg 


acattctaac 


i_yn_yuudyy 


tcccgccgcc tctcgccccg 


ctattaatac 


60 


cggcggcccg 


ggaggggggc 




ccgcgcagcc atggggaggc 


tgctggcctt 


120 


agtggtcggc 


gcggcactgg 


i.y ill lv- a,y v_ 


ctgcgggggc tgcgtggagg 


tggactcgga 


180 


gaccgaggcc 


gtgtatggga 


uy C* V_ L. U Ll-flu 


aattctttgc atctcctgca agcgccgcag 


240 


cgagaccaac 


gctgagacct 


L l_ ctlw v_ y d y Ly 


gaccttccgc 


cagaagggca 


ctgaggagtt 


300 


tgtcaagatc 


ctgcgctatg 


dyaa Lyayy l 


gttgcagctg 


gaggaggatg 


agcacttcga 


360 


gggccgcgtg 


gtgtggaatg 




caccaaagac 


ctgcaggatc 


tgtctatctt 


420 


catcaccaat 


gtcacctaca 


au^au Luyyy 


cgactacgag 


tgccacgtct 


accgcctgct 


480 


cttcttcgaa 


aactacgagc 


ctLaaLaCLay 


cgtcgtcaag 


aagatccaca 


ttgaggtagt 


540 


ggacaaagcc aacagagaca 


tnnratrrat 

Lyy La LLLaL 


cgtgtctgag 


atcatgatgt 


atgtgctcat 


600 


tgtggtgttg 


accatatggc 


trntnnrana 
u i_ y l y y v- ci y d 


gatgatttac 


tgctacaaga 


agatcgctgc 


660 


cgccacggag 


actgctgcac 


annanaatnr 


ctcggaatac 


ctggccatca 


cctctgaaag 


720 


caaagagaac 


tgcacgggcg 


k. v.tay y tyyv. 


cgaatagccc 


tggccctggg 


ccccgcctca 


780 


aggaagagcc 


agccgtaatg 


oooartrtrr 


aggcaccgcc 


tgcccccagc 


gtgggggtgg 


840 


ccactcctgg 


gccccagaaa 


nrrtraaaat 

y v_v_ n_ a y u y i_ 


cctgccgacg 


gagccactgg 


ggtgggaggg 


900 


ggcagggggc 


ttggctcgca 


rcrrra cttt 

l. ^ V_ \.UU ^» *. V. 


cgcctcctcc 


agctcctgcc 


ccgccggccg 


960 


cgcaccgcca 


tgcatgatgg 


otaaaacaat 


actgccgctg 


cccccaccct gcttctgctg 


1020 


cctgtttggg 


gaggggggcg 


gtgaggtggg 


ggcagcggcc 


ccgcacccct 


cctccttgct 


.1080 


gatttgcaca 


cattggccgc 


ttcagacacg 


cacttctggg gccagcccct 


ccccgcctcc 


1140 


tccctgcctg 


gcggcagggg 


tcgcgatgat 


gggctggagc 


agtttggggc 


agggggttct 


1200 


gggacccact 


ccgactcccc 


ctccccggca 


tcatttcccc 


tcccgcttcc 


tccggctgga 


1260 


cctggggtcc 


cccctccctg 


taatgcactc 


ctgccccggc 


ccaacctcgc 


cctctctcac 


1320 


cagccttgaa 


ctgtggccac 


ctagaaaggg 


• 

gcccattcag 


cctcgtctct 


ttacagaagt 


1380 


agttttgttc 


atgaaataaa 


gactcttgga 


cttg 






. 1414 



<210> 11 
<211> 6328 
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<212> DNA 

<213> Homo sapiens 



SSCP Update sequences. 5T25 



<400> 11 

ttcttggtgc cagcttatca atcccaaact 
cttatgcaag gagctaaaca gtgattaaag 
ctggtaccgc caggacctga cagcttccgc 



ctgggtgtaa aagattctac agggcacttt 
gagcaggatg aaaagatggc acagtcagtg 
ttctttacca gggaatccct tgctgctatt 



gaacaacgca ttgcagaaga gaaagctaag agacccaaac aggaacgcaa ggatgaggat 



gatgaaaatg 
tatggagaca 
atcaataaga 
acccctgccc 



gcccaaagcc aaacagtgac ttggaagcag gaaaatctct tccatttatt 
ttcctccaga gatggtgtca 
aaacgtttat agtattgaat 
tttacatttt aactcccttc 



gtgcccctgg 
aaagggaaag 



aggatctgga cccctactat 
caatctctcg attcagtgcc 



aaccctatta 



ttggtacatt ctttattcaa tatgctcatt atgtgcacga 



gaaaattagc tattaagatt 
ttcttaccaa ctgtgtattt 



atgaccatga 
tatacttttg 



gtaaccctcc agactggaca 
aatcacttat taaaatactt 



aagaatgtgg agtatacctt tacaggaatt 
gcaaggggct tttgtttaga agatttcaca 



tttttacggg atccatggaa ttggttggat ttcacagtca ttacttttgc atatgtgaca 
gagtttgtgg acctgggcaa tgtctcagcg ttgagaacat tcagagttct ccaagcattg 
aaaacaattt cagtcattcc aggcctgaag accattgtgg 



aagaagcttt ctgatgtcat 
ggattgcagt tgttcatggg 
tcttcctttg aaataaatat 



gggccctgat ccagtcagtg 
gatcttgact gtgttctgtc taagcgtgtt tgcgctaata 



caacctacga aataaatgtt 
cacttccttc tttaacaatt 



tgcaatggcc tccagataat 
cattggatgg gaatggtact 



actttcaata ggacagtgag catatttaac tgggatgaat atattgagga taaaagtcac 
ttttattttt tagaggggca aaatgatgct ctgctttgtg gcaacagctc agatgcaggc 



cagtgtcctg 
agctttgaca 



aaggatacat ctgtgtgaag gctggtagaa accccaacta tggctacacg 
cctttagttg ggcctttttg tccttatttc gtctcatgac tcaagacttc 

aaacgtacat gatatttttt 



tgggaaaacc tttatcaact gacactacgt gctgctggga 
gtgctggtca ttttcttggg ctcattctat ctaataaatt tgatcttggc tgtggtggcc 
atggcctatg aggaacagaa tcaggccaca ttggaagagg ctgaacagaa ggaagctgaa 
tttcagcaga tgctcgaaca gttgaaaaag caacaagaag aagctcaggc ggcagctgca 

ctgaatcaag agacttcagt ggtgctggtg ggataggagt tttttcagag 
tagcatctaa gttgagctcc aaaagtgaaa aagagctgaa aaacagaaga 
aacagaaaga acagtctgga gaagaagaga aaaatgacag agtcctaaaa 



gccgcatctg 
agttcttcag 



aagaaaaaga 
tcggaatctg 
ctgacatatg 
cttttctctc 
gacattggct 



aagacagcat aagaagaaaa ggtttccgtt tttccttgga aggaagtagg 
aaaagagatt ttcttctcca caccagtcct tactgagcat ccgtggctcc 
caagacgcaa cagtagggcg agccttttca gcttcagagg tcgagcaaag 
ctgagaatga ctttgctgat gatgagcaca gcacctttga ggacaatgac 
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60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
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agccgaagag 


actctctgtt 


cgtgccgcac 


agacatggag 


aacggcgcca 


cagcaatgtc 


1980 


agccaggcca 


gccgtgcctc 


cagggtgctc 


cccatcctgc 


ccatgaatgg 


gaagatgcat 


2040 


agcgctgtgg 


actgcaatgg 


tgtggtctcc 


ctggtcgggg 


gcccttctac 


cctcacatct 


2100 


gctgggcagc 


tcctaccaga 


gggcacaact actgaaacag 


aaataagaaa 


gagacggtcc . 


2160 


agttcttatc 


atgtttccat 


gg.atttattg 


gaagatccta 


catcaaggca 


aagagcaatg 


2220 


agtatagcca 


gtattttgac 


caacaccatg 


gaagaacttg 


aagaatccag 


acagaaatgc 


2280 


ccaccatgct 


ggtataaatt 


tgctaatatg tgtttgattt gggactgttg 


taaaccatgg 


2340 


ttaaaggtga 


aacaccttgt 


caacctggtt 


gtaatggacc 


catttgttga 


cctggccatc 


2400 


accatctgca 


ttgtcttaaa 


tacactcttc 


atggctatgg 


agcactatcc 


catgacggag 


2460 


cagttcagca 


gtgtactgtc 


tgttggaaac 


ctggtcttca 


cagggatctt 


cacagcagaa 


2520 


atgtttctca 


agataattgc 


catggatcca 


tattattact 


ttcaagaagg 


ctggaatatt 


2580 


tttgatggtt 


ttattgtgag 


ccttagttta 


atggaacttg 


gtttggcaaa 


tgtggaagga 


2640 


ttgtcagttc 


tccgatcatt 


ccggctgctc 


cgagttttca 


agttggcaaa 


atcttggcca 


2700 


* 

actctaaata 


tgctaattaa 


gatcattggc 


aattctgtgg 


gggctctagg 


aaacctcacc 


2760 


ttggtattgg 


ccatcatcgt 


cttcattttt 


gctgtggtcg 


gcatgcagct 


ctttggtaag 


2820 


agctacaaag 


aatgtgtctg 


caagatttcc 


aatgattgtg 


aactcccacg 


ctggcacatg 


2880 


catgactttt 


tccactcctt 


cctgatcgtg 


ttccgcgtgc 


tgtgtggaga 


gtggatagag 


2940 


accatgtggg 


actgtatgga 


ggtcgctggc 


caaaccatgt 


gccttactgt 


cttcatgatg 


3000 


gtcatggtga 


ttggaaatct 


agtggttctg 


aacctcttct 


tggccttgct 


tttgagttcc 


3060 


ttcagttctg 


acaatcttgc 


tgccactgat gatgataacg 


aaatgaataa 


tctccagatt 


3120 


gctgtgggaa 


ggatgcagaa 


aggaatcgat 


tttgttaaaa 


gaaaaatacg 


tgaatttatt 


3180 


cagaaagcct 


ttgttaggaa 


gcagaaagct 


ttagatgaaa 


ttaaaccgct 


tgaagatcta 


^X A ^% 

3240 


aataataaaa 


aagacagctg 


tatttccaac 


cataccacca 


tagaaatagg 


caaagacctc 


3300 


aattatctca 


aagacggaaa 


tggaactact 


agtggcatag 


gcagcagtgt 


agaaaaatat 


3360 


gtcgtggatg 


aaagtgatta 


catgtcattt 


ataaacaacc 


ctagcctcac 


tgtgacagta 


3420. 


ccaattgctg 


ttggagaatc 


tgactttgaa 


aatttaaata 


ctgaagaatt 


cagcagcgag 


3480 


tcagatatgg 


aggaaagcaa agagaagcta aatgcaacta gttcatctga 


aggcagcacg 


3540 


gttgatattg 


gagctcccgc 


cgagggagaa 


cagcctgagg 


ttgaacctga 


ggaatccctt 


3600 


gaacctgaag 


cctgttttac 


agaagactgt 


gtacggaagt 


tcaagtgttg 


tcagataagc 


3660 


atagaagaag 


gcaaagggaa actctggtgg aatttgagga aaacatgcta 


taagatagtg 


3720 


gagcacaatt 


ggttcgaaac 


cttcattgtc 


ttcatgattc 


tgctgagcag 


tggggctctg 


3780 


gcctttgaag 


atatatacat 


tgagcagcga 


aaaaccatta 


agaccatgtt 


agaatatgct 


3840 


gacaaggttt 


tcacttacat 


attcattctg 


gaaatgctgc 


taaagtgggt 


tgcatatggt 


3900 


tttcaagtgt 


attttaccaa 


tgcctggtgc 


tggctagact 


tcctgattgt 


tgatgtctca 


3960 
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ctggttagct 


taactgcaaa 


SSCP Update Sequences. ST25 
tgccttgggt tactcagaac ttggtgccat 


caaatccctc 


4020 


agaacactaa gagctctgag 

* 


gccac ugaya 


gctttgtccc 


ggtttgaagg 


aatgagggtt 


4080 


gttgtaaatg 


ctcttttagg 


age cat xcca 


tctatcatga 


atgtacttct 


ggtttgtctg 


4140 


atcttttggc taatattcag 


tatca tggga 


gtgaatctct ttgctggcaa 


gttttaccat 


4200 


tgtattaatt acaccactgg 


agagatg t ti 


gatgtaagcg 


tggtcaacaa 


ctacagtgag 


4260 


tgcaaagctc tcattgagag 


caatcaaacL 


gccaggtgga 


aaaatgtgaa 


agtaaacttt 


4320 


gataacgtag 


gacttggata 


tctgtctcta 


cttcaagtag 


ccacgtttaa 


gggatggatg 


4380 


gatattatgt 


atgcagctgt 


tgattcacga 


aatgtagaat 


tacaacccaa 


gtatgaagac 


4440 


aacctgtaca 


tgtatcttta 


ttttgtcatc 


tttattattt 


ttggttcatt 


ctttaccttg 


4500 


aatcttttca ttggtgtcat 


catagataac 


ttcaaccaac 


agaaaaagaa 


gtttggaggt 


4560 


caagacattt 


ttatgacaga 


agaacagaag 


aaatactaca 


atgcaatgaa 


aaaactgggt 


4620 


tcaaagaaac 


cacaaaaacc 


catacctcga 


cctgctaaca 


aattccaagg 


aatggtcttt 


4680 


gattttgtaa 


ccaaacaagt 


ctttgatatc agcatcatga tcctcatctg ccttaacatg 


4740 


gtcaccatga tggtggaaac 


cgatgaccag 


agtcaagaaa 


tgacaaacat 


tctgtactgg 


4800 


attaatctgg 


tgtttattgt 


tctgttcact 


ggagaatgtg 


tgctgaaact 


gatctctctt 


4860 


cgttactact 


atttcactat 


tggatggaat 


atttttgatt ttgtggtggt 


cattctctcc 


4920 


attgtaggaa 


tgtttctggc 


tgaactgata 


gaaaagtatt 


ttgtgtcccc 


taccctgttc 


4980 


cgagtgatcc 


gtcttgccag 


gattggccga 


atcctacgtc 


tgatcaaagg 


agcaaagggg 


5040 


atccgcacgc 


tgctctttgc 


tttgatgatg 


tcccttcctg 


cgttgtttaa 


catcggcctc 


5100 


cttcttttcc 


tggtcatgtt 


catctacgcc 


atctttggga 


tgtccaattt 


tgcctatgtt 


5160 


aagagggaag 


ttgggatcga 


tgacatgttc 


aactttgaga 


cctttggcaa 


cagcatgatc 


5220 


tgcctgttcc 


aaattacaac 


ctctgctggc 


tgggatggat 


tgctagcacc 


tattcttaat 


5280 


agtggacctc 


cagactgtga 


ccctgacaaa 


gatcaccctg 


gaagctcagt 


taaaggagac 


5340 


tgtgggaacc 


catctgttgg 


gattttcttt 


tttgtcagtt 


acatcatcat 


atccttcctg 


5400 


gttgtgctga 


acatgtacat 


cgcggtcatc 


ctggagaact 


tcagtgttgc tactgaagaa 


5460 


agtgcagagc 


ctctgagtga 


ggatgacttt gagatgttct atgaggtttg ggagaagttt 


5520 


gatcccgatg 


cgacccagtt 


tatagagttt 


gccaaacttt 


ctgattttgc 


agatgccctg 


5580 


gatcctcctc 


ttctcatagc 


aaaacccaac 


aaagtccagc 


tcattgccat ggatctgccc 


5640 


atggtgagtg 


gtgaccggat 


ccactgtctt 


gacatcttat 


ttgcttttac 


aaagcgtgtt 


5700 


ttgggtgaga gtggagagat 


ggatgccctt 


cgaatacaga tggaagagcg 


attcatggca 


5760 


tcaaacccct 


ccaaagtctc 


ttatgagccc 


attacgacca 


cgttgaaacg 


caaacaagag 


5820 

■ 


gaggtgtctg 


ctattattat 


ccagagggct 


tacagacgct 


acctcttgaa 


gcaaaaagtt 


5880 


aaaaaggtat 


caagtatata 


caagaaagac 


aaaggcaaag 


aatgtgatgg 


aacacccatc 


5940 


aaagaagata ctctcattga 


taaactgaat 


gagaattcaa 


ctccagagaa 


aaccgatatg 


6000 
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acgccttcca 


ccacgtctcc 


SSCP update Sequences. ST25* 
accctcgtat gatagtgtga ccaaaccaga 

« 


aaaagaaaaa 


6060 


tttgaaaaag 


acaaatcaga 


aaaggaagac 


aaagggaaag 


atatcaggga 


aagtaaaaag 


6120 


taaaaagaaa 


ccaagaattt 


tccattttgt 


gatcaattgt 


ttacagcccg 


tgatggtgat 


6180 


gtgtttgtgt 


caacaggact 


cccacaggag 


gtctatgcca 


aactgactgt 


ttttacaaat 


6240 


gtatacttaa ggtcagtgcc tataacaaga cagagacctc tggtcagcaa actggaactc 


6300 


agtaaactgg 


agaaatagta tcgatggg 








6328 


<210> 12 

<211> 6328 

<212> DNA 

<213> Homo sapiens 








r 

• 




<400> 12 
ttcttggtgc 


cagcttatca 


atcccaaact 


ctgggtgtaa 


aagattctac 


agggcacttt 


60 


cttatgcaag 


gagctaaaca gtgattaaag gagcaggatg aaaagatggc 


acagxcagtg 


120 


ctggtaccgc 


caggacctga 


cagcttccgc 


ttctttacca 


gggaatccct 


tgctgcLatt 


180 


gaacaacgca 


ttgcagaaga gaaagctaag 


agacccaaac 


aggaacgcaa 


ggatgaggat 


240 


gatgaaaatg 


gcccaaagcc 


aaacagtgac 


ttggaagcag 


gaaaatctct 


xccatt xat t 


300 


tatggagaca 


ttcctccaga 


gatggtgtca 


gtgcccctgg 


aggatctgga 


ccccLacxat 


360. 


atcaataaga 


aaacgtttat 


agtattgaat 


aaagggaaag 


caatctctcg 


attcagtgcc 

* 


420 


acccctgccc 


tttacatttt 


aactcccttc 


aaccctatta 


gaaaattagc 


^— «f- *■> **\ *4U 

Ta LtaagaTix 


480 


ttggtacatt 


ctttattcaa tatgctcatt 


atgtgcacga 


ttcttaccaa 


cxg Tig uaLXi. 


540 


atgaccatga 


gtaaccctcc 


agactggaca 


aagaatgtgg 


agtatacctt 


LaCd.yyd.ctL L 


600 


tatacttttg 


aatcacttat 


taaaatactt 


gcaaggggct 


tttgtttaga 


aga L L LLdCd 


660 


tttttacggg 


atccatggaa ttggttggat ttcacagtca ttacttttgc 


axa L.g Ly dLd 


720 


gagtttgtgg 


acctgggcaa 


tgtctcagcg 


ttgagaacat 


tcagagttct 


CLy dy ud LLy 


780 


aaaacaattt 


cagtcattcc 


aggcctgaag 


accattgtgg 


gggccctgat 


rrantrantn 
LLdy LLay LLJ 


840 


aagaagcttt 


ctgatgtcat 


gatcttgact 


gtgttctgtc 


taagcgtgtt 


tgcgctaata 


900 


ggattgcagt 


tgttcatggg 


caacctacga 


aataaatgtt 


tgcaatggcc 


tccagataat 


960 


tcttcctttg 


aaataaatat 


cacttccttc 


tttaacaatt 


cattggatgg 


gaatggtact 


1020 


actttcaata 


ggacagtgag 


catatttaac 


tgggatgaat 


atattgagga 


taaaagtcac 


1080 


ttttattttt 


tagaggggca aaatgatgct 


ctgctttgtg 


gcaacagctc 


agatgcaggc 


1140 


cagtgtcctg 


aaggatacat 


ctgtgtgaag 


gctggtagaa 


accccaacta 


tggctacacg 


1200 


agctttgaca 


cctttagttg 


ggcctttttg 


tccttatttc 


gtctcatgac 


tcaagacttc 


1260 


tgggaaaacc 


tttatcaact 


gacactacgt 


gctgctggga aaacgtacat 


gatatttttt 


1320 


gtgctgigtca 


ttttcttggg 


ctcattctat 


ctaataaatt 


tgatcttggc 


tgtggtggcc 


1380 


atggcctatg 


aggaacagaa 


tcaggccaca ttggaagagg ctgaacagaa 


ggaagctgaa 


1440 


tttcagcaga 


tgctcgaaca 


gttgaaaaag 


caacaagaag 


aagctcaggc 


ggcagctgca 


1500 
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gccgcatctg 


ctgaatcaag 


agacttcagt 


ggtgctggtg 


ggataggagt 


tttttcagag 


1560 


agttcttcag 


tagcatctaa 


gttgagctcc 


aaaagtgaaa aagagctgaa 


aaacagaaga 


1620 


aagaaaaaga 


aacagaaaga 


acagtctgga 


gaagaagaga 


aaaatgacag 


agtcctaaaa 


1680 


tcggaatctg 


aagacagcat 


aagaagaaaa ggtttccgtt tttccttgga 


aggaagtagg 


1740 


ctgacatatg 


aaaagagatt 


ttcttctcca 


caccagtcct 


tactgagcat 


ccgtggctcc 


1800 


cttttctctc, 


caagacgcaa 


cagtagggcg 


agccttttca gcttcagagg 


tcgagcaaag 


1860 


gacattggct 


ctgagaatga 


ctttgctgat 


gatgagcaca 


gcacctttga 


ggacaatgac 


1920 


agccgaagag 


actctctgtt 


cgtgccgcac 


agacatggag 


aacggcgcca 


cagcaatgtc 


1980 


agccaggcca 


gccgtgcctc 


cagggtgctc 


cccatcctgc 


ccatgaatgg 


gaagatgca.t 


2040 


agcgctgtgg 


actgcaatgg 


tgtggtctcc 


ctggtcgggg 


gcccttctac 


cctcacatct 


2100 


gctgggcagc 


tcctaccaga gggcacaact actgaaacag aaataagaaa 


gagacggtcc 


2160 


agttcttatc 


atgtttccat 


ggatttattg 


gaagatccta 


catcaaggca 


aagagcaatg 


2220 


agtatagcca 


gtattttgac 


caacaccatg 


gaagaacttg 


aagaatccag 


acagaaatgc 


2280 


ccaccatgct 


ggtataaatt 


tgctaatatg 


tgtttgattt 


gggactgttg 


taaaccatgg 


2340 


ttaaaggtga 


aacaccttgt 


caacctggtt 


gtaatggacc 


catttgttga 


cctggccatc 


2400 


accatctgca 


ttgtcttaaa 


tacactcttc 


atggctatgg 


agcactatcc 


catgacggag 


2460 


cagttcagca 


gtgtactgtc 


tgttggaaac 


ctggtcttca 


cagggatctt 


cacagcagaa 


2520 


atgtttctca 


agataattgc 


catggatcca 


tattattact 


ttcaagaagg 


ctggaatatt 


2580 


tttgatggtt 


ttattgtgag 


ccttagttta 


atggaacttg 


gtttggcaaa 


tgtggaagga 


2640 


ttgtcagttc 


tccgatcatt 


ccggctgctc 


cgagttttca 


agttggcaaa 


atcttggcca 


2700 


actctaaata 


tgctaattaa 


gatcattggc 


aattctgtgg 


gggctctagg 


aaacctcacc 


2760 


ttggtattgg 


ccatcatcat 


cttcattttt 


gctgtggtcg 


gcatgcagct 


ctttggtaag 


2820 


agctacaaag 


aatgtgtctg 


caagatttcc 


aatgattgtg 


aactcccacg 


ctggcacatg 


2880 


catgactttt 


tccactcctt 


cctgatcgtg 


ttccgcgtgc 


tgtgtggaga 


gtggatagag 


2940. 


accatgtggg 


actgtatgga 


ggtcgctggc 


caaaccatgt 


gccttactgt 


cttcatgatg 


3000 


gtcatggtga 


ttggaaatct 


agtggttctg 


aacctcttct 


tggccttgct 


tttgagttcc 


3060 


ttcagttctg 


acaatcttgc tgccactgat gatgataacg aaatgaataa 


tctccagatt 


3120 


qctatQCjqaa 


ggatgcagaa 


aggaatcgat 


tttgttaaaa 


gaaaaatacg 


tgaatttatt 


3180 


cagaaagcct 


ttgttaggaa 


gcagaaagct 


ttagatgaaa 


ttaaaccgct 


tgaagatcta 


3240 


aataataaaa 


aagacagctg 


tatttccaac 


cataccacca tagaaatagg 


caaagacctc 


3300 


aattatctca 


aagacggaaa tggaactact 


agtggcatag 


gcagcagtgt 


agaaaaatat 


3360 


gtcgtggatg 


aaagtgatta 


catgtcattt 


ataaacaacc 


ctagcctcac 


tgtgacagta 


3420 


ccaattgctg 


ttggagaatc 


tgactttgaa 


aatttaaata 


ctgaagaatt 


cagcagcgag 


3480 


tcagatatgg 


aggaaagcaa 


agagaagcta 


aatgcaacta 


gttcatctga 

* 


aggcagcacg 


3540 
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gttgatattg 


gagctcccgc 


cgagggagaa 


cagcctgagg 


ttgaacctga 


ggaatccctt 


3600 


gaacctgaag 


cctgttttac 


agaagactgt 


gtacggaagt 


tcaagtgttg tcagataagc 


3660 


atagaagaag 


gcaaagggaa 


actctggtgg 


aatttgagga 


aaacatgcta taagatagtg 


3720 


gagcacaatt 


ggttcgaaac 


cttcattgtc 


ttcatgattc 


tgctgagcag 


tggggctctg 


3780 


gcctttgaag 


atatatacat 


tgagcagcga 


aaaaccatta 


agaccatgtt agaatatgct 


3840 


gacaaggttt 


tcacttacat 


attcattctg 


gaaatgctgc 


taaagtgggt 


tgcatatggt 


3900 


tttcaagtgt 


attttaccaa 


tgcctggtgc 


tggctagact 


tcctgattgt 


tgatgtctca 


3960 


ctggttagct 


taactgcaaa 


tgccttgggt 


tactcagaac ttggtgccat caaatccctc 


4020 


agaacactaa 


gagctctgag 


gccactgaga gctttgtccc 


ggtttgaagg 


aatgagggtt 


4080 


gttgtaaatg 


ctcttttagg 


agccattcca 


tctatcatga 


atgtacttct ggtttgtctg 


4140 


atcttttggc 


taatattcag 


tatcatggga 


gtgaatctct ttgctggcaa gttttaccat 


4200 


tgtattaatt 


acaccactgg 


agagatgttt 


gatgtaagcg 


tggtcaacaa 


ctacagtgag 


4260' 


tgcaaagctc 


tcattgagag 


caatcaaact 


gccaggtgga 


aaaatgtgaa 


agtaaacttt 


4320 


gataacgtag 


gacttggata 


tctgtctcta 


cttcaagtag 


ccacgtttaa gggatggatg 


4380 


gatattatgt 


atgcagctgt 


tgattcacga 


aatgtagaat 


tacaacccaa 


gtatgaagac 


4440 


aacctgtaca 


tgtatcttta 


ttttgtcatc 


tttattattt 


ttggttcatt 


ctttaccttg 


4500 


aatcttttca 


ttggtgtcat 


catagataac 


ttcaaccaac 


agaaaaagaa 


gtttggaggt 


4560 


caagacattt 


ttatgacaga 


agaacagaag 


aaatactaca 


atgcaatgaa 


aaaactgggt 


4620 


tcaaagaaac 


■ 

cacaaaaacc 


catacctcga 


cctgctaaca 


aattccaagg 


aatggtcttt 


4680 


gattttgtaa ccaaacaagt 


ctttgatatc 


agcatcatga 


tcctcatctg 


ccttaacatg 


4740 


gtcaccatga 


tggtggaaac 


cgatgaccag 


agtcaagaaa 


tgacaaacat 


tctgtactgg 


4800 


attaatctgg 


tgtttattgt 


tctgttcact 


ggagaatgtg 


tgctgaaact 


gatctctctt 


.4860 


cgttactact 


atttcactat 


tggatggaat 


atttttgatt 


ttgtggtggt 


cattctctcc 


-4920 


attgtaggaa 


tgtttctggc 


tgaactgata 


gaaaagtatt 


ttgtgtcccc 


taccctgttc 


4980 


cgagtgatcc 


gtcttgccag 


gattggccga 


atcctacgtc 


tgatcaaagg 


agcaaagggg 


5040 


atccgcacgc 


tgctctttgc 


tttgatgatg tcccttcctg cgttgtttaa catcggcctc 


5100 


cttcttttcc 


tggtcatgtt 


catctacgcc 


atctttggga 


tgtccaattt 


tgcctatgtt 


5160 


aagagggaag 


ttgggatcga 


tgacatgttc 


aactttgaga 


cctttggcaa 


cagcatgatc 


5220 


tgcctgttcc 


aaattacaac 


ctctgctggc tgggatggat tgctagcacc 


tattcttaat 


5280 


agtggacctc 


cagactgtga 


ccctgacaaa 


gatcaccctg 


gaagctcagt 


taaaggagac 


5340 


tgtgggaacc 


catctgttgg 


gattttcttt tttgtcagtt 


acatcatcat 


atccttcctg 


5400 


gttgtgctga 


acatgtacat 


cgcggtcatc ctggagaact tcagtgttgc tactgaagaa 


5460 


agtgcagagc 


ctctgagtga 


ggatgacttt 


gagatgttct 


atgaggtttg 


ggagaagttt 


5520 


gatcccgatg 


cgacccagtt 


tatagagttt 


gccaaacttt 


ctgattttgc 


agatgccctg 


5580 
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gatcctcctc ttctcatagc aaaacccaac aaagtccagc tcattgccat ggatctgccc 5640 

atggtgagtg gtgaccggat ccactgtctt gacatcttat ttgcttttac aaagcgtgtt 5700 

ttgggtgaga gtggagagat ggatgccctt cgaatacaga tggaagagcg attcatggca 5760 

tcaaacccct ccaaagtctc ttatgagccc attacgacca cgttgaaacg caaacaagag 5820 

gaggtgtctg ctattattat ccagagggct tacagacgct acctcttgaa gcaaaaagtt 5880 

aaaaaggtat caagtatata caagaaagac aaaggcaaag aatgtgatgg aacacccatc 5940 

aaagaagata ctctcattga taaactgaat gagaattcaa ctccagagaa aaccgatatg 6000 

acgccttcca ccacgtctcc accctcgtat gatagtgtga ccaaaccaga aaaagaaaaa 6060 

tttgaaaaag acaaatcaga aaaggaagac aaagggaaag atatcaggga aagtaaaaag 6120 

taaaaagaaa ccaagaattt tccattttgt gatcaattgt ttacagcccg tgatggtgat 6180 

gtgtttgtgt caacaggact cccacaggag gtctatgcca aactgactgt ttttacaaat 6240 

gtatacttaa ggtcagtgcc tataacaaga cagagacctc tggtcagcaa actggaactc 6300 

agtaaactgg agaaatagta tcgatggg ' 6328 

<210> 13 

<211> 6328 

<212> DNA 

<213> Homo sapiens 

<400> 13 



ttcttggtgc 


cagcttatca 


atcccaaact 


ctgggtgtaa 


aagattctac 


agggcacttt 


60 


cttatgcaag 


gagctaaaca 


gtgattaaag 


gagcaggatg 


aaaagatggc 


acagtcagtg 


120 


ctggtaccgc 


caggacctga 


cagcttccgc 


ttctttacca 


gggaatccct 


tgctgctatt 


180 


gaacaacgca 


ttgcagaaga 


gaaagctaag 


agacccaaac 


aggaacgcaa 


ggatgaggat 


240 


gatgaaaatg 


gcccaaagcc 


aaacagtgac 


ttggaagcag 


gaaaatctct 


tccatttatt 


300 


tatggagaca 


ttcctccaga 


gatggtgtca 


gtgcccctgg 


aggatctgga 


cccctactat 


360 


atcaataaga 


aaacgtttat 


agtattgaat 


aaagggaaag 


caatctctcg 


attcagtgcc 


420 


acccctgccc 


tttacatttt 


aactcccttc 


aaccctatta 


gaaaattagc 


tattaagatt 


480 


ttggtacatt 


ctttattcaa tatgctcatt 


atgtgcacga 


ttcttaccaa 


ctgtgtattt 


540 


atgaccatga 


gtaaccctcc 


agactggaca 


aagaatgtgg 


agtatacctt 


tacaggaatt 


600 


tatacttttg 


aatcacttat taaaatactt gcaaggggct tttgtttaga agatttcaca 


660 


tttttacggg 


atccatggaa ttggttggat 


ttcacagtca 


ttacttttgc 


atatgtgaca 


720 


gagtttgtgg 


acctgggcaa 


tgtctcagcg 


ttgagaacat 


tcagagttct 


ccgagcattg 


780 


aaaacaattt 


cagtcattcc 


aggcctgaag 


accattgtgg 


gggccctgat 


ccagtcagtg 


840 


aagaagcttt 


ctgatgtcat 


gatcttgact 


gtgttctgtc 


taagcgtgtt 


tgcgctaata 


900 


ggattgcagt 


tgttcatggg 


caacctacga 


aataaatgtt 


tgcaatggcc 


tccagataat 


960 


tcttcctttg 


aaataaatat 


cacttccttc 


tttaacaatt 
Page 46 


cattggatgg 


gaatggtact 


1020 
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actttcaata 


ggacagtgag 


SSCP Update Sequences. ST25 
catatttaac tgggatgaat atattgagga 


taaaagtcac 


1080 


ttttattttt 


tagaggggca 


■*> pm Mm mpm am | m mm -pm 4m 

aaatgaxgcx: 


ctgctttgtg 


gcaacagcxc 


agatgcaggc 


1140 


cagtgtcctg 


aaggatacat 


ctgtgtgaag 


gcxggtagaa 


aCCCCaaLLd 


tggctacacg 


1200 


agctttgaca 


cctttagttg 


ggcc tt u l tg 


TCC L XaT-T. lC 


g LC LCa LydL 


tcaagacttc 


1260 


tgggaaaacc 


tttatcaact 


^M «"m, M™ ^m. ^M ifrw '•"Bj mm M M 

gacactacg t 


gctgctggga 


aaacg LaCd l 


gatatttttt 


1320 


gtgctggtca 


ttttcttggg 


M™ 4" mm •**! "4"» "4™ 1 4™ ■ "li 

ctcattcta l 


C liaa Iddd L L 


Lyd lc LXygc 


tgtggtggcc 


1380 


atggcctatg 


aggaacagaa 


■•m m~* m"m m*» mm* m-*" *~i 

xcaggccaca 


ttggaagagg 


ccgaacagaa 


ggaagctgaa 


1440 


tttcagcaga 


tgctcgaaca 


gttgaaaaag 


caacaagaag 


aagcrcaggc 


ggcagctgca 


1500 


gccgcatctg 


ctgaatcaag 


agacttcagt 


ggtgctggtg 


nn5 + 5nn5n1" 

ggataggagi: 


tttttcagag 


1560 


agttcttcag 


tagcatctaa 


gttgagctcc 


aaaagtgaaa 


aagagctigaa 


aaacagaaga 


1620 


aagaaaaaga 


aacagaaaga 


acagtctgga 


gaagaagaga 


aaaatgacag 


agtcctaaaa 


1680 


tcgqaatctg 


aagacagcat 


aagaagaaaa 


ggt ttccgtt 


^ 4- -W M. m*> «|m m]m MM M| #x 

tttcct tgga 


aggaagtagg 


1740 


ctgacatatg 


aaaagagatt 

m* 


ttcttctcca 


caccagtcct 


«W MM MM — » MM MM •> aAk* 

tactgagcat 


ccgtggctcc 


1800 


cttttctctc 


caagacgcaa 


cagtagggcg 


agccttttca 


MM 'A ~ | ^— a— MM MM MM 

gcttcagagg 


tcgagcaaag 


1860 


gacattggct 


ctgagaatga 


ctttgctgat 


gatgagcaca 


MMj MB> MM, MM ■£« M&M *Am mm pm 

gcacc txtga 


ggacaatgac 


1920 


agccgaagag 


actctctgtt 


cgtgccgcac 


agacatggag 


|P\ bM M«» MM MM #■ MW MM MM ^M 

aacggcgcca 


cagcaatgtc 


1980 


agccaggcca 


gccgtgcctc 


cagggtgctc 


cccatcctgc 


M™ MM *M t 1 MM PM M^ B^H MM MM 

ccatgaatgg 


gaagatgcat 


2040 


agcgctgtgg 


actgcaatgg 


tgtggtctcc 


ctggtcgggg 


MM M— » M> MM ^ MM p4-» jM 

gcccx Tctac 


cctcacatct 


2100 


gctgggcagc 


tcctaccaga 


gggcacaact 


MMV ^B^P MM PS «P% Mte Ml MM, 

actgaaacag 


aaataagaaa 


gagacggtcc 


2160 


agttcttatc. atgtttccat 


1 ul _,_ a -ft* MM 

ggatttattg 


gaagatccta 


catcaaggca 


aagagcaatg 


2220 


agtatagcca 


gtattttgac 


caacaccatg 


gaagaacttg 


aagaatccag 


acagaaatgc 


2280 


ccaccatgct 


ggtataaatt 


•fc*) J -1. .Mm MMB> MBl •** *tw #M «lv MM 

tgctaatatg 


tgtttgattt 


gggactgttg 


taaaccatgg 


2340 


ttaaaggtga 


aacaccttgt 


MW Mm Mm M^ ^P> MM At nmmi 

caacctggtt 


gtaatggacc 


catttgttga 


cctggccatc 


2400 


accatctgca 


ttgtcttaaa 


tacactc Ltc 


atggctatgg 


agcactatcc 


catgacggag 


2460 


cagttcagca 


gtgtactgtc 


*Sm> MM ■ ■ ■ M*W m_ PM PM 

tgttggaaac 


ctggtcttca 


cagggatctt 


cacagcagaa 


2520 


atgtttctca 


agataattgc 


catggatcca 


tattattact ttcaagaagg 


ctggaatatt 


2580 


tttgatggtt 


ttattgtgag 


ccttagttta 


atggaacttg. 


gtttggcaaa 


tgtggaagga 


2640 


ttgtcagttc 


tccgatcatt 


ccggctgctc 


cgagttttca 


agttggcaaa 


atcttggcca 


2700 


actctaaata 


tgctaattaa 


gatcattggc 


aattctgtgg 


gggctctagg 


aaacctcacc 

V** *M*V M%- MM *M *M ^M WM*> MM MM 


2760 


ttggtattgg 


ccatcatcgt 


cttcattttt 


gctgtggtcg 


gcatgcagct 


ctttggtaag 


2820 


agctacaaag 


aatgtgtctg 


caagatttcc 


aatgattgtg 


aactcccacg 


ctggcacatg 


2880 


catgactttt 


tccactcctt 


cctgatcgtg 


ttccgcgtgc 


tgtgtggaga 


gtggatagag 


2940 


accatgtggg 


actgtatgga 


ggtcgctggc 


caaaccatgt 


gccttactgt 


cttcatgatg 


3000 


gtcatggtga ttggaaatct 


agtggttctg 


aacctcttct 


tggccttgct 


tttgagttcc 


3060 
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ttcagttctg acaatcttgc tgccactgat gatgataacg aaatgaataa tatccagatt 3120 

gctgtgggaa ggatgcagaa aggaatcgat tttgttaaaa gaaaaatacg tgaatttatt 3180 

cagaaagcct ttgttaggaa gcagaaagct ttagatgaaa ttaaaccgct tgaagatcta 3240 

aataataaaa aagacagctg tatttccaac cataccacca tagaaatagg caaagacctc 3300 

aattatctca aagacggaaa tggaactact agtggcatag gcagcagtgt agaaaaatat 3360 

gtcgtggatg aaagtgatta catgtcattt ataaacaacc ctagcctcac tgtgacagta 3420 

ccaattgctg ttggagaatc tgactttgaa aatttaaata ctgaagaatt cagcagcgag 3480 

tcagatatgg aggaaagcaa agagaagcta aatgcaacta gttcatctga aggcagcacg 3540 

gttgatattg gagctcccgc cgagggagaa cagcctgagg ttgaacctga ggaatccctt 3600 

gaacctgaag cctgttttac agaagactgt gtacggaagt tcaagtgttg tcagataagc 3660 

atagaagaag gcaaagggaa actctggtgg aatttgagga aaacatgcta taagatagtg 3720 

gagcacaatt ggttcgaaac cttcattgtc ttcatgattc tgctgagcag tggggctctg 3780 

gcctttgaag atatatacat tgagcagcga aaaaccatta agaccatgtt agaatatgct 3840 

gacaaggttt tcacttacat attcattctg gaaatgctgc taaagtgggt tgcatatggt 3900 

tttcaagtgt attttaccaa tgcctggtgc tggctagact tcctgattgt tgatgtctca 3960 

ctggttagct taactgcaaa tgccttgggt tactcagaac ttggtgccat caaatccctc 4020 

agaacactaa gagctctgag gccactgaga gctttgtccc ggtttgaagg aatgagggtt , 4080 

gttgtaaatg ctcttttagg agccattcca tctatcatga atgtacttct ggtttgtctg 4140 

atcttttggc taatattcag tatcatggga gtgaatctct ttgctggcaa gttttaccat 4200 

tgtattaatt acaccactgg agagatgttt gatgtaagcg tggtcaacaa ctacagtgag 4260 

tgcaaagctc tcattgagag caatcaaact gccaggtgga aaaatgtgaa agtaaacttt 4320 

gataacgtag gacttggata tctgtctcta cttcaagtag ccacgtttaa gggatggatg 4380 

gatattatgt atgcagctgt tgattcacga aatgtagaat tacaacccaa gtatgaagac 4440 

aacctgtaca tgtatcttta ttttgtcatc tttattattt ttggttcatt ctttaccttg 4500 

aatcttttca ttggtgtcat catagataac ttcaaccaac agaaaaagaa gtttggaggt 4560 

caagacattt ttatgacaga agaacagaag aaatactaca atgcaatgaa aaaactgggt 4620 

tcaaagaaac cacaaaaacc catacctcga cctgctaaca aattccaagg aatggtcttt 4680 

gattttgtaa ccaaacaagt ctttgatatc agcatcatga tcctcatctg ccttaacatg 4740 

gtcaccatga tggtggaaac cgatgaccag agtcaagaaa tgacaaacat tctgtactgg 4800 

attaatctgg tgtttattgt tctgttcact ggagaatgtg tgctgaaact gatctctctt 4860 

cgttactact atttcactat tggatggaat atttttgatt ttgtggtggt cattctctcc 4920 

attgtaggaa tgtttctggc tgaactgata gaaaagtatt ttgtgtcccc taccctgttc 4980 

cgagtgatcc gtcttgccag gattggccga atcctacgtc tgatcaaagg agcaaagggg 5040 

atccgcacgc tgctctttgc tttgatgatg tcccttcctg cgttgtttaa catcggcctc 5100 
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cttcttttcc 


tggtcatgtt 


SSCP update sequences. ST2 5 
catctacgcc atctttggga tgtccaattt 


tgcctatgtt 


5160 


aagagggaag 


ttgggatcga 


tgacatgttc 


aactttgaga cctttggcaa 


cagcatgatc 


5220 


tgcctgttcc 


aaattacaac 


ctctgctggc 


tgggatggat 


tgctagcacc 


tattcttaat 


5280 


agtggacctc 


cagactgtga 


ccctgacaaa 


gatcaccctg 


gaagctcagt 


taaaggagac 


5340 


tgtgggaacc 


catctgttgg 


gattttcttt 


tttgtcagtt 


acatcatcat 


atccttcctg 


5400 


gttgtgctga 


acatgtacat 


cgcggtcatc 


ctggagaact 


tcagtgttgc 


tactgaagaa 


5460 


agtgcagagc 


ctctgagtga 


ggatgacttt gagatgttct atgaggtttg 


ggagaagttt 


5520 


gatcccgatg 


cgacccagtt 


tatagagttt 


gccaaacttt 


ctgattttgc 


agatgccctg 


5580 


gatcctcctc 


ttctcatagc 


aaaacccaac aaagtccagc tcattgccat 


ggatctgccc 


5640 


atggtgagtg 


gtgaccggat 


ccactg tclT 


gacatcttat 


ttgcttttac 


aaagcgtgtt 


5700 


ttgggtgaga 


gtggagagat 


ggatgccctt 


cgaatacaga tggaagagcg 


attcatggca 


5760 


tcaaacccct 


ccaaagtctc 


ttatgagccc 


attacgacca 


cgttgaaacg 


caaacaagag 


5820 


gaggtgtctg 


ctattattat 


ccagagggct 


tacagacgct 


acctcttgaa 


gcaaaaagtt 


5880 


aaaaaggtat 


caagtatata 


caagaaagac 


aaaggcaaag 


aatgtgatgg 


aacacccatc 


5940 


aaagaagata 


ctctcattga 


taaactgaat 


gagaattcaa 


ctccagagaa 


aaccgatatg 


6000 


acgccttcca 


ccacgtctcc 


accctcgtat 


gatagtgtga 


ccaaaccaga 


aaaagaaaaa 


6060 


tttgaaaaag 


acaaatcaga 


aaaggaagac 


aaagggaaag 


atatcaggga 


aagtaaaaag 


6120 


taaaaagaaa 


ccaagaattt 


tccattttgt 


gatcaattgt ttacagcccg 


tgatggtgat 


6180 


gtgtttgtgt 


caacaggact 


cccacaggag 


gtctatgcca 


aactgactgt 


ttttacaaat 


6240 


gtatacttaa 


ggtcagtgcc 


tataacaaga 


cagagacctc 


tggtcagcaa 


actggaactc 


6300 


agtaaactgg 


agaaatagta 


tcgatggg 






■ 


bo2o 


<210> 14 

<211> 6328 

<212> DNA 

<213> Homo sapiens 








• 




<400> 14 
ttcttggtgc 


* 

cagcttatca 


atcccaaact 


ctgggtgtaa 


aagattctac 


agggcacttt 


60 


cttatgcaag 


gagctaaaca 


gtgattaaag 


gagcaggatg 


aaaagatggc 


acagtcagtg 


120 


ctggtaccgc 


caggacctga 


cagcttccgc 


ttctttacca 


gggaatccct 


tgctgctatt 


180 


gaacaacgca ttgcagaaga 


gaaagctaag 


agacccaaac 


aggaacgcaa 


ggatgaggat 


240 


gatgaaaatg gcccaaagcc 


aaacagtgac ttggaagcag gaaaatctct 


tccatttatt 


300 


tatggagaca ttcctccaga 


gatggtgtca 


gtgcccctgg 


aggatctgga 


cccctactat 


360 


atcaataaga 


aaacgtttat 


agtattgaat 


aaagggaaag 


caatctctcg 


attcagtgcc 


420 


acccctgccc 


ttta.catttt 


aactcccttc 


aaccctatta 


gaaaattagc 


tattaagatt 


480 


ttggtacatt 


ctttattcaa 


tatgctcatt 


atgtgcacga 


ttcttaccaa 


ctgtgtattt 


540 


atgaccatga 


gtaaccctcc 


agactggaca 


aagaatgtgg 
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agtatacctt 


tacaggaatt 


600 
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tatacttttg 


aatcacttat 


taaaatactt 


gcaaggggct 


tttgtttaga 


agatttcaca 


660 


tttttacggg 


atccatggaa 


ttggttggat 


ttcacagtca 


ttacttttgc 


atatgtgaca 


720 


gagt'ttgtgg 


acctgggcaa 


tgtctcagcg 


ttgagaacat 


tcagagttct 


ccgagcattg 


780 


aaaacaattt 


cagtcattcc 


aggcctgaag 


accattgtgg 


gggccctgat 


ccagtcagtg 


840 


aagaagcttt 


ctgatgtcat 


gatcttgact 


gtgttctgtc 


taagcgtgtt 


tgcgctaata 


900 


ggattgcagt 


tgttcatggg 


caacctacga 


aataaatgtt 


tgcaatggcc 


tccagataat 


960 


tcttcctttg 


aaataaatat 


cacttccttc 


tttaacaatt 


cattggatgg 


gaatggtact 


1020 


actttcaata 


ggacagtgag 


catatttaac 


tgggatgaat 


atattgagga 


taaaagtcac 


1080 


ttttattttt 

* 


tagaggggca 


aaatgatgct 


ctgctttgtg 


gcaacagctc 


agatgcaggc 


1140 


cagtgtcctg 


aaggatacat 


ctgtgtgaag 


gctggtagaa 


accccaacta 


tggctacacg 


1200 


agctrtgaca 


cctttagttg 


ggcctttttg 


tccttatttc 


gtctcatgac 


tcaagacttc 


1260 


tgggaaaacc 


tttatcaact 


gacactacgt 


gctgctggga aaacgtacat 


gatatttttt 


1320 


gtgctggtca 


ttttcttggg 


ctcattctat 


ctaataaatt 


tgatcttggc 


tgtggtggcc 


1380 


atggcctatg 


aggaacagaa 


tcaggccaca 


ttggaagagg 


ctgaacagaa 


ggaagctgaa 


1440 


tttcagcaga 


tgctcgaaca 


gttgaaaaag 


caacaagaag 


aagctcaggc 


ggcagctgca 


1500 


gccgcatctg 


ctgaatcaag 


agacttcagt 


ggtgctggtg 


ggataggagt 


tttttcagag 


1560 


agttcttcag 


tagcatctaa 


gttgagctcc 


aaaagtgaaa 


aagagctgaa 


aaacagaaga 


1620 


aagaaaaaga 


aacagaaaga 


acagtctgga 


gaagaagaga 


aaaatgacag 
> 


agtcctaaaa 


1680 


tcggaatctg 


aagacagcat 


aagaagaaaa 


ggtttccgtt 


tttccttgga 


aggaagtagg 


1740 


ctgacatatg 


aaaagagatt 


ttcttctcca 


caccagtect 


tactgagcat 


ccgtggctcc 


1800 


cttttctctc 


caagacgcaa 


cagtagggcg- 


agccttttca 


gcttcagagg 


tcgagcaaag 


1860 


gacattggct 


ctgagaatga 


ctttgctgat 


gatgagcaca 


gcacctttga 


ggacaatgac 


1920 


agccgaagag 


actctctgtt 


cgtgccgcac 


agacatggag 


aacggcgcca 


cagcaatgtc 


1980 


agccaggcca 


gccgtgcctc 


cagggtgctc 


cccatcctgc 


ccatgaatgg 


gaagatgcat 


2040 


agcgctgtgg 


actgcaatgg 


tgtggtctcc 


♦ctggtcgggg 


gcccttctac 


cctcacatct 


2100 


gctgggcagc 


tcctaccaga 


gggcacaact 


actgaaacag 


aaataagaaa 


gagacggtcc 


2160 


agttcttatc 


atgtttccat 


ggatttattg 


gaagatccta 


catcaaggca 


aagagcaatg 


2220 


aal*a"taacca 


gtattttgac 


caacaccatg 


gaagaacttg 


aagaatccag 


acagaaatgc 


2280 


ccaccatgct 


ggtataaatt tgctaatatg 


tgtttgattt 


gggactgttg 


taaaccatgg 


2340 


ttaaaggtga 


aacaccttgt 


caacctggtt 


gtaatggacc 


catttgttga 


cctggccatc 


2400 


accatctgca 


rtgtcttaaa 


tacactcttc 


atggctatgg 


agcactatcc 


catgacggag 


2460. 


cagttcagca 


gtgtactgtc tgttggaaac 


ctggtcttca 


cagggatctt 


cacagcagaa 


2520 


atgtttctca 


agataattgc 


catggatcca 


tattattact 


ttcaagaagg 


ctggaatatt 


2580 


tttgatggtt 


ttattgtgag 


ccttagttta 


atggaacttg 


gtttggcaaa 


tgtggaagga 


2640 
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ttgtcagttc 


tccgatcatt 


ccggctgctc 


cgagttttca agttggcaaa 


atcttggcca 


2700 


actctaaata 


tgctaattaa 


* 

gatcattggc 


aattctgtgg gggctctagg 


aaacctcacc 


2760 


ttggtattgg 


ccatcatcgt 


cttcatttrtt 


gctgtggtcg 


gcatgcagct 


ctttggtaag 


2820 


agctacaaag 


aatgtgtctg 


caagatttcc 


aatgattgtg 


aactcccacg 


ctggcacatg 


2880 


catgactttt 


tccactcctt 


cctgatcgtg 


ttccgcgtgc 


tgtgtggaga 


gtggatagag 


2940 


accatgtggg 


actgtatgga 


ggtcgctggc 


caaaccatgt 


gccttactgt 


cttcatgatg 


3000 


gtcatggtga 


ttggaaatct 


agtggttctg 


aacctcttct 


tggccttgct 


tttgagttcc 


3060 


ttcagttctg 


acaatcttgc 


tgccactgat 


gatgataacg 


aaatgaataa 


tctccagatt 


3120 


gctgtgggaa 


ggatgcagaa 


aggaatcgat 


tttgttaaaa 


gaaaaatacg 


tgaatttatt 


3180 


cagaaagcct 


ttgttaggaa 


gcagaaagct 


ttagatgaaa ttaaaccgct 


tgaagatcta 


3240 


aataataaaa 


aagacagctg 


tatttccaac 


cataccacca tagaaatagg 


caaagacctc 


3300 


aattatctca 


aagacggaaa 


tggaactact 


agtggcatag 


gcagcagtgt 


agaaaaatat 


3360 


gtcgtggatg 


aaagtgatta 


catgtcattt 


ataaacaacc 


ctagcctcac 


tgtgacagta 


3420 


ccaattgctg 


ttggagaatc 


tgactttgaa 


aatttaaata 


ctgaagaatt 


cagcagcgag 


3480 


tcagatatgg 


aggaaagcaa 


agagaagcta 


aatgcaacta 


gttcatctga 


aggcagcacg 


3540 


gttgatattg 


gagctcccgc 


cgagggagaa 


cagcctgagg 


ttgaacctga 


ggaatccctt 


3600 


gaacctgaag 


cctgttttac 


agaagactgt 


gtacggaagt 


tcaagtgttg 


tcagataagc 


3660 


atagaagaag 


gcaaagggaa 


actctggtgg 


aatttgagga 


aagcatgcta 


taagatagtg 


3720 


gagcacaatt 


ggttcgaaac 


cttcattgtc 


ttcatgattc 


tgctgagcag 


tggggctctg 


3780 


gcctttgaag 


atatatacat 


tgagcagcga 


aaaaccatta 


agaccatgtt 


agaatatgct 


3840 


gacaaggttt 


tcacttacat 


attcattctg 


gaaatgctgc 


taaagtgggt 


tgcatatggt 


3900 


tttcaagtgt 


attttaccaa 


tgcctggtgc 


tggctagact 


tcctgattgt 


tgatgtctca 


3960 


ctggttagct 


taactgcaaa 


tgccttgggt 


tactcagaac 


ttggtgccat 


caaatccctc 


4020 


agaacactaa 


gagctctgag 


gccactgaga 


• 

gctttgtccc 


ggtttgaagg 


aatgagggtt 


4080 


gttgtaaatg 


ctcttttagg 


agccattcca tctatcatga atgtacttct 


ggtttgtctg 


4140 


atcttttggc 


taatattcag 


tatcatggga 


gtgaatctct 


ttgctggcaa 


gttttaccat 


4200 


tgtattaatt 


acaccactgg 


agagatgttt 


gatgtaagcg 


tggtcaacaa 


ctacagtgag 


4260 


toraaaortc 


tcattaaaaa 


caatcaaact 


gccaggtgga 


aaaatgtgaa 


aataaacttt 


4320 


gataacgtag 


gacttggata 


tctgtctcta 


cttcaagtag 


ccacgtttaa 


gggatggatg 


4380 


gatattatgt 


atgcagctgt 


tgattcacga 


aatgtagaat 


tacaacccaa 


gtatgaagac 


4440 


aacctgtaca 


tgtatcttta 


ttttgtcatc tttattattt ttggttcatt 


ctttaccttg 


4500 


aatcttttca 


ttggtgtcat 


catagataac 


ttcaaccaac 


agaaaaagaa 


gtttggaggt 


4560 


caagacattt 


ttatgacaga 


agaacagaag 


aaatactaca atgcaatgaa 


aaaactgggt 


4620 


tcaaagaaac 


cacaaaaacc 


catacctcga 


cctgctaaca 


aattccaagg 


aatggtcttt 


4680 
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gattttgtaa ccaaacaagt ctttgatatc agcatcatga tcctcatctg ccttaacatg 4740 

gtcaccatga tggtggaaac cgatgaccag agtcaagaaa tgacaaacat tctgtactgg 4800 

* 

attaatctgg tgtttattgt tctgttcact ggagaatgtg tgctgaaact gatctctctt 4860 

cgttactact atttcactat. tggatggaat atttttgatt ttgtggtggt cattctctcc 4920 

attgtaggaa tgtttctggc tgaactgata gaaaagtatt ttgtgtcccc taccctgttc 4980 

cgagtgatcc gtcttgccag gattggccga atcctacgtc tgatcaaagg agcaaagggg 5040 

atccgcacgc tgctctttgc tttgatgatg tcccttcctg cgttgtttaa catcggcctc 5100 

cttcttttcc tggtcatgtt catctacgcc atctttggga tgtccaattt tgcctatgtt 5160 

aagagggaag ttgggatcga tgacatgttc aactttgaga cctttggcaa cagcatgatc 5220 

tgcctgttcc aaattacaac ctctgctggc tgggatggat tgctagcacc tattcttaat 5280 

agtggacctc cagactgtga ccctgacaaa gatcaccctg gaagctcagt taaaggagac 5340 

tgtgggaacc catctgttgg gattttcttt tttgtcagtt acatcatcat atccttcctg 5400 

gttgtgctga acatgtacat cgcggtcatc ctggagaact tcagtgttgc tactgaagaa 5460 

agtgcagagc ctctgagtga ggatgacttt gagatgttct atgaggtttg ggagaagttt 5520 

gatcccgatg cgacccagtt tatagagttt gccaaacttt ctgattttgc agatgccctg 5580 

gatcctcctc ttctcatagc aaaacccaac aaagtccagc tcattgccat ggatctgccc 5640 

atggtgagtg gtgaccggat ccactgtctt gacatcttat ttgcttttac aaagcgtgtt 5700 

ttgggtgaga gtggagagat ggatgccctt cgaatacaga tggaagagcg attcatggca 5760 

tcaaacccct ccaaagtctc ttatgagccc attacgacca cgttgaaacg caaacaagag 5820 

gaggtgtctg ctattattat ccagagggct tacagacgct acctcttgaa gcaaaaagtt 5880 

aaaaaggtat caagtatata caagaaagac aaaggcaaag aatgtgatgg aacacccatc 5940 

aaagaagata ctctcattga taaactgaat gagaattcaa ctccagagaa aaccgatatg 6000 

acgccttcca ccacgtctcc accctcgtat gatagtgtga ccaaaccaga aaaagaaaaa 6060 

tttgaaaaag acaaatcaga aaaggaagac aaagggaaag atatcaggga aagtaaaaag 6120 

taaaaagaaa ccaagaattt tccattttgt gatcaattgt ttacagcccg tgatggtgat 6180 

gtgtttgtgt caacaggact cccacaggag gtctatgcca aactgactgt ttttacaaat 6240 

gtatacttaa ggtcagtgcc tataacaaga cagagacctc tggtcagcaa actggaactc 6300 

agtaaactgg agaaatagta tcgatggg 6328 

• 

<210> 15 

<211> 6328 

<212> DNA 

<213> Homo sapiens 

<400> 15 • 
ttcttggtgc cagcttatca atcccaaact ctgggtgtaa aagattctac agggcacttt 60 

cttatgcaag gagctaaaca gtgattaaag gagcaggatg aaaagatggc acagtcagtg 120 
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ctggtaccgc 


caggacctga 


SSCP Update sequences. ST25 
cagcttccgc ttctttacca gggaatccct 


tgctgctatt 


180 


gaacaacgca 


ttgcagaaga 


gaaagcxaag 


agacccaaac 


clyy ddLLj Ldd 


ggatgaggat 


240 


gatgaaaatg 


gcccaaagcc 


^m. ^k»> ^w 

aaacagtgac 


ttggaagcag 


gaaaaxcxcx 


tccatttatt 


300 


tatggagaca 


ttcctccaga 


gatggtgtca 


gtgccccxgg 


aggaxcxgga 


cccctactat 


360 


atcaataaga 


aaacgtttat 


agtattgaat 


aaagggaaag 


caaxcxcxcg 


attcagtgcc 


420 


acccctgccc 


tttacatttt 


aactcccttc 


aaccctatta 


gaaaaxxagc 


tattaagatt 


480 


ttggtacatt 


ctttattcaa 


xaxgcxcaxx 


axgxgcacga 


xxcxxaccaa 


ctgtgtattt 


540 


atgaccatga 


gtaaccctcc 


agactggaca 


aagaatgtgg 


agxaxaccxx 


tacaggaatt 


600 


tatacttttg 


aatcacttat 


taaaatactt 


gcaaggggct 


tttgtttaga 


agatttcaca 


660 


tttttacggg 


atccatggaa 


ttggttggat 


ttcacagtca 


ttactttxgc 


atatgtgaca 


720 


gagtttgtgg 


acctgggcaa 


tgtctcagcg 


ttgagaacat 


tcagagttct 


ccgagcattg 


780 


aaaacaattt 


cagtcattcc 


aggcctgaag 


accattgtgg 


gggccctgax 


ccagtcagtg 


840 


aagaagcttt 


ctgatgtcat 


* 

gatcttgact 


gtgttctgtc 


taagcgtgtx 


tgcgctaata 


900 


ggattgcagt 


tgttcatggg 


caacctacga 


aataaatgtt 


xgcaatggcc 


tccagataat 


960 


tcttcctttg 


aaataaatat 


cacttccttc 


tttaacaatx 


cattggatgg 


gaatggtact 


1020 


actttcaata 


ggacagtgag 


catatttaac 


tgggatgaat 


axaxxgagga 


taaaagtcac 


1080 


ttttattttt 


tagaggggca 


aaatgatgct 


ctgctttgtg 


gcaacagcxc 


agatgcaggc 

* 


1140 


cagtgtcctg 


aaggatacat 


ctgtgtgaag 


gctggtagaa 


accccaacxa 


tggctacacg 


1200 


agctttgaca 


cctttagttg 


ggcctttttg 


tcctxatttc 


gxcxca xgac 


tcaagacttc 


1260 


tgggaaaacc 


tttatcaact 


gacactacgt 


gctgctggga 


aaacg xacax 


gatatttttt 


1320 


gtgctggtca 


ttttcttggg 


ctcattctat 


cxaataaatx 


tgaxcxxggc 


tgtggtggcc 


1380 


atggcctatg 


aggaacagaa 


tcaggccaca 


ttggaagagg 


cxgaacagaa 


ggaagctgaa 


1440 


tttcagcaga 


tgetcgaaca 


gttgaaaaag 


caacaagaag 


aagcxcaggc 


ggcagctgca 


1500 


gccgcatctg 


ctgaatcaag 


agacttcagt 


ggtgctggtg 


ggaxaggag l 


tttttcagag 


1560 


agttcttcag 


tagcatctaa 


gttgagctcc 


aaaagxgaaa 


aagagcxgcLu. 


aaacagaaga 


1620 


aagaaaaaga 


aacagaaaga 


acagtctgga 


gaagaagaga 


rs o ^ ^ n 

ddddlyaCdy 


agtcctaaaa 


1680 


tcggaatctg 


aagacagcat 


aagaagaaaa 


ggxxxccgxx 


xxxcc l i_yy a 


aggaagtagg 


1740 


ctgacatatg 


aaaagagatt 


tlCLLLLLLQ 


rarrantrrf 


tactaaacat 


ccgtggctcc 


1800 


cttttctctc 


caagacgcaa 


cagtagggcg 


agccttttca 


gcttcagagg 


tcgagcaaag 


1860 


gacattggct 


ctgagaatga 


ctttgctgat 


gatgagcaca 


gcacctttga 


ggacaatgac 


1920 


agccgaagag 


actctctgtt 


cgtgccgcac 


agacatggag 


aacggcgcca 


cagcaatgtc 


1980 


agccaggcca gccgtgcctc 


cagggtgctc 


cccatcctgc 


ccatgaatgg 


gaagatgcat 


2040 


agcgctgtgg 


actgcaatgg 


tgtggtctcc 


ctggtcgggg 


gcccttctac 


cctcacatct 


2100 


gctgggcagc 


tcctaccaga 


gggcacaact 


actgaaacag 


aaataagaaa 


gagacggtcc 


2160 
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agttcttatc 


atgtttccat 


ggatttattg 


gaagatccta 


catcaaggca 


aagagcaatg 


2220 


agtatagcca 


gtattttgac 


caacaccatg 


gaagaacttg 


aagaatccag 


acagaaatgc 


2280 


ccaccatgct 


ggtataaatt tgctaatatg 


tgtttgattt 


gggactgttg 


taaaccatgg 


2340 


ttaaaggtga 






gtaatggacc 


catttgttga 


cctggccatc 


2400 


accatctgca 


tLgi.LLl.aaa 


LaLdLLLLLL 


atggctatgg 


agcactatcc 


catgacggag 


2460 


cagttcagca 


g rg i.ac rg lc 


LQ L cggaaac 


ctggtcttca 


cagggatctt 


cacagcagaa 


2520 


atgtttctca 


aganaa x xgc 


r~ "3 +* /™1 ft **3 +" "5 

C a. L y g ax C Cd 


tattattact 


ttcaagaagg 


ctggaatatt 


2580 


tttgatggtt 


ttattgtgag 


ccttagttta 


atggaacttg 


gtttggcaaa 


tgtggaagga 


2640 


ttgtcagttc 


tccgatcatt 


ccggctgctc 


cgagttttca 


agttggcaaa 


atcttggcca 


2700 


actctaaata 


tgctaattaa 


gatcattggc 


aattctgtgg 


gggctctagg 


aaacctcacc 


2760 


ttggtattgg 


ccatcatcgt 


cttcattttt 


gctgtggtcg 


gcatgcagct 


ctttggtaag 


2820 


agctacaaag 


aatgtgtctg 


caagatttcc 


aatgattgtg 


aactcccacg 


ctggcacatg 


2880 


catgactttt 


tccactcctt 


cctgatcgtg 


ttccgcgtgc 


tgtgtggaga 


gtggatagag 


.2940 


accatgtggg 


actgtatgga 


ggtcgctggc 


caaaccatgt 


gccttactgt 


cttcatgatg 


3000 


gtcatggtga 


ttggaaatct 


agtggttctg 


aacctcttct 


tggccttgct 


tttgagttcc 


3060 


ttcagttctg 


acaatcttgc tgccactgat 


gatgataacg 


aaatgaataa 


tctccagatt 


3120 


gctgtgggaa 


ggatgcagaa 


aggaatcgat 


tttgttaaaa 


gaaaaatacg 


tgaatttatt 


3180 


cagaaagcct 


ttgttaggaa 


gcagaaagct 


ttagatgaaa 


ttaaaccgct 


tgaagatcta 


3240 


aataataaaa 


aagacagctg 


tatttccaac 


cataccacca 


tagaaatagg 


caaagacctc 


3300 


aattatctca 


aagacggaaa 


tggaactact 


agtggcatag 


gcagcagtgt 


agaaaaatat 


3360 


gtcgtggatg 


aaagtgatta 


catgtcattt 


ataaacaacc 


ctagcctcac 


tgtgacagta 


3420 


ccaattgctg 


ttggagaatc tgactttgaa 


aatttaaata 


ctgaagaatt 


cagcagcgag 


3480 


tcagatatgg 


aggaaagcaa 


agagaagcta 


aatgcaacta 


• 

gttcatctga 


aggcagcacg 


3540 


gttgatattg 


gagctcccgc 


cgagggagaa 


cagcctgagg 


ttgaacctga 


ggaatccctt 


3600 

* 


gaacetgaag 


cctgttttac 


agaagactgt 


gtacggaagt 


tcaagtgttg 


tcagataagc 


~\ r r* r\ 

3660 


atagaagaag 


gcaaagggaa 


actctggtgg 


aatttgagga 


aaacatgcta 


taagatagtg 


3720 


gagcacaatt 


ggttcgaaac 


cttcattgtc 


ttcatgattc 


tgctgagcag 


tggggctctg 


"1 "7 C% f\ 

3780 


gcctttgaag 


atatatacat 


tgagcagcga 


aaaaccatta 


agaccatgtt 


agaatatgct 


3840 


gacaaggttt 


tcacttacat 


attcattctg 


gaaatgctgc 


taaagtgggt 


tgcatatggt 


3900 


tttcaagtgt 


attttaccaa 


tgcctggtgc 


tggctagact 


tcctgattgt 


tgatgtctca 

- 


3960 


ctggttagct 


taactgcaaa 


tgccttgggt 


tactcagaac 


ttggtgccat 


caaatccctc 


4020 


agaacactaa 


gagctctgag 


gccactgaga 


gctttgtccc 


agtttgaagg 


aatgagggtt 


4080 


gttgtaaatg 


ctcttttagg 


agccattcca 


tctatcatga 


atgtacttct 


ggtttgtctg 


4140 


atcttttggc 


taatattcag 


tatcatggga 


gtgaatctct ttgctggcaa 


gttttaccat 


4200 
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tgtattaatt 


acaccactgg 


SSCP Update Sequences. 5T25 
agagatgttt gatgtaagcg tggtcaacaa 


ctacagtgag 


4260 


tgcaaagctc 


tcattgagag 


caa ucaaac l 


gccaggtgga 


aaaatgtgaa 


agtaaacttt 


4320 


gataacgtag 


gacttggata 


lc rg xc xc ta 


c l tcaagxag 


ccacgtttaa 


gggatggatg 


4380 


gatattatgt 


atgcagctgt 


xgaxxcacga 


a ax g rag a a l 


tacaacccaa 


gtatgaagac 


4440 


aacctgtaca 


tgtatcttta 


^— 

tiiigxcauc 




ttggttcatt 


ctttaccttg 


4500 


aatcttttca 


ttggtgtcat 


caxagaxaac 


l rcaaccaac 


agaaaaagaa 


gtttggaggt 


4560 


caagacattt 


ttatgacaga 


agaacagaag 


aaaTzacxaca 


atgcaatgaa aaaactgggt 


4620 


tcaaagaaac 


cacaaaaacc 


catacctcga 


cctgctaaca 


aattccaagg 


aatggtcttt 


4680 


gattttgtaa 


ccaaacaagt 


ctttgatatc 


agcatcatga 


tcctcatctg 


ccttaacatg 


4740 


gtcaccatga 


tggtggaaac 


cgatgaccag 


ag tcaagaaa 


tgacaaacat 


tctgtactgg 


4800 


attaatctgg 


tgtttattgt 


tctgttcact 


ggagaatgtg 


tgctgaaact 


gatctctctt 


4860 


cgttactact 


atttcactat 


tggatggaat 


atttttgatt 


ttgtggtggt 


cattctctcc 


4920 


attgtaggaa 


tgtttctggc 


tgaactgata 


gaaaagtatt 


ttgtgtcccc 


taccctgttc 


4980 


cgagtgatcc 


gtcttgccag 


gattggccga 


atcctacgtc 


tgatcaaagg 


agcaaagggg 


5040 


atccgcacgc 


tgctctttgc 


tttgatgatg 


tcccttcctg 


cgttgtttaa 


catcggcctc 


5100 


cttcttttcc 


tggtcatgtt 


catctacgcc 


atcxttggga 


tgtccaattt 


tgcctatgtt 


5160 


aagagggaag 


ttgggatcga 


tgacatgttc 


aac tt tgaga 


cctttggcaa 


cagcatgatc 


5220 


tgcctgttcc 


aaattacaac 


ctctgctggc 


tgggatggat 


tgctagcacc 


tattcttaat 


5280 


agtggacctc 


cagactgtga 


ccctgacaaa 


gatcaccctg 


gaagctcagt 


taaaggagac 


5340 


tgtgggaacc 


catctgttgg 


gatxxxcxxx 


tttgtcagtt 


acatcatcat 


atccttcctg 


5400 


gttgtgctga 


acatgtacat 


cgcggtcatc 


ctggagaact 


tcagtgttgc 


tactgaagaa 


5460 


agtgcagagc 


ctctgagtga 


ggatgacttt 


gagatgttct 


atgaggtttg 


ggagaagttt 


5520 


gatcccgatg 


cgacccagtt 


tatagagttt 


gccaaacttt 


ctgattttgc 


agatgccctg 


5580 


gatcctcctc 


ttctcatagc 


aaaacccaac 


aaagtccagc tcattgccat 


ggatctgccc 


5640 


atggtgagtg 


gtgaccggat 


ccactgtctt 


gacatcttat 


ttgcttttac aaagcgtgtt 


5700 


ttgggtgaga 


gtggagagat 


ggatgccct t 


cgaatacaga 


tggaagagcg 


attcatggca 


5760 


tcaaacccct 


ccaaagtctc 


ttatgagccc 


attacgacca 


cgttgaaacg 


caaacaagag 


5820 


gaggtgtctg 


ctattattat 


LLayayyyL L 


tacagacgct 


acctcttgaa gcaaaaagtt 


5880 


aaaaaggtat 


caagtatata 


caagaaagac 


aaaggcaaag 


aatgtgatgg 


aacacccatc 


5940 


aaagaagata 


ctctcattga 


taaactgaat 


gagaattcaa 


ctccagagaa 


aaccgatatg 


6000 


acgccttcca 


ccacgtctcc 


accctcgtat 


gatagtgtga 


ccaaaccaga 


aaaagaaaaa • 


6060 


tttgaaaaag 


acaaatcaga 


aaaggaagac 


aaagggaaag 


atatcaggga aagtaaaaag 


6120 


taaaaagaaa 


ccaagaattt 


tccattttgt 


gatcaattgt 


ttacagcccg 


. tgatggtgat 


6180 


gtgtttgtgt 


caacaggact 


cccacaggag 


gtctatgcca 


aactgactgt 


ttttacaaat 


6240 
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gtatacttaa ggtcagtgcc tataacaaga cagagacctc tggtcagcaa actggaactc 6300 

agtaaactgg agaaatagta tcgatggg 6328 

<210> 16 

<211> 6328 

<212> DNA 

<213> Homo sapiens 



<400> 16 
ttcttggtgc 


cagcttatca 


atcccaaact 


ctgggtgtaa 


aagattctac 


agggcacttt 


60 


cttatgcaag 


gagctaaaca 


gtgattaaag 


gagcaggatg 


aaaagatggc 


acagtcagtg 


120 


ctggtaccgc 


caggacctga 


cagcttccgc ttctttacca gggaatccct tgctgctatt 


180 


gaacaacgca 


ttgcagaaga 


gaaagctaag 


agacccaaac 


aggaacgcaa 


ggatgaggat 


240 


gatgaaaatg 


gcccaaagcc 


aaacagtgac 


ttggaagcag 


gaaaatctct 


tccatttatt 


300 


tatggagaca 


ttcctccaga gatggtgtca gtgcccctgg aggatctgga 


cccctactat 


360 


atcaataaga 


aaacgtttat 


agtattgaat 


aaagggaaag 


caatctctcg 


attcagtgcc 


420 


acccctgccc 


tttacatttt 


aactcccttc 


aaccctatta 


gaaaattagc 


tattaagatt 


480 


ttggtacatt 


ctttattcaa 


tatgctcatt 


atgtgcacga 


ttcttaccaa 


ctgtgtattt 


540 


atgaccatga 


gtaaccctcc 


agactggaca 


aagaatgtgg 


agtatacctt 


tacaggaatt 


600 


tatacttttg 


aatcacttat 


taaaatactt 


gcaaggggct 


tttgtttaga 


agatttcaca 


660 


tttttacggg 


atccatggaa 


ttggttggat 


ttcacagtca 


ttacttttgc 


atatgtgaca 


720 


gagttt'gtgg 


acctgggcaa 


tgtctcagcg 


ttgagaacat 


tcagagttct 


ccgagcattg 


780 


aaaacaattt 


cagtcattcc 


aggcctgaag 


accattgtgg 


gggccctgat 


ccagtcagtg 


840 


aagaagcttt 


ctgatgtcat 


gatcttgact 


gtgttctgtc taagcgtgtt 


tgcgctaata 


900 


ggattgcagt 


tgttcatggg 


caacctacga 


aataaatgtt 


tgcaatggcc 


tccagataat 


960 


tcttcctttg 


aaataaatat 


cacttccttc 


tttaacaatt 


cattggatgg 


gaatggtact 


1020 


actttcaata 


ggacagtgag 


catatttaac 


tgggatgaat 


atattgagga 


taaaagtcac 


1080 


ttttattttt 


tagaggggca 


aaatgatgct 


ctgctttgtg 


gcaacagctc 


agatgcaggc 


1140 


cagtgtcctg 


aaggatacat 


ctgtgtgaag 


gctggtagaa 


accccaacta 


tggctacacg 


1200 


agctttgaca 


cctttagttg 


ggcctttttg 


tccttatttc 


gtctcatgac 


tcaagacttc 


1260 


tgggaaaacc 


tttatcaact 


gacactacgt 


gctgctggga 


aaacgtacat 


gatatttttt 


1320 


gtgctggtca 


ttttcttggg 


ctcattctat 


ctaataaatt 


tgatcttggc 


tgtggtggcc 


1380 


atggcctatg 


aggaacagaa 


tcaggccaca 


ttggaagagg 


ctgaacagaa 


ggaagctgaa 


1440 


tttcagcaga 


tgctcgaaca 


gttgaaaaag 


caacaagaag 


aagctcaggc 


ggcagctgca 

• 


1500 


gccgcatctg 


ctgaatcaag 


agacttcagt ggtgctggtg 


ggataggagt 


tttttcagag 


1560 


agttcttcag 


tagcatctaa 


gttgagctcc 


aaaagtgaaa 


aagagctgaa 


aaacagaaga 


1620 


aagaaaaaga 


aacagaaaga 


acagtctgga 


gaagaagaga 


aaaatgacag 


agtcctaaaa 


1680 


tcggaatctg 


aagacagcat 


aagaagaaaa 


ggtttccgtt 


tttccttgga 


aggaagtagg 


1740 
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ctgacatatg 


• > 

aaaagagatt 


ttcttctcca 


caccagtcct 


tactgagcat 


ccgtggctcc 


1800 


cttttctctc 


caagacgcaa 


cagtagggcg 


agccttttca 


gcttcagagg 


tcgagcaaag 


1860 


gacattggct 


ctgagaatga 


ctttgctgac 


gatgagcaca 


gcacctttga 


ggacaatgac 


1920 


agccgaagag 


actctctgtt 


cgtgccgcac agacatggag 


aacggcgcca 


cagcaatgtc 


1980 


agccaggcca 


gccgtgcctc 


cagggtgctc 


cccatcctgc 


ccatgaatgg 


gaagatgcat 


2040 


agcgctgtgg 


actgcaatgg 


tgtggtctcc 


ctggtcgggg 


gcccttctac 


cctcacatct 


2100 


gctgggcagc 


tcctaccaga 


gggcacaact 


actgaaacag 


aaataagaaa 


gagacggtcc 


2160 


agttcttatc 


atgtttccat 


ggatttattg 


gaagatccta 


catcaaggca 


aagagcaatg 


2220 


agtatagcca 


gtattttgac 


caacaccatg 


gaagaacttg 


aagaatccag 


acagaaatgc 


2280 


ccaccatgct 


ggtataaatt 


tgctaatatg 


tgtttgattt 


gggactgttg 


taaaccatgg 


2340 


ttaaaggtga 


aacaccttgt 


caacctggtt 


gtaatggacc 


catttgttga 


cctggccatc 


2400 


accatctgca 


ttgtcttaaa 


tacactcttc 


atggctatgg 


agcactatcc 


catgacggag 


2460 


cagttcagca 


gtgtactgtc 


tgttggaaac 


ctggtcttca 


cagggatctt 


cacagcagaa 


2520 


atgtttctca 


agataattgc 


catggatcca 


tattattact 


ttcaagaagg 


ctggaatatt 


2580 


tttgatggtt 


ttattgtgag 


ccttagttta atggaacttg 


gtttggcaaa 


tgtggaagga 


2640 


ttgtcagttc 


tccgatcatt 


ccggctgctc 


cgagttttca 


agttggcaaa 


atcttggcca 


2700 


actctaaata 


tgctaattaa 


gatcattggc 


aattctgtgg 


gggctctagg 


aaacctcacc 


2760 


ttggtattgg 


ccatcatcgt 


cttcattttt 


gctgtggtcg 


gcatgcagct 


ctttggtaag 


2820 


agctacaaag 


aatgtgtctg 


caagatttcc 


aatgattgtg 


aactcccacg 


ctggcacatg 


2880 


catgactttt 


tccactcctt 


cctgatcgtg 


ttccgcgtgc 


tgtgtggaga 


gtggatagag 


2940 


accatgtggg 


actgtatgga 


ggtcgctggc 


caaaccatgt 


gccttactgt 


cttcatgatg . 


3000 


gtcatggtga 


ttggaaatct 


agtggttctg 


aacctcttct 


tggccttgct 


tttgagttcc 


3060 


ttcagttctg 


acaatcttgc 


tgccactgat 


gatgataacg 


aaatgaataa 


tctccagatt 


3120 


gctgtgggaa 


ggatgcagaa 


aggaatcgat 


tttgttaaaa 


gaaaaatacg 


tgaatttatt 


3180 


cagaaagcct 


ttgttaggaa 


gcagaaagct 


ttagatgaaa 


ttaaaccgct 


tgaagatcta 


3240 


aataataaaa 


aagacagctg 


tatttccaac 


cataccacca 


tagaaatagg 


caaagacctc 


3300 


aattatctca 


aagacggaaa 


tggaactact 


agtggcatag 


gcagcagtgt 


agaaaaatat 


3360 


gtcgtggatg 


aaagtgatta 


catgtcattt 


ataaacaacc 


ctagcctcac 


tgtgacagta 


3420 


ccaattgctq 


ttggagaatc 


tgactttgaa 


aatttaaata 


ctgaagaatt 


cagcagcgag 


3480 


tcagatatgg 


aggaaagcaa 


agagaagcta 


aatgcaacta 


gttcatctga 


aggcagcacg 


3540 


gttgatattg 


gagctcccgc 


cgagggagaa 


cagcctgagg 


ttgaacctga 


ggaatccctt 


3600 


gaacctgaag 


cctgttttac 


agaagactgt 


gtacggaagt 


tcaagtgttg 


tcagataagc 


3660 


atagaagaag 


gcaaagggaa 


actctggtgg 


aatttgagga 


aaacatgcta 


taagatagtg 


3720 


gagcacaatt 


ggttcgaaac 


cttcattgtc 


ttcatgattc 
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tgctgagcag 


tggggctctg 


3780 
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gcctttgaag 


atatatacat 


tgagcagcga 


aaaaccatta 


agaccatgtt 


agaatatgct 


3840 


gacaaggttt 


tcacttacat 


attcattctg 


gaaatgctgc 


taaagtgggt 


tgcatatggt 


3900 


tttcaagtgt 


attttaccaa 


tgcctggtgc 


tggctagact 


tcctgattgt 


tgatgtctca 


3960 


ctggttagct 


taactgcaaa 


tgccttgggt 


tactcagaac 


ttggtgccat 


caaatccctc 


4020 


agaacactaa 


gagctctgag 


gccactgaga 


gctttgtccc 


ggtttgaagg 


aatgagggtt 


4080 


gttgtaaatg 


ctcttttagg 


agccattcca 


tctatcatga 


atgtacttct 


ggtttgtctg 


4140 


atcttttggc 


taatattcag 


tatcatggga 


gtgaatctct ttgctggcaa 


gttttaccat 


4200 


tgtattaatt 


acaccactgg 


agagatgttt 


gatgtaagcg 


tggtcaacaa 


ctacagtgag 


4260 


tgcaaagctc 


tcattgagag 


caatcaaact 


gccaggtgga 


aaaatgtgaa 


agtaaacttt 


4320 


gataacgtag 


gacttggata 


tctgtctcta 


cttcaagtag 


ccacgtttaa 


gggatggatg 


4380 


gatattatgt 


atgcagctgt 


tgattcacga 


aatgtagaat 


tacaacccaa 


gtatgaagac 


4440 


aacctgtaca 


tgtatcttta 


ttttgtcatc 


tttattattt 


ttggttcatt 


ctttaccttg 


4500 


aatcttttca 


ttggtgtcat 


catagataac 


ttcaaccaac 


agaaaaagaa 


gtttggaggt 


4560 


caagacattt 


ttatgacaga 


agaacagaag 


aaatactaca 


atgcaatgaa 


aaaactgggt 


4620 


tcaaagaaac 


cacaaaaacc 


catacctcga 


cctgctaaca 


aattccaagg 


aatggtcttt 


4680 


gattttgtaa 


ccaaacaagt 


ctttgatatc 


agcatcatga 


tcctcatctg 


ccttaacatg 


4740 


gtcaccatga 


tggtggaaac 


cgatgaccag 


agtcaagaaa tgacaaacat 


tctgtactgg 


4800 


attaatctgg 


tgtttattgt 


tctgttcact 


ggagaatgtg 


tgctgaaact 


gatctctctt 


4860 


cgttactact 


atttcactat 


tggatggaat 


atttttgatt 


ttgtggtggt 


cattctctcc 


4920 


attgtaggaa 


tgtttctggc 


tgaactgata 


gaaaagtatt 


ttgtgtcccc 


taccctgttc 


4980 


cgagtgatcc 


gtcttgccag 


gattggccga 


atcctacgtc 


tgatcaaagg 


agcaaagggg 


5040 


atccgcacgc 


tgctctttgc 


tttgatgatg 


tcccttcctg 


cgttgtttaa 


catcggcctc 


5100 


cttcttttcc 


tggtcatgtt 


catctacgcc 


atctttggga 


tgtccaattt 


tgcctatgtt 


5160 


aagagggaag 


ttgggatcga 


tgacatgttc 


aactttgaga 


cctttggcaa 


cagcatgatc 


5220 


tgcctgttcc 


aaattacaac 


ctctgctggc 


tgggatggat tgctagcacc 


tattcttaat 


5280 


agtggacctc 


cagactgtga 


ccctgacaaa 


gatcaccctg 


gaagctcagt 


taaaggagac 


5340 


tgtgggaacc 


catctgttgg 


gattttcttt 


tttgtcagtt 


acatcatcat 


atccttcctg 


5400 


gttgtgctga 


acatgtacat 


cgcggtcatc 


ctggagaact 


tcagtgttgc 


tactgaagaa 


5460 


agtgcagagc 


ctctgagtga 


ggatgacttt 


gagatgttct 


atgaggtttg 


ggagaagttt 


5520 


gatcccgatg 


cgacccagtt 


tatagagttt 


gccaaacttt 


ctgattttgc 


agatgccctg 


5580 


gatcctcctc 


ttctcatagc 


aaaacccaac 


aaagtccagc tcattgccat 


ggatctgccc 


5640 


atggtgagtg 


gtgaccggat 


ccactgtctt 


gacatcttat 


ttgcttttac 


aaagcgtgtt 


5700 


ttgggtgaga 


gtggagagat 


ggatgccctt 


cgaatacaga 


tggaagagcg 


attcatggca 


5760 


tcaaacccct 


ccaaagtctc 


ttatgagccc 


attacgacca 
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cgttgaaacg 


caaacaagag 


5820 



WO 2005/014863 PCT/AU2004/001051 

SSCP update Sequences. ST25 

gaggtgtctg ctattattat ccagagggct tacagacgct acctcttgaa gcaaaaagtt 5880 

aaaaaggtat caagtatata caagaaagac aaaggcaaag aatgtgatgg aacacccatc 5940 

aaagaagata ctctcattga taaactgaat gagaattcaa ctccagagaa aaccgatatg 6000 

acgccttcca ccacgtctcc accctcgtat gatagtgtga ccaaaccaga aaaagaaaaa 6060 

tttgaaaaag acaaatcaga aaaggaagac aaagggaaag atatcaggga aagtaaaaag 6120 

taaaaagaaa ccaagaattt tccattttgt gatcaattgt ttacagcccg tgatggtgat 6180 

gtgtttgtgt caacaggact cccacaggag gtctatgcca aactgactgt ttttacaaat 6240 

gtatacttaa ggtcagtgcc tataacaaga cagagacctc tggtcagcaa actggaactc 6300 

agtaaactgg agaaatagta tcgatggg 6328 

<210> 17 

<211> 6328 

<212> DNA 

<213> Homo sapiens 

<400> 17 

ttcttggtgc cagcttatca atcccaaact ctgggtgtaa aagattctac agggcacttt 60 

cttatgcaag gagctaaaca gtgattaaag gagcaggatg aaaagatggc acagtcagtg 120 

ctggtaccgc caggacctga cagcttccgc ttctttacca gggaatccct tgctgctatt 180 

gaacaacgca ttgcagaaga gaaagctaag agacccaaac aggaacgcaa ggatgaggat 240 

gatgaaaatg gcccaaagcc aaacagtgac ttggaagcag gaaaatctct tccatttatt 300 

tatggagaca ttcctccaga gatggtgtca gtgcccctgg aggatctgga cccctactat ' 360 

atcaataaga aaacgtttat agtattgaat aaagggaaag caatctctcg attcagtgcc 420 

acccctgccc tttacatttt aactcccttc aaccctatta gaaaattagc tattaagatt 480 

ttggtacatt ctttattcaa tatgctcatt atgtgcacga ttcttaccaa ctgtgtattt 540 

atgaccatga gtaaccctcc agactggaca aagaatgtgg agtatacctt taeaggaatt - 600 

tatacttttg aatcacttat taaaatactt gcaaggggct tttgtttaga agatttcaca 660 

tttttacggg atccatggaa ttggttggat ttcacagtca ttacttttgc atatgtgaca 720 

gagtttgtgg acctgggcaa tgtctcagcg ttgagaacat tcagagttct ccgagcattg 780 

■ • 

aaaacaattt cagtcattcc aggcctgaag accattgtgg gggccctgat ccagtcagtg 840 

aagaagcttt ctgatgtcat gatcttgact gtgttctgtc ta'agcgtgtt tgcgctaata 900 

ggattgcagt tgttcatggg caacctacga aataaatgtt tgcaatggcc tccagataat 960 

tcttcctttg aaataaatat cacttccttc tttaacaatt cattggatgg gaatggtact 1020 

actttcaata ggacagtgag catatttaac tgggatgaat atattgagga taaaagtcac 1080 

ttttattttt tagaggggca aaatgatgct ctgctttgtg gcaacagctc agatgcaggc 1140 

cagtgtcctg aaggatacat ctgtgtgaag gctggtagaa accccaacta tggctacacg 1200 

agctttgaca cctttagttg ggcctttttg tccttatttc gtctcatgac tcaagacttc 1260 
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tgggaaaacc 


tttatcaact 


SSCP update Sequences .ST25 
gacactacgt gctgctggga aaacgtacat 


gatatttttt 


1320 


gtgctggtca ttttcttggg 


ctcattctat 


I— Lud I. CI u CI l_ L 


1"nat*r*l~"t"firi#~ 


tgtggtggcc 


1380 


atggcctatg aggaa'cagaa tcaggccaca 


l Lyy ddyctyy 


LyaaLayad 


ggaagctgaa 


1440 


tttcagcaga tgctcgaaca gttgaaaaag 


^_dcHwCiciyciciy 


pari ft- f ri rwi r~ 


ggcagctgca 


1500 


gccgcatctg 


ctgaatcaag 


agacttcagt 


ggtgctggtg 


ggataggagt 


tttttcagag 


1560 


agttcttcag 


tagcatctaa gttgagctcc 


aaaagtgaaa 


aagagctgaa 


aaacagaaga 


1620 


aagaaaaaga 


aacagaaaga 


M —mm mm- ri ■ M _ ^mm mhf^ J u —m* 0^ 

acagtctgga 


gaagaagaga 


aaaatgacag 


agtcctaaaa 


1680 


tcggaatctg 


aagacagcat 


aagaagaaaa 


ggtttccgtt 


tttccttgga 


aggaagtagg 


1740 


ctgacatatg aaaagagatt 


ttcttctcca 


caccagtcct 


tactgagcat 


ccgtggctcc 


1800 


cttttctctc 


caagacgcaa 


cagtagggcg 


agccttttca 


gcttcagagg 


tcgagcaaag 


1860 


gacattggct 


ctgagaatga 


„ . » » * - - mmmt — * 

ctttgctgat 


gatgagcaca gcacctttga 


ggacaatgac 


1920 


agccgaagag 


actctctgtt 


cgtgccgcac 


agacatggag 


aacggcgcca 


cagcaatgtc 


1980 


agccaggcca 


gccgtgcctc 


cagggtgctc 


cccatcctgc 


ccatgaatgg 


gaagatgcat 


2040 


agcgctgtgg 


actgcaatgg 


tgtggtctcc 


ctggtcgggg 


gcccttctac 


cctcacatct 


2100 


gctgggcagc 


tcctaccaga 


gggcacaact 


actgaaacag 


aaataagaaa 


gagacggtcc 


2160 


agttcttatc 


atgtttccat 


ggatttattg 


gaagatccta 


catcaaggca 


aagagcaatg 


2220 


agtatagcca 


gtattttgac 


mtm. mm. ^m, mm. mmm m** mmm. ri i 

caacaccajtg 


mmm m*m, mm. mmm J "%. m& m^mt mmm- mmm. 

gaagaacttg 


aagaatccag 


acagaaatgc 


2280 


ccaccatgct 


ggtataaatt 


tgctaatatg 


tgtttgattt 


gggactgttg 


taaaccatgg 


2340 


ttaaaggtga 


aacaccttgt 


caacctgg tt 


gtaatggacc 


catttgttga 


cctggccatc 


2400 


accatctgca 


ttgtcttaaa 


tacactc ttc 


atggctatgg 


agcactatcc 


catgacggag 


2460 


cagttcagca 


gtgtactgtc 


tgttggaaac 


ctggtcttca 


cagggatctt 


cacagcagaa 


2520 


atgtttctca 


agataattgc 


catggatcca 


tattattact 


ttcaagaagg 


ctggaatatt 


2580 


tttgatggtt 


ttattgtgag 


ccttagttta 


atggaacttg 


gtttggcaaa 


tgtggaagga 


2640 


ttgtcagttc 


tccgatcatt 


ccggctgctc 


cgagttttca 


agttggcaaa 


atcttggcca 


2700 


actctaaata 


tgctaattaa 

* 


gatcattggc 


aattctgtgg 


gggctctagg 


aaacctcacc 


2760 


ttggtattgg 


ccatcatcgt 


cttcattttt 


gctgtggtcg 


gcatgcagct 


ctttggtaag 


2820 


agctacaaag 


aatgtgtctg 


caagatttcc 


aatgattgtg 


aactcccacg 


ctggcacatg 


2880 


catgactttt 


tccactcctt 


cctgatcgtg 


ttccgcgtgc 


tgtgtggaga 


gtggatagag 


2940 


accatgtggg 


actgtatgga 


ggtcgctggc 


caaaccatgt 


gccttactgt 


cttcatqatq 

^ ■ *mm> mmm mmm mm mmj mmm, mm W 


3000 


gtcatggtga 


ttggaaatct 


agtggttctg 


aacctcttct 


tggccttgct 


tttgagttcc 


3060 


ttcagttctg 


acaatcttgc 


tgccactgat 


gatgataacg 


aaatgaataa 


tctccagatt 


3120 


gctgtgggaa ggatgcagaa aggaatcgat 


tttgttaaaa 


gaaaaatacg 


tgaatttatt 


3180 


cagaaagcct 


ttgttaggaa gcagaaagct 


ttagatgaaa 


ttaaaccgct 


tgaagatcta 


3240 


aataataaaa 


aagacagctg 


tatttccaac 


catacc'acca 


tagaaatagg 


caaagacctc 


3300 
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aattatctca 


aagacggaaa 


tggaactact 


agtggcatag 


gcagcagtgt 


agaaaaatat 


3360 


gtcgtggatg 


aaagtgatta 


catgtcattt 


ataaacaacc 

r 


ctagcctcac 


tgtgacagta 


3420 


ccaattgctg 


ttggagaatc 


tgactttgaa 


aatttaaata 

* 


ctgaagaatt 


cagcagcgag 


3480 


tcagatatgg 


aggaaagcaa 


agagaagcta 


aatgcaacta 


gttcatctga 


aggcagcacg 


3540 


gttgatattg 


gagctcccgc 


cgagggagaa 


cagcctgagg 


ttgaacctga 


ggaatccctt 


3600 


gaacctgaag 


cctgttttac 


agaagactgt 


gtacggaagt tcaagtgttg 


tcagataagc 


3660 


atagaagaag 


gcaaagggaa 


actctggtgg 


aatttgagga aaacatgcta 


taagatagtg 


3720 


gagcacaatt 


ggttcgaaac 


cttcattgtc 


ttcatgattc 


tgctgagcag 


tggggctctg 


3780 


gcctttgaag 


atatatacat 


tgagcagcga 


aaaaccatta 


agaccatgtt 


agaatatgct . 


3840 


gacaaggttt 


tcacttacat 


attcattctg 


gaaatgctgc 


taaag tgggt 


tgcatatggt 


3900 


tttcaagtgt 


attttaccaa 


tgcctggtgc 


tggctagact 


tcctgat tgt 


tgatgtctca 


3960 


ctggttagct 


taactgcaaa 


tgccttgggt 


tactcagaac 


ttggtgccat 


caaatccctc 


4020 


agaacactaa gagctctgag 


gccactgaga 


gctttgtccc 


ggtttgaagg 


aatgagggtt 


4080 


gttgtaaatg 


ctcttttagg 


agccattcca 


tctatcatga 


atgtacttct 


ggtttgtctg 


4140 


atcttttggc 


taatattcag 


tatcatggga 


gtgaatctct 


ttgctggcaa 


gttttaccat 


4200 


tgtattaatt 


acaccactgg 


agagatgttt 


gatgtaagcg 


tggtcaacaa 


ctacagtgag 


4260 


tgcaaagctc 


tcattgagag 


caatcaaact 


gccaggtgga 


aaaatgtgaa 


agtaaacttt 


4320 


gataacgtag 


gacttggata 


tctgtctcta 


cttcaagtag 


ccacgtttaa 


gggatggatg 


4380 


gatattatgt 


atgcagctgt 


tgattcacga 


aatgtagaat 


tacaacccaa 


gtatgaagac 


4440 


aacctgtaca 


tgtatcttta 


ttttgtcatc 


tttattattt 


ttggttcatt 


ctttaccttg 


4500 


aatcttttca 


ttggtgtcat 


catagataac 


ttcaaccaac 


agaaaaagaa 


gtttggaggt 


4560 


caagacattt 


ttatgacaga 


agaacagaag 


aaatactaca 


atgcaatgaa 


aaaactgggt 


4620 


tcaaagaaac 


cacaaaaacc 


catacctcga 


cctgctaaca 


aattccaagg 


aatggtcttt 


4680 


gattttgtaa 


ccaaacaagt 


ctttgatatc 


agcatcatga tcctcatctg 


ccttaacatg 


4740 


gtcaccatga 


tggtggaaac 


cgatgaccag 


agtcaagaaa tgacaaacat 


tctgtactgg 


4800 


attaatctgg 


tgtttattgt 


tctgttcact 


ggagaatgtg tgctgaaact 


gatctctctt 


a n r~ f\ 

4860 


cgttactact 


atttcactat 


tggatggaat 


atttttgatt 


ttgtggtggt 


cattctctcc 


4920 


attgtaggaa tgtttctggc 


tgaactgata 


gaaaagtatt ttgtgtcccc 


taccctgttc 


4980 


cgagtgatcc 


gtcttgccag 


gattggccga 


atcctacgtc 


tgaacaaagg 


agcaaagggg 




atccgcacgc 


tgctctttgc 


tttgatgatg 


tcccttcctg 


cgttgtttaa 


catcggcctc 


5100 


cttcttttcc tggtcatgtt 


catctacgcc 


atctttggga 


tgtccaattt 


tgcctatgtt 


5160 


aagagggaag 


ttgggatcga 


tgacatgttc 


aactttgaga 


cctttggcaa 


cagcatgatc 


5220 


tgcctgttcc 


aaattacaac 


ctctgctggc 


tgggatggat 


tgctagcacc 


tattcttaat 


5280 


agtggacctc 


cagactgtga 


ccctgacaaa 


gatcaccctg 


gaagctcagt 


taaaggagac 


5340 
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tgtgggaacc 


catctgttgg 


SSCP update Sequences .ST25 
gattttcttt tttgtcagtt acatcatcat 


atccttcctg 


5400 


gttgtgctga 


acatgtacat 


cgcggtcatc 


ctggagaact 


tcagtgttgc 


tactgaagaa 


5460 


agtgcagagc 


ctctgagtga 


ggatgacttt 


gagatgttct 


atgaggtttg 


ggagaagttt 


5520 


gatcccgatg 


cgacccagtt tatagagttt 


gccaaacttt 


ctgattttgc 


agatgecctg 


5580 


gatcctcctc 


ttrtratanr 
LLLLLd Lay L. 


adaaLtLaaC 


aaagtccagc 


tcattgccat 


ggatctgccc 


5640 


atggtgagtg 


ntnarrnnat 


LLaL Ly LL L L 


gacatcttat ttgcttttac 


aaagcgtgtt 


5700 


ttgggtgaga 


y LyydyaydL 


yydLyL.L.L. l l 


cgaatacaga tggaagagcg 


attcatggca 


5760 


tcaaacccct 


ccaaagtctc 


ttatgagccc 


attacgacca 


eg ttgaaacg 


caaacaagag 


5820 


gaggtgtctg 


ctattattat 


ccagagggct 


tacagacgct 


acctcttgaa 


gcaaaaagtt 


5880 


aaaaaggtat 


caagtatata 


caagaaagac 


aaaggcaaag 


aatgtgatgg 


aacacccatc 


5940 


aaagaagata 


ctctcattga 


taaactgaat: 


gagaattcaa 


ctccagagaa 


aaccgatatg 


6000 


acgccttcca 


ccacgtctcc 


accctcgtat 


gatagtgtga 


ccaaaccaga 


aaaagaaaaa 


6060 


tttgaaaaag 


acaaatcaga 


aaaggaagac 


aaagggaaag 


atatcaggga 


aagtaaaaag 


6120 


taaaaagaaa 


ccaagaattt 


tccattttgt 


gatcaattgt 


ttacagcccg 


tgatggtgat 


6180 


gtgtttgtgt 


caacaggact 


cccacaggag 


gtctatgcca 


aactgactgt 


ttttacaaat 


6240 


gtatacttaa 


ggtcagtgcc 


tataacaaga 


cagagacctc 


tggtcagcaa 


actggaactc 


6300 


agtaaactgg 


agaaatagta 


tcgatggg 








6328 


<210> 18 
<211> 385 

<212> DNA 

<213> Homo sapiens 










- 


<400> 18 
ttcaatatat 


tttttaaaag 


/— ^- -f- »~1 -3 -j "3 +- 

CCd.LyC.ctd.clL 


acttcagccc tttcaaagaa agatacagtc 


60 


tcttcaggtg 


ctatgttaaa 


atcatttctc 


ttcaatataa 


caggcagcaa 


cggcaactgc 


120 


ctcagaacat 


tccagagagc 


ccagtgcagc 


aggcaggctc 


tcagacagct 


catctgaagc 


180 


ctctaagttg 


agttccaaga 


gtgctaagga 


aagaagaaat 


eggaggaaga 


aaagaaaaca 


240 


gaaagagcag 


tctggtgggg 


aagagaaaga 


tgaggatgaa 


ttccaaaaat 


ctgaatctga 


300 


ggacagcatc 


aggaggaaag 


gttttcgctt 


ctccattgaa 


gggaaccgat 


tgacatatga 


360 


aaagaggtac 


tcctccccac 


accag 










<210> 19 

<211> 238 

<212> DNA 

<213> Homo sapiens 












<400> 19 
gtggaactcc 


agcctaagta 


tgaagaaagt 


ctgtacatgt 


atctttactt 


tgttattttc 


60 


atcatctttg 


ggtccttctt 


caccttgaac 


ctgtttattg 


gtgtcatcat 


agataatttc 


120 


aaccagcaga 


aaaagaagat 


aagtatttct 


aatattttct 


ctcccactga 


aatagaaaat 


180 
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tattccttgg agtgttttct ctgccaaatg agtacttgaa tttagaaaca aaatggga 238 



<210> 20 

<211> 373 

<212> DNA 

<213> Homo sapiens 

<400> 20 

gcctgaagac cattgtgggg gccctgatcc agtcagtgaa gaagctttct gatgtcatga 60 

tcttgactgt gttctgtcta agcgtgtttg cgctaatagg attgcagttg ttcatgggca 120 

acctacgaaa taaatgtttg caatggcctc cagataattc ttcctttgaa ataaatatca 180 

cttccttctt taacaattca ttggatggga atggtactac tttcaatagg acagtgagca 240 

tatttaactg ggatgaatat attgaggata aaagtaagat atactctata aaccattaag 300 

ttgtttagtt ctctaaatat taaatattat ataaaatgga aattatctca atttagatgt 360 

gaatcaagtg act 373 



<210> 21 

<211> 274 

<212> DNA 

<213> Homo sapiens 

<400> 21 

taggcacctg ataagagctt gcatcgtttc cttttttaag aaatcgtcaa ttagagactg 60 

tttctgatca taaaatttaa tagaattttt tgacttacag gcctttgaag atatatacat 120 

tgagcagcga aaaaccatta agaccatgtt agaatatgct gacaaggttt tcacttacat 180 

attcattctg gaaatgctgc taaagtgggt tgcatatggt tttcaagtgt attttaccaa 240 

tgcctggtgc tggctagact tcctgattgt tgat 274 



<210> 22 

<211> 154 

<212> DNA 

<213> Homo sapiens 

<400> 22 

gtattgaata catgtcaaat agaattttga tcaattattc aatttatttt ctaaaattat 60 

aattttgggg aaaaagaaaa tgatatgact tttcttacag gccacgttta agggatggat 120 

ggatattatg tatgcagctg ttgattcacg aaat 154 



<210> 23 

<211> 219 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ttacagggca atatttataa ataatggttt tacttttctc ttaaaatatt cttaatatat 60 

attctaagtt ttattttatg tgttgtgttt tctttttcag acgtttatag tattgaataa 120 

agggaaagca atctctcgat tcagtgccac ccctgccctt tacattttaa ctcccttcaa 180 

ccctattaga aaattagcta ttaagatttt ggtacattc 219 
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<210> 24 

<211> 242 

<212> DNA 

<213> Homo sapiens 

<400> 24 ™ 
gtgcctgtat aaaacagaca ttggcatata ttaaaacagg aaaaccaatt agcagacttg 60 

ccgttattga cttcctttct ttcctctaac ctaattacag ccagtgtcct gaaggataca 120 

tctgtgtgaa ggctggtaga aaccccaact atggctacac gagctttgac acctttagtt 180 

gggccttttt gtccttatttt cgtctcatga ctcaagactt ctgggaaaac ctttatcaac 

tg 



240 
242 



300 
360 
388 



<210> 25 

<2li> 388 

<212> DNA 

<213> Homo sapiens 

<400> 25 

gcggcagctg cagccgcatc tgctgaatca agagacttca gtggtgctgg tgggatagga 60 
gttttttcag agagttcttc agtagcatct aagttgagct ccaaaagtga aaaagagctg 120 
aaaaacagaa gaaagaaaaa gaaacagaaa gaacagtctg gagaagaaga gaaaaatgac 180 
agagtcctaa aatcggaatc tgaagacagc ataagaagaa aaggtttccg tttttccttg 240 
gaaggaagta ggctgacata tgaaaagaga ttttcttctc cacaccaggt aaaaatatta 
aattacatga attgtgttct cataaatttt ttaaaagaat atgccagaat ttaatggaga 
gaaaaccgcc ttccacctgg atggcaca - 

<210> 26 

<211> 445 

<212> DNA 

<213> Homo sapiens 

<400> 26 ^ M an 

aagtcaatga ctatgacaca atgaatcaaa ttctgttttt cagaatgcca gctcttaact 60 

ctcttcatct catttttgtt tcttttcttg ttattcatag tccttactga gcatccgtgg 120 

ctcccttttc tctccaagac gcaacagtag ggcgagcctt ttcagcttca gaggtcgagc 180 

aaaggacatt ggctctgaga atgactttgc tgatgatgag cacagcacct ttgaggacaa 240 

# 

tgacagccga agagactctc tgttcgtgcc gcacagacat ggagaacggc gccacagcaa 
tgtcagccag gccagccgtg cctccagggt gctccccatc ctgcccatga atgggaagat 
gcatagcgct gtggactgca atggtgtggt ctccctggtc gggggccctt ctaccctcac 420 
atctgctggg cagctcctac cagag 445 

<210> 27 

<211> 221 

<212> DNA 

<213> Homo sapiens 

<400> 27 
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aaatgcatac agaagatggg gggggggcat acctaattaa tttttatatt tagattaaag 60 

aaaataatta aatgtgtttt tttgtgggat tgattttcag aagctaaatg caactagttc 120 

atctgaaggc agcacggttg atattggagc tcccgccgag ggagaacagc ctgaggttga 180 

acctgaggaa tcccttgaac ctgaagcctg ttttacagaa g 221 

<210> 28 

<211> 221 

<212> DNA 

<213> Homo sapiens 



<400> 28 
aaaatgcata 


cagaagatgg 


gggggggcac 


acctaattaa 


tttttatatt 


tagattaaag 


60 


aaaataatta 


aatgtgtttt 


tttgtgggat 


tgattttcag 


aagctaaatg 


caactagttc 


120 


atctgaaggc 


agcacggttg 


atattggagc 


tcccgccgag 


ggagaacagc 


ctgaggttga 


180 


acctgaggaa 


tcccttgaac 


ctgaagcctg 


ttttacagaa 


g 




221 


<210> 29 

<211> 221 

<212> DNA 

<213> Homo sapiens 










• 


<400> 29 
aatgcataca 


gaagatgggg 


gggggggcac 

-j -j ~j —/ —j 


acctaattaa 


tttttatatt 


tagattaaag 


60 


aaaataatta aatgtgtttt 


tttgtgggat 


tgattttcag 


aagctaaatg 


caactagttc 


120 


atctgaaggc agcacggttg 


atattggagc 


tcccgccgag 


ggagaacagc 


ctgaggttga 


180 


acctgaggaa 


tcccttgaac 


ctgaagcctg 


ttttacagaa 


g 




221 


<210> 30 
<211> 1679 

<212> DNA 

<213> Homo sapiens 












<400> 30 
gggagctgtg 


gcgcggagcg 


gcccctctgc 


tgcgtctgcc 


ctcgttttgt 


ctcacgactc 


60 


acactcagtg 


ctccattccc 


caagagttcg 


cgttccccgc 


gcggcggtcg 


agaggcggct 


120 


gcccgcggtc 


ccgcgcgggc 


gcggggcgat 


ggcggcgcgg 


gggtcagggc 


cccgcgcgct 


180 


ccgcctgctg 


ctcttggtcc 


agctggtcgc 


gggggcgctg 


cggtctagcc 


gggcgcggcg 


240 


ggcggcgcgc- 


agaggattat 


ctgaaccttc 


ttctattgca 


aaacatgaag 


atagtttgct 


300 


taaggattta 


tttcaagact 


acgaaagatg 


ggttcgtcct 


gtggaacacc 


tgaatgacaa 


360 


aataaaaata 


aaatttggac 


ttgcaatatc 


tcaattggtg 


gatgtggatg 


agaaaaatca 


420 


gttaatgaca 


acaaacgtct 


ggttgaaaca 


ggaatggata 


gatgtaaaat 


taagatggaa 


480 


ccctgatgac 


tatggtggaa 


taaaagttat 


acgtgttcct 


tcagactctt 


cgtggacacc 


540 


agacatcatt 


ttgtttgata 


atgcagatgg 


acgttttgaa 


gggaccagta 


cgaaaacagt 


600 


catcaggtac 


aatggcactg 


tcacctggac 


tccaccggca 


aactacaaaa 


gttcctgtac 


660 


catagatgtc 


acgtttttcc 


catttgacct 


tcagaactgt 


tccatgaaat 


ttggttcttg 


720 
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gacttatgat 


ggatcacagg 


ttgatataat 


tctagaggac 


caagatgtag 


acaagagaga 


780 


tttttttgat 

* 


aatggagaat 


gggagattgt 


gagtgcaaca 


gggagcaaag 


gaaacagaac 


840 


cgacagctgt 


tgctggtatc 


cgtatgtcac 


ttactcattt 


gtaatcaagc 


gcctgcctct 


900 


cttttatacc 


ttgttcctta 


taataccctg 


tattgggctc 


tcatttttaa 


ctgtacttgt 


960 


cttctatctt 


ccttcaaatg 


aaggtgaaaa 


gatttgtctc 


tgcacttcag 


tacttgtgte 


1020 


tttgactgtc 


ttccttctgg 


ttattgaaga 


gatcatacca 


tcatcttcaa 


aagtcatacc 


1080 


tctaattgga 


gagtatctgg 


tatttaccat 


gatttttgtg 


acactgtcaa 


ttatggtaac 


1140 


cgtcttcgct 


atcaacattc 


atcatcgttc 


ttcctcaaca 


cataatgcca 


tggcgccttt 


1200 


ggtccgcaag 


atatttcttc 


acacgcttcc 


caaactgctt 


tcgatgagaa 


gtcatgtaga 


1260 


caggtacttc 


actcagaaag 


aggaaactga 


gagtggtagt 


ggaccaaaat 


cttctagaaa 


1320 


cacattggaa 


gctgcgctcg 


attctattcg 


ctacattaca 


acacacatca tgaaggaaaa 


1380 


tgatgtccgt 


gaggttgttg 


aagattggaa 


attcatagcc 


caggttcttg 


atcggatgtt 


1440 


tctgtggact 


tttcttttcg 


tttcaattgt 


tggatctctt 


gggctttttg ttcctgttat 


1500 


ttataaatgg 


gcaaatatat 


taataccagt 


tcatattgga 


aatgcaaata 


agtgaagcct 


1560 


cccaagggac 


tgaagtatac 


atttagttaa 


cacacatata 


tctgatggca 


cctataaaat 


1620 


tatgaaaatg 


taagttatgt 


gttaaattta 


gtgcaagctt 


taacagacta 


agttgctaa 


1679 


<210> 31 

<211> 2664 

<212> DNA 

<213> Homo sapiens 




■ 








<400> 31 
gagagaacag 


cgtgagcctg 


tgtgcttgtg 


tgctgagccc 


tcatcccctc 


ctggggccag 


60 


gcttgggttt 


cacctgcaga 


atcgcttgtg 


ctgggctgcc 


tgggctgtcc 


tcagtggcac 


120 


ctgcatgaag 


ccgttctggc 


tgccagagct 


ggacagcccc 


aggaaaaccc 


acctctctgc 


180 


agagcttgcc 


cagctgtccc 


cgggaagcca 


aatgcctctc 


atgtaagtct 


tctgctcgac 


240 


ggggtgtctc 


ctaaaccctc 


actcttcagc 


ctctgtttga 


ccatgaaatg aagtgactga 


300 


gctctattct 


gtacctgcca 


ctctatttct 


ggggtgactt 


ttgtcagctg 


cccagaatct 


360 


ccaagccagg 


ctggttctct 


gcatcctttc 


aatgacctgt 


tttcttctgt 


aaccacaggt 


420 


tcggtggtga 


gaggaagcct 


cgcagaatcc 


agcagaatcc 


tcacagaatc 


cagcagcagc 


480 


tctgctgggg 


acatggtcca 


tggtgcaacc 


cacagcaaag 


ccctgacctg 


acctcctgat 


540 


gctcaggaga 


agccatgggc 


ccctcctgtc 


ctgtgttcct 


gtccttcaca 


aagctcagcc 


600 


tgtggtggct 


ccttctgacc 


ccagcaggtg 


gagaggaagc 


taagcgccca 


cctcccaggg 


660 


ctcctggaga 


cccactctcc 


tctcccagtc 


ccacggcatt 


gccgcaggga 


ggctcgcata 


720 


ccgagactga 


ggaccggctc 


ttcaaacacc 


tcttccgggg 


ctacaaccgc 


tgggcgcgcc 


780 


cggtgcccaa 


cacttcagac 


gtggtgattg 


tgcgctttgg 


actgtccatc 


gctcagctca 


840 
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tcgatgtgga tgagaagaac caaatgatga ccaccaacgt ctggctaaaa caggagtgga 900 

gcgactacaa actgcgctgg aaccccactg attttggcaa catcacatct ctcagggtcc 960 

cttctgagat gatctggatc cccgacattg ttctctacaa caatgcagat ggggagtttg 1020 

cagtgaccca catgaccaag gcccacctct tctccacggg cactgtgcac tgggtgcccc 1080 

cggccatcta caagagctcc tgcagcatcg acgtcacctt cttccccttc gaccagcaga 1140 

actgcaagat gaagtttggc tcctggactt atgacaaggc caagatcgac ctggagcaga 1200 

tggagcagac tgtggacctg aaggactact gggagagcgg cgagtgggcc atcgtcaatg 1260 

ccacgggcac ctacaacagc aagaagtacg actgctgcgc cgagatctac cccgacgtca 1320 

cctacgcctt cgtcatccgg cggctgccgc tcttctacac catcaacctc atcatcccct 1380 

gcctgctcat ctcctgcctc actgtgctgg tcttctacct gccctccgac tgcggcgaga 1440 

agatcacgct gtgcatttcg gtgctgctgt cactcaccgt cttcctgctg ctcatcactg 1500 

agatcatccc gtccacctcg ctggtcatcc cgctcatcgg cgagtacctg ctgttcacca 1560 

tgatcttcgt caccctgtcc atcgtcatca ccgtcttcgt gctcaatgtg caccaccgct 1620 

cccccagcac ccacaccatg ccccactggg tgcggggggc ccttctgggc tgtgtgcccc 1680 

ggtggcttct gatgaaccgg cccccaccac ccgtggagct ctgccacccc ctacgcctga 1740 

agctcagccc ctcttatcac tggctggaga gcaacgtgga tgccgaggag agggaggtgg 1800 

tggtggagga ggaggacaga tgggcatgtg caggtcatgt ggccccctct gtgggcaccc 1860 

tctgcagcca cggccacctg cactctgggg cctcaggtcc caaggctgag gctctgctgc 1920 

aggagggtga gctgctgcta tcaccccaca tgcagaaggc actggaaggt gtgcactaca 1980 

ttgccgacca cctgcggtct gaggatgctg actcttcggt gaaggaggac tggaagtatg 2040 

ttgccatggt catcgacagg atcttcctct ggctgtttat catcgtctgc ttcctgggga 2100 

ccatcggcct ctttctgcct ccgttcctag ctggaatgat ctgactgcac ctccctcgag 2160 

ctggctccca gggcaaaggg gagggttctt ggatgtggaa gggctttgaa caatgtttag 2220 

atttggagat gagcccaaag tgccagggag aacagccagg tgaggtggga ggttggagag 2280 

ccaggtgagg tctctctaag tcaggctggg gttgaagttt ggagtctgtc cgagtttgca 2340 

gggtgctgag ctgtatggtc cagcagggga gtaataaggg ctcttccgga aggggaggaa 2400 

gcgggaggca ggcctgcacc tgatgtggag gtacaggcag atcttcccta ccggggaggg 2460 

atggatggtt ggatacaggt ggctgggcta ttccatccat ctggaagcac atttgagcct 2520 

ccaggcttct ccttgacgtc attcctctcc ttccttgctg caaaatggct ctgcaccagc 2580 

cggcccccag gaggtctggc agagctgaga gccatggcct gcaggggctc catatgtccc 2640 

tacgcgtgca gcaggcaaac aaga 2664 

<210> 32 

<211> 3020 

<212> DNA 

<213> Homo sapiens 
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<400> 32 
gtcctcccgc 


gggtccgagg 


gcgctggaaa 


cccagcggcg 


gcgaagcgga 


gaggagcccc 


60 


gcgcgtctcc 


gcccgcacgg 


ctccaggtct 


ggggtctgcg 


ctggagccgc 


gcggggagag 


120 


gccgtctctg 


cgaccgccgc gcccgctccc 


gaccgtccgg 


gtccgcggcc 


agcccggcca 


180 


ccagccatgg 


gctctggccc gctctcgctg 


cccctggcgc 


tgtcgccgcc 


gcggctgctg 


240 


ctgctgctgc 


tgctgtctct 


gctgccagtg 


gccagggcct 


cagaggctga 


• 

gcaccatcta 


300 


tttgagcggc 


tgtttgaaga 


ttacaatgag 


atcatccggc 


ctgtagccaa 


cgtgtctgac 


360 


ccagtcatca 


tccatttcga 


ggtgtccatg 


tctcagctgg 


tgaaggtgga 


tgaagtaaac 


420 


cagatcatgg 


agaccaacct 


gtggctcaag 


caaatctgga 


atgactacaa 


gctgaagtgg 


480 


aacccctctg 


actatggtgg 


ggcagagttc 


atgcgtgtcc 


ctgcacagaa 


gatctggaag 


540 


ccagacattg 


tgctgtataa caatgctgtt 


ggggatttcc 


aggtggacga 


caagaccaaa 


600 


gccttactca 


agtacactgg 


ggaggtgact 


tggatacctc 


cggccatctt 


taagagctcc 


660 


tgtaaaatcg 


acgtgaccta 


cttcccgttt 


gattaccaaa 


actgtaccat 


gaagttcggt 


720 


tcctggtcct 


acgataaggc 


gaaaatcgat 


ctggtcctga 


tcggctcttc 


catgaacctc 


780 


aaggactatt 


gggagagcgg 


cgagtgggcc 


atcatcaaag 


ccccaggcta 


caaacacgac 


840 


atcaagtaca 


actgctgcga 


ggagatctac 


cccgacatca 


catactcgct 


gtacatccgg 


900 


cgcctgccct 


tgttctacac 


catcaacctc 


atcatcccct 


gcctgctcat 


ctccttcctc 


960 


actgtgctcg 


tcttctacct 


gccctccgac 


tgcggtgaga 


* 

aggtgaccct 


gtgcatttct 


1020 


gtcctcctct 


ccctgacggt 


gtttctcctg 


gtgatcactg 


agaccatccc 


ttccacctcg 


1080 


ctggtcatcc 


ccctgattgg 


agagtacctc 


ctgttcacca 


tgatttttgt 


aaccttgtcc 


1140 


atcgtcatca 


ccgtcttcgt 


gctcaacgtg 


cactacagaa 


ccccgacgac 


acacacaatg 


1200 


ccctcatggg 


tgaagactgt 


attcttgaac 


ctgctcccca 


gggtcatgtt 


catgaccagg 


1260 


ccaacaagca 


acgagggcaa 


cgctcagaag 


ccgaggcccc 


tctacggtgc 


cgagctctca 


1320 


aatctgaatt 


gcttcagccg 


cgcagagtcc 


aaaggctgca 


aggagggcta 


cccctgccag 


1380 


gacgggatgt 


gtggttactg 


ccaccaccgc 


aggataaaaa 


tctccaattt 


cagtgctaac 


1440 


ctcacgagaa 


gctctagttc tgaatctgtt 


gatgctgtgc 


tgtccctctc 


tgctttgtca 


1500 


ccagaaatca 


aagaagccat 


ccaaagtgtc 


aagtatattg 


ctgaaaatat 


gaaagcacaa 


1560 


aatgaagcca 


aagagattca 


agatgattgg 


aagtatgttg 


ccatggtgat 


tgatcgtatt 


1620 


tttctgtggg 


ttttcaccct 


ggtgtgcatt 


ctagggacag 


caggattgtt 


tctgcaaccc 


1680 


ctgatggcca 


gggaagatgc 


ataagcacta 


agctgtgtgc 


ctgcctggga 


gacttccttg 


1740 


tgtcagggca 


ggaggaggct 


gcttcctagt 


aagaacgtac 


tttctgttat 


caagctacca 


1800 


gctttgtttt 


tggcatttcg 


aggtttactt 


attttccact 


tatcttggaa 


tcatgcaaaa 


1860 


aaaaaaatgt 


caagagtatt 


tattaccgat 


aaatgaacat 


ttaactagcc 


tttttggtat 


1920 


ggtaaagaga 


tgtcaaaatg 


tgattctatg 


tgattagtat 


gctatgctat 


ggaatataca 


1980 


tgtaaaaatg 


tttcctttta 


gttgttgaaa 


caaaactgga 


tagaaaaatg 


ctgttcagaa 


2040 
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atatgaaaag 


tcattcagtt 


atcactacag 


atctcccagt 


aatttttctt 


atttagccca 


2100 


taatctcttt 


gaaggtttat 


actaattcag 


caatccccca 


tcgttaccca 


tttcttacca 


2160 


tgcatttctc 


gttctttact 


gggtctaaag 


ggctatgcct 


ccatttcaga 


gagcttcaac 


2220 


tacttctctt 


gcatacttct 


aaattatact 


atgagaaatc 


atgcctagtt 


attcattgtt 


2280 


aatataactg 


tcttagtaca 


ccataaactg 


ggtggattat 


aaacaacaga aacttctcag 


2340 


ttttggaggt 


tgggaggtcc 


aaggtcaagg 


caccagcaaa 


tttggtgtct 


ggtgagggtc 


2400 


ctcttcctca 


aagggtgcct 


tctagctgtg 


tcctcacatg 


actgaaggga 


ctagctatct 


2460 


ctgtggggtc 


tattttataa 


gggcactaac 


cccattcatg 


agagcagagc 


ccccatggcc 


2520 


taatcacctt 


tccaaggccc caccttctat 


ctaagacaat 


cacgctggga 


ataggtttca 


2580 


acatatgaat 


tgggggagga 


cacatttgga 


ccacagcatg 


aacctttaga 


acagggtttc 


2640 


tcagccttag 


cactacggac 


attttgggct 


ggataaatat 


gtgttggtac 


agaatggggg 


2700 


tatcctgtgc 


attgtaggat ctttagcagt 


accctagcct 


caactcacta 


gatgccaatg 


2760 


acataccttg 


cttcttcacc 


agttatgata 


accaagaatg 


tctccattgt 


taaatgtccc 


2820 


cttaggagca 


aaattgcccc 


tggttgagaa 


acattgcttt 


agacaaattg 


ttaagagtat 


2880 


catgtactac 


acttctgaaa 


cttaacgtga 


tcatcaccac 


tgacagatga ttcacagaga 


2940 


gagactgttt 


gaatcttgtc tcactagttt 


ttcctgtgca 


aaaataaaat 


ggacagaatt 


3000 


gcaaaaaaaa 


aaaaaaaaaa 










3020 


<210> 33 
<211> 2664 

<212> DNA 

<213> Homo sapiens 




■ 






• 


<400> 33 
gagagaacag 


cgtgagcctg 


tgtgcttgtg 


tgctgagccc 


tcatcccctc 


ctggggccag 


60 


gcttgggttt 


cacctgcaga 


atcgcttgtg 


ctgggctgcc 


tgggctgtcc 


tcagtggcac 


120 


ctgcatgaag 


ccgttctggc 


tgccagagct 


ggacagcccc 


aggaaaaccc 


acctctctgc 


180 


agagcttgcc 


cagctgtccc 


cgggaagcca 


aatgcctctc 


atgtaagtct tctgctcgac 


240 


ggggtgtctc 


ctaaaccctc 


actcttcagc 


ctctgtttga 


ccatgaaatg 


aagtgactga 


300 


gctctattct 


gtacctgcca 


ctctatttct 


ggggtgactt 


ttgtcagctg 


cccagaatct 


360 


ccaagccagg 


ctggttctct 


gcatcctttc 


aatgacctgt 


tttcttctgt 


aaccacaggt 


420 


tcggtggtga 


gaggaagcct 


cgcagaatcc 


agcagaatcc 


tcacagaatc 


cagcagcagc 


480 


tctgctgggg 


acatggtcca 


tggtgcaacc 


cacagcaaag 


ccctgacctg 


• 

acctcctgat 


540 


gctcaggaga 


agccatgggc 


ccctcctgtc 


ctgtgttcct 


gtccttcaca 


aagctcagcc 


600 


tgtggtggct 


ccttctgacc 


ccagcaggtg 


gagaggaagc 


taagcgccca 


cctcccaggg 


660 


ctcctggaga 


cccactctcc 


tctcccagtc 


ccacggcatt 


gccgcaggga 


ggctcgcata 


* 720 


ccgagactga 


ggaccggctc 


ttcaaacacc 


tcttccgggg 


ctacaaccgc 


tgggcgcgcc 


780 
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cggtgcccaa 


cacttcagac 


gtggtgattg 


tgcgctttgg 


actgtccatc 


gctcagctca 


840 


tcgatgtgga 


.tgagaagaac 


caaatgatga 


ccaccaacgt 


ctggctaaaa 


caggagtgga 


900 


gcgattacaa 


actgcgctgg 


aaccccgctg 


attttggcaa 


catcacatct 


ctcagggtcc 


960 


cttctgagat 


gatctggatc 


cccgacattg 


ttctctacaa 


caatgcagat 


ggggagtttg 


1020 


cagtgaccca 


catgaccaag 


gcccacctct 


tctccacggg 


cactgtgcac 


tgggtgcccc 


1080 


cggccatcta 


caagagctcc 


tgcagcatcg 


acgtcacctt 


cttccccttc 


gaccagcaga 


1140 


actgcaagat 


gaagtttggc tcctggactt 


atgacaaggc 


caagatcgac 


ctggagcaga 


1200 


tggagcagac 


tgtggacctg 


aaggactact 


gggagagcgg 


cgagtgggcc 


atcgtcaatg 


1260 


ccacgggcac 


ctacaacagc 

* 


aagaagtacg 

* 


actgctgcgc 


cgagatctac 


cccgacgtca 


1320 


cctacgcctt 


cgtcatccgg 


cggctgccgc 


tcttctacac 


catcaacctc 


atcatcccct 


1380 


gcctgctcat 


ctcctgcctc 


actgtgctgg 


tcttctacct 


gccctccgac 


tgcggcgaga 


1440 


agatcacgct 


gtgcatttcg 


gtgctgctgt 


cactcaccgt 


cttcctgctg 


ctcatcactg 


1500 


agatcatccc 


gtccacctcg 


ctggtcatcc 


cgctcatcgg 


cgagtacctg 


ctgttcacca 


1560 


tgatcttcgt 


caccctgtcc 


atcgtcatca 


ccgtcttcgt 


gctcaatgtg 


caccaccgct 


1620 


cccccagcac 


ccacaccatg 


ccccactggg 


tgcggggggc 


ccttctgggc 


tgtgtgcccc 


1680 


ggtggcttct 


gatgaaccgg 


cccccaccac 


ccgtggagct 


ctgccacccc 


ctacgcctga 


1740 


agctcagccc 


ctcttatcac 


tggctggaga 


gcaacgtgga 


tgccgaggag 


agggaggtgg 


1800 


tggtggagga 


ggaggacaga tgggcatgtg 


caggtcatgt 


ggccccctct 


gtgggcaccc 


1860 


tctgcagcca 


cggccacctg 


cactctgggg 


cctcaggtcc 


caaggctgag 


gctctgctgc 


1920 


aggagggtga 


gctgctgcta 


tcaccccaca 


tgcagaaggc 


actggaaggt 


gtgcactaca 


1980 


ttgccgacca 


cctgcggtct 


gaggatgctg 


actcttcggt 


gaaggaggac 


tggaagtatg 


2040 


ttgccatggt 


catcgacagg 


atcttcctct 


ggctgtttat 


catcgtctgc 


ttcctgggga 


2100 


ccatcggcct 


ctttctgcct 


ccgttcctag 


ctggaatgat 


ctgactgcac 


ctccctcgag 


2160 


ctggctccca 


gggcaaaggg 


gagggttctt 


ggatgtggaa 


gggctttgaa 


caatgtttag 


2220 


atttggagat 


gagcccaaag 


tgccagggag 


aacagccagg 


tgaggtggga 


ggttggagag 


2280 


ccaggtgagg 


tctctctaag 


tcaggctggg 


gttgaagttt 


ggagtctgtc 


cgagtttgca 


2340 


gggtgctgag 


ctgtatggtc 


cagcagggga 


gtaataaggg 


ctcttccgga 


aggggaggaa 


2400 


gcgggaggca 


ggcctgcacc 


tgatgtggag 


gtacaggcag 


atcttcccta 


ccggggaggg 


2460 


atggatggtt 


ggatacaggt 


ggctgggcta 


ttccatccat 


ctggaagcac 


atttgagcct 


2520 


ccaggcttct 


ccttgacgtc 


attcctctcc 


ttccttgctg 


caaaatggct 


ctgcaccagc 


2580 


cggcccccag 


gaggtctggc 


agagctgaga 


gccatggcct gcaggggctc 


catatgtccc 


2640 


tacgcgtgca 


gcaggcaaac 


aaga 








2664 



<210> 34 
<211> 2664 
<212> DNA 
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<213> Homo sapiens 



<400> 34 



gagagaacag 


cgtgagcctg 


tgtgcttgtg 


tgctgagccc 


tcatcccctc 


ctggggccag 


60 


gcttgggttt 


cacctgcaga 


atcgcttgtg 


ctgggctgcc 


tgggctgtcc 


tcagtggcac 


120 


ctgcatgaag 


ccgttctggc 


tgccagagct 


ggacagcccc 


aggaaaaccc 


acctctctgc 


180 


agagcttgcc 


cagctgtccc 


cgggaagcca 


aatgcctctc 


atgtaagtct 


tctgctcgac 


240 


ggggtgtctc 


ctaaaccctc 


actcttcagc 


ctctgtttga 


ccatgaaatg 


aagtgactga 


300 


gctctattct 


gtacctgcca 


ctctatttct 


ggggtgactt 


ttgtcagctg 


cccagaatct 


360 


ccaagccagg 


ctggttctct 


gcatcctttc 


aatgacctgt 

* 


tttcttctgt 


aaccacaggt 


420 


tcggtggtga 


gaggaagcct 


cgcagaatcc 


agcagaatcc 


tcacagaatc 


cagcagcagc 


480 


tctgctgggg 


acatggtcca 


tggtgcaacc 


cacagcaaag 


ccctgacctg 


acctcctgat 


540 


gctcaggaga 


agccatgggc 


ccctcctgtc 


ctgtgttcct 


gtccttcaca 


aagctcagcc 


.600 


tgtggtggct 


ccttctgacc 


ccagcaggtg 


gagaggaagc 


taagcgccca 


cctcccaggg 


660 


ctcctggaga 


cccactctcc 


tctcccagtc 


ccacggcatt 


gccgcaggga 


ggctcgcata 


720 


ccgagactga 


ggaccggctc 


ttcaaacacc 


tcttccgggg 


ctacaaccgc 


tgggcgcgcc 


780 


cggtgcccaa 


cacttcagac 


gtggtgattg 


tgcgctttgg 


actgtccatc 


gctcagctca 


840 


tcgatgtgga 


tgagaagaac 


caaatgatga 


ccaccaacgt 


ctggctaaaa 


caggagtgga 


900 


gcgactacaa 


actgcgctgg 


aaccccgctg 


attttggcaa 


catcacatct 


ctcagggtcc 


960 


cttctgagat 


gatctggatc 


cccgacattg 


ttctctacaa 


caatgcagat 


ggggagtttg 


1020 


cagtgaccca 


catgaccaag 


gcccacctct 


tctccacggg 


cactgtgcac 


tgggtgcccc 


1080 


cggccatcta 


caagagctcc 


tgcagcatcg 


acgtcaccrt 


cttccccttc 


gaccagcaga 


1140 


actgcaagat 


gaagtttggc 


tcctggactt 


atgacaaggc 


caagatcgac 


ctggagcaga 


1200 


tggagcagac 


tgtggacctg 


aaggactact 


gggagagcgg 


cgagtgggcc 


atcgtcaatg 


1260 


ccacgggcac 


ctacaacagc 


aagaagtacg 


actgctgcgc 


cgagatctac 


cccgacgtca 


1320 


cctatgcctt 


cgtcatccgg 


cggctgccgc 


tcttctacac 


catcaacctc 


atcatcccct 


1380 


gcctgctcat 


ctcctgcctc 


actgtgctgg 


tcttctacct 


gccctccgac 


tgcggcgaga 


1440 


agatcacgct 


gtgcatttcg 


gtgctgctgt 


cactcaccgt 


cttcctgctg 


ctcatcactg 


1500 


agatcatccc 


gtccacctcg 


ctggtcatcc 


cgctcatcgg 


cgagtacctg 


ctgttcacca 


1560 


tgatcttcgt 


caccctgtcc 


atcgtcatca 


ccgtcttcgt 


gctcaatgtg 

i 


caccaccgct 


1620 


cccccagcac 


ccacaccatg 


ccccactggg 


tgcggggggc 


ccttctgggc 


tgtgtgcccc 


1680 


ggtggcttct 


gatgaaccgg 


cccccaccac 


ccgtggagct 


ctgccacccc 


ctacgcctga 


1740 


agctcagccc 


ctcttatcac tggctggaga 


gcaacgtgga 


tgccgaggag 


agggaggtgg 


1800 


tggtggagga 


ggaggacaga 


tgggcatgtg 


caggtcatgt 


ggccccctct 


gtgggcaccc 


1860 


tctgcagcca 


cggccacctg 


cactctgggg 


cctcaggtcc 


caaggctgag 


gctctgctgc 


1920 


aggagggtga 


gctgctgcta 


tcaccccaca 


tgcagaaggc 
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actggaaggt 


gtgcactaca 


1980 
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ttgccgacca 


cctgcggtct 


gaggatgctg 


actcttcggt 


gaaggaggac 


tggaagtatg 


2040 


ttgccatggt 


catcgacagg 


atcttcctct 


ggctgtttat 


catcgtctgc 


ttcctgggga 


2100 


ccatcggcct 


ctttctgcct 


ccgttcctag 


ctggaatgat 


ctgactgcac 


ctccctcgag 


2160 


ctggctccca 


gggcaaaggg 


gagggttctt 


ggatgtggaa 


gggctttgaa 


caatgtttag 


2220 


atttggagat 


gagcccaaag tgccagggag 


aacagccagg 


tgaggtggga 


ggttggagag 


2280 


ccaggtgagg 


tctctctaag 


tcaggctggg 


gttgaagttt 


ggagtctgtc 


cgagtttgca 


2340 


gggtgctgag 


ctgtatggtc 


cagcagggga 


gtaataaggg 


ctcttccgga 


aggggaggaa 


2400 


gcgggaggca 


ggcctgcacc 


tgatgtggag gtacaggcag atcttcccta 


ccggggaggg 


2460 


atggatggtt 


ggatacaggt 


ggctgggcta 


ttccatccat 


ctggaagcac 


atttgagcct 


2520 


ccaggcttct 


ccttgacgtc 


attcctctcc 


ttccttgctg 


caaaatggct 


ctgcaccagc 


2580 


cggcccccag 


gaggtctggc 


agagctgaga 


gccatggcct 


gcaggggctc 


catatgtccc 


2640 


tacgcgtgca 


gcaggcaaac 


aaga 








2664 


<210> 35 
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<213> Homo sapiens 


- 


• 




■ 


■ 


<400> 35 
gtcctcccgc 


gggtccgagg 


gcgctggaaa 


cccagcggcg 


gcgaagcgga 


gaggagcccc 


60 


gcgcgtctcc 


gcccgcacgg 


ctccaggtct 


ggggtctgcg 


ctggagccgc 


gcggggagag 


120 


gccgtctctg 


cgaccgccgc 


gcccgctccc 


gaccgtccgg 


gtccgcggcc 


agcccggcca 


180 


ccagccatgg 


gctctggccc 


gctctcgctg 


cccctggcgc 


tgtcgccgcc 


gcggctgctg 


240 


ctgctgctgc 


tgctgtctct 


gctgccagtg 


gccagggcct 


cagaggctga 


gcaccgtcta 


300 


tttgagcggc 


tgtttgaaga 


ttacaatgag 


atcatccggc 


ctgtggccaa 


cgtgtctgac 


360 


ccagtcatca 


tccatttcga 


ggtgtccatg 


tctcagctgg 


tgaaggtgga 


tgaagtaaac 


420 


cagatcatgg 


agaccaacct 


gtggctcaag 


caaatctgga 


atgactacaa 


gctgaagtgg 


480 


aacccctctg 


actatggtgg 


ggcagagttc 


atgcgtgtcc 


ctgcacagaa 


gatctggaag 


540 


ccagacattg 


tgctgtataa 


caatgctgtt 


ggggatttcc 


aggtggacga 


caagaccaaa 


600 


gccttactca 


agtacactgg 


ggaggtgact 


tggatacctc 


cggccatctt 


taagagctcc 


660 


tgtaaaatcg 


acgtgaccta 


cttcccgttt 


gattaccaaa 


actgtaccat 


aaaattcaat 


720 


tcctggtcct 


acgataaggc 


gaaaatcgat 


ctggtcctga 


tcggctcttc 


catgaacctc 


780 


aaggactatt 


gggagagcgg 


cgagtgggcc 


atcatcaaag 


ccccaggcta 


caaacacgac 


840 


atcaagtaca 


actgctgcga 


ggagatctac 


cccgacatca 


catactcgct 


gtacatccgg 


900 


cgcctgccct 


tgttctacac 


catcaacctc 


atcatcccct 


gcctgctcat 


ctccttcctc 


960 


actgtgctcg 


tcttctacct 


gccctccgac 


tgcggtgaga 


aggtgaccct 


gtgcatttct 


1020 


gtcctcctct 


ccctgacggt 


gtttctcctg 


gtgatcactg 


agaccatccc 


ttccacctcg 


1080 
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ctggtcatcc 


ccctgattgg 


agagtacctc 


ctgttcacca 


tgatttttgt 


aaccttgtcc 


1140 


atcgtcatca 


ccgtcttcgt 


gctcaacgtg 


cactacagaa 


ccccgacgac 


acacacaatg 


1200 


ccctcatggg 


tgaagactgt 


attcttgaac 


ctgctcccca 


gggtcatgtt 


catgaccagg 


1260 


ccaacaagca 


acgagggcaa 


cgctcagaag 


ccgaggcccc 


tctacggtgc 


cgagctctca 


1320 


aatctgaatt 


gcttcagccg 


cgcagagtcc 


aaaggctgca 


aggagggcta 


cccctgccag 


1380 


gacgggatgt 


gtggttactg 


ccaccaccgc 


aggataaaaa 


tctccaattt 


cagtgctaac 


1440 


ctcacgagaa 


gctctagttc 


tgaatctgtit 


* 

gatgctgtgc 


tgtccctctc 


tgctttgtca 


1500 


ccagaaatca 


aagaagccat 


ccaaagtgtc 


aagtatattg 


ctgaaaatat 


gaaagcacaa 


1560 


aatgaagcca 


aagagattca 


agatgattgg 


aagtatgttg 


ccatggtgat 


tgatcgtatt 


1620 


tttctgtggg 


ttttcaccct 


ggtgtgcatt 


ctagggacag 


caggattgtt 


tctgcaaccc 


1680 


ctgatggcca 


gggaagatgc 


ataagcacta 


agctgtgtgc 


ctgcctggga 


gacttccttg 


1740 


tgtcagggca 


ggaggaggct 


gcttcctagt 


aagaacgtac 


tttctgttat 


caagctacca 


1800 


gctttgtttt 


tggcatttcg 


aggtttactt 


attttccact 


tatcttggaa 


tcatgcaaaa 


1860 


aaaaaaatgt 


caagagtatt 


tattaccgat 


aaatgaacat 


ttaactagcc 


tttttggtat 


1920 


ggtaaagaga 


tgtcaaaatg 


tgattctatg 


tgattagtat 


gctatgctat 


ggaatataca 


1980 


tgtaaaaatg 


tttcctttta 


gttgttgaaa 


caaaactgga 


tagaaaaatg 


ctgttcagaa 


2040 


atatgaaaag 


tcattcagtt 


atcactacag 


atctcccagt 


aatttttctt 


atttagccca 


2100 


taatctcttt 


gaaggtttat 


actaattcag 


caatccccca 


tcgttaccca 


tttcttacca 


2160 


tgcatttctc 


gttctttact 


gggtctaaag 


ggctatgcct 


ccatttcaga 


gagcttcaac 


2220 


tacttctctt 


gcatacttct 


aaattatact 


atgagaaatc 


atgcctagtt 


attcattgtt 


2280 


aatataactg 


tcttagtaca 


ccataaactg 


ggtggattat 


aaacaacaga 


aacttctcag 


2340 


ttttggaggt 


tgggaggtcc 


aaggtcaagg 


caccagcaaa 


tttggtgtct 


ggtgagggtc 


2400 


ctcttcctca 


aagggtgcct 


tctagctgtg 


tcctcacatg 


actgaaggga 

* 


ctagctatct 


2460 


ctgtggggtc 


tattttataa 


gggcactaac 


cccattcatg 


agagcagagc 


ccccatggcc 


2520 


taatcacctt 


tccaaggccc 


caccttctat 


ctaagacaat 


cacgctggga 


ataggtttca 


2580 


acatatgaat 


tgggggagga 


cacatttgga 


ccacagcatg 


aacctttaga 


acagggtttc 


2640 


tcagccttag 


cactacggac 


attttgggct 


ggataaatat 


gtgttggtac 


agaatggggg 


2700 


tatrrtntnr 


a, l v. y Lay y a u 


ctttaacaat 

v L L LulJ v»uy V. 


accctaacct 


caactcacta 


aataccaata 


2760 


acataccttg 


cttcttcacc 


agttatgata 


accaagaatg 


tctccattgt 


taaatgtccc 


2820 


cttaggagca 


aaattgcccc 


tggttgagaa 


acattgcttt 


agacaaattg 


ttaagagtat 


2880 


catgtactac 


acttctgaaa 


cttaacgtga 


tcatcaccac 


tgacagatga 


ttcacagaga 


2940 


gagactgttt 


gaatcttgtc 


tcactagttt 


ttcctgtgca 


aaaataaaat 


ggacagaatt 


3000 


gcaaaaaaaa 


aaaaaaaaaa 










3020 


<210> 36 
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<400> 36 
gtcctcccgc 


gggtccgagg 


gcgctggaaa 


cccagcggcg 


gcgaagcgga 


gaggagcccc 


60 


gcgcgtctcc 


gcccgcacgg 


ctccaggtct 


ggggtctgcg 


ctggagccgc 


gcggggagag 


120 


gccgtctctg 


cgaccgccgc 


• 

gcccgctccc 


gaccgtccgg 


gtccgcggcc 


agcccggcca 


180 


ccagccatgg 


gctctggccc gctctcgctg 


cccctggcgc 


-tgtcgccgcc 


gcggctgctg 


240 


ctgctgctgc 


tgctgtctct gctgccagtg 


gccagggcct 


cagaggctga 


gcaccgtcta 


300 


tttgagcggc 


tgtttgaaga ttacaatgag 


atcatccggc 


ctgtagccaa 


cgtgtctgac 


360 


ccagtcatca 


tccatttcga 


ggtgtccatg 


tctcagctgg 


tgaaggtgga tgaagtaaac 


420 


cagatcatgg 


agaccaacct 


gtggctcaag 


caaatctgga 


atgactacaa 


gctgaaatgg 


480 


aacccctctg 


actatggtgg 


ggcagagttc 


atgcgtgtcc 


ctgcacagaa 


gatctggaag 


540 


ccagacattg 


tgctgtataa 


caatgctgtt 


ggggatttcc 


aggtggacga 


caagaccaaa 


600 


gccttactca 


agtacactgg 


ggaggtgact 


tggatacctc 


cggccatctt 


taagagctcc 


660 


tgtaaaatcg 


acgtgaccta 


cttcccgttt 


gattaccaaa 


actgtaccat 


gaagttcggt 


720 


tcctggtcct 


acgataaggc 


gaaaatcgat 


ctggtcctga 


tcggctcttc 


catgaacctc 


780 


aaggactatt 


gggagagcgg 


cgagtgggcc 


atcatcaaag 


ccccaggcta 


caaacacgac 


840 


atcaagtaca 


actgctgcga 


ggagatctac 


cccgacatca 


catactcgct 


gtacatccgg 


900 


cgcctgccct 


tgttctacac 


catcaacctc 


atcatcccct 


gcctgctcat 


ctccttcctc 


960 


actgtgctcg 


tcttctacct 


gccctccgac 


tgcggtgaga 


aggtgaccct 


gtgcatttct 


1020 


gtcctcctct 


ccctgacggt 


gtrtctcctg 


gtgatcactg 


agaccatccc 


ttccacctcg 


1080 


ctggtcatcc 


ccctgattgg 


agagtacctc 


ctgttcacca 


tgatttttgt 


aaccttgtcc 


1140 


atcgtcatca 


ccgtcttcgt gctcaacgtg 


cactacagaa 


ccccgacgac 


acacacaatg 


1200 


ccctcatggg 


tgaagactgt attcttgaac 


ctgctcccca 


gggtcatgtt 


catgaccagg 


1260 


ccaacaagca 


acgagggcaa 


cgctcagaag 


ccgaggcccc 


tctacggtgc 


cgagctctca 


1320 


aatctgaatt 


gcttcagccg 


cgcagagtcc 


aaaggctgca 


aggagggcta 


cccctgccag 


1380 


gacgggatgt 


gtggttactg 


ccaccaccgc 


aggataaaaa 


tctccaattt 


cagtgctaac 


1440 


ctcacgagaa 


gctctagttc tgaatctgtt 


gatgctgtgc 


tgtccctctc tgctttgtca 


1500 


ccagaaatca 


aagaagccat 


ccaaagtgtc 


aagtatattg 


ctgaaaatat 


gaaagcacaa 


1560 


aatgaagcca 


aagagattca 


agatgattgg 


aagtatgttg 


ccatggtgat 


tgatcgtatt 


1620 


tttctgtggg 


ttttcaccct ggtgtgcatt 

m 


ctagggacag 


caggattgtt 


tctgcaaccc 


1680 


ctgatggcca 


gggaagatgc 


ataagcacta 


agctgtgtgc 


ctgcctggga 


gacttccttg 


1740 


tgtcagggca 


ggaggaggct gcttcctagt 

• 


aagaacgtac 


tttctgttat 


caagctacca 


1800 


gctttgtttt 


tggcatttcg 


aggtttactt 


attttccact 


tatcttggaa 


tcatgcaaaa 


1860 


aaaaaaatgt 


caagagtatt 


tattaccgat 


aaatgaacat 
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ttaactagcc 


tttttggtat 


1920 



WO 2005/014863 PCT/AU2004/001051 

SSCP Update Sequences. ST25 



ggtaaagaga 


tgtcaaaatg 


tgattctatg 


tgattagtat 


gctatgctat 


ggaatataca 


1980 


tgtaaaaatg 


tttcctttta 


gttgttgaaa 


caaaactgga tagaaaaatg 


ctgttcagaa 


2040 


atatgaaaag 


tcattcagtt 


atcactacag 


atctcccagt 


aatttttctt 


atttagccca 


2100 


taatctcttt 


gaaggtttat 


actaattcag 


caatccccca 


tcgttaccca 


tttcttacca 


2160 


tgcatttctc gttctttact 


gggtctaaag 


ggctatgcct 


ccatttcaga 


gagcttcaac 


2220 


tacttctctt 


gcatacttct 


aaattatact 


atgagaaatc 


atgcctagtt 


attcattgtt 


2280 


aatataactg 


tcttagtaca 


ccataaactg 


ggtggattat 


aaacaacaga aacttctcag 


2340 


ttttggaggt 


tgggaggtcc 


aaggtcaagg 


caccagcaaa 


tttggtgtct 


ggtgagggtc 


2400 


ctcttcctca 


aagggtgcct 


tctagctgtg 


tcctcacatg 


actgaaggga 


ctagctatct 


2460 


ctgtggggtc 


tattttataa 


gggcactaac 


cccattcatg 


agagcagagc 


ccccatggcc 


2520 


taatcacctt 


tccaaggccc 


caccttctat 


ctaagacaat 


cacgc tggga 


axagg l iixca 


2580 


acatatgaat 


tgggggagga 


cacatttgga 


ccacagcatg 


aacci.LT.ag a 


f* *i ft ft ft *fr* +* f* 

acaggg xrxc 


2640 


tcagccttag 


cactacggac 


attttgggct 


ggataaatat 


ft "t* ft +■ n f~\ +" "1 f* 

gug l tgg rac 


agaatggggg 


2700 


tatcctgtgc 


attgtaggat 


ctttagcagt 


accctagcct 


caacrcacua 


ga xgccaaxg 


2760 


acataccttg 


cttcttcacc 


agttatgata 


accaagaatg 


tctccattgt 


taaatgtccc 


2820 


cttaggagca 


aaattgcccc 


tggttgagaa 


a rattfirttt 


agacaaattg 


ttaagagtat 


2880 


catgtactac 


acttctgaaa 


cttaacgtga 


LLaLLClLLcH. 


tgacagatga 


ttcacagaga 


2940 


gagactgttt 


gaatcttgtc 


tcactagttt 


■\- -\- 1~ (~ ~\~ r\~\~ c\ r~ 
L LLL Ly LLj l_Ct 


aaaataaaat 


ggacagaatt 


3000 


gcaaaaaaaa 


aaaaaaaaaa 










3020 


<210> 37 

<211> 3020 

<212> DNA 

<213> Homo sapiens 












<400> 37 
gtcctcccgc 


gggtccgagg 


- 

gcgctggaaa 


cccagcggcg 


gcgaagcgga 


gaggagcccc 


60 


gcgcgtctcc 


gcccgcacgg 


ctccaggtct 


ggggtctgcg 


ctggagccgc 


gcg'gggagag 


120 


gccgtctctg 


cgaccgccgc 


gcccgctccc 


gaccgtccgg 


gtccgcggcc 


agcccggcca 


180 


ccagccatgg 


gctctggccc 


gctctcgctg 


cccctggcgc 


tgtcgccgcc 


gcggctgctg 


240 


ctgctgctgc 


tgctgtctct 


gctgccagtg 


gccagggcct 


cagaggctga gcaccgtcta 


300 


tttgagcggc 


tgtttgaaga 


ttacaatgag 


atcatccggc 


ctgtagccaa 


cgtgtctgac 


360 


ccagtcatca 


tccatttcga 


ggtgtccatg 


tctcagctgg 


tgaaggtgga tgaagtaaac 


420 


cagatcatgg 


agaccaacct 


gtggctcaag 


caaatctgga 


atgactacaa 


gctgaagtgg 


480 


aacccctctg 


actatggtgg 


ggcagagttc 


atgcgtgtcc 


ctgcacagaa 


aatctggaag 


540 


ccagacattg 


tgctgtataa 


caatgctgtt 


ggggatttcc 


aggtggacga 


caagaccaaa 


600 


gccttactca 


agtacactgg 


ggaggtgact 


tggatacctc 


cggccatctt taagagctcc 


660 
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cttcccgttt gattaccaaa actgtaccat 


gaagttcggt 


720 


tcctggtcct 


acgataaggc 




ctggtcctga 


tcggctcttc 


catgaacctc 


780 


aaggactatt 


gggagagcgg 


tyay Lyyy*-v. 


atcatcaaag 


ccccaggcta 


caaatacgac 


840 


atcaagtaca 


actgctgcga 


y y cty ci ll iau 


cccgacatca 


catactcgct 


gtacatccgg 


900 


cgcctgccct 


tgttctacac 


La LLaaLL L t 


atcatcccct 


gcctgctcat 


ctccttcctc 


960 


actgtgctcg 


tcttctacct 


y LLL LLLyaL 


tgcggtgaga 


aggtgaccct 


gtgcatttct 


1020 


gtcctcctct 


ccctgacggt 




gtgatcactg 


agaccatccc 


ttccacctcg 


1080 


ctggtcatcc 


ccctgattgg 


ay ay LaLL. LL 


ctgttcacca tgatttttgt 


aaccttgtcc 


1140 


atcgtcatca 


ccgtcttcgt 


gc ucaacg cy 


cactacagaa 


ccccgacgac 


acacacaatg 


1200 


ccctcatggg 


tgaagactgt 


a tici tgaat 


ctgctcccca gggtcatgtt 


catgaccagg 


1260 


ccaacaagca 


acgagggcaa 


cgctcagaag 


ccgaggcccc 


tctacggtgc 


cgagctctca 


1320 


aatctgaatt 


gcttcagccg 


cgcagag tec 


aaaggctgca aggagggcta 


cccctgccag 


1380 


gacgggatgt 


gtggttactg 


ccaccaccgc 


aggataaaaa 


tctccaattt 


cagtgctaac 


1440 


ctcacgagaa 


gctctagttc 


xgaatc tg t u 


gatgctgtgc 


tgtccctctc 


tgctttgtca 


1500 


ccagaaatca 


aagaagccat 


ccaaagtgtc 


aagtatattg 


ctgaaaatat 


gaaagcacaa 


1560 


aatgaagcca 


aagagattca 


agaxgaxxgg 


aagtatgttg 


ccatggtgat 


tgatcgtatt 


1620 


tttctgtggg 


ttttcaccct 


ggtgtgcatt 


ctagggacag 


caggattgtt 


tctgcaaccc 


1680 


ctgatggcca 


gggaagatgc 


ataagcacra 


agctgtgtgc 


ctgcctggga 


gacttccttg 


1740 


tgtcagggca 


ggaggaggct 


gc Ltcctagi: 


aagaacgtac 


tttctgttat 


caagctacca 


1800 


gctttgtttt 


tggcatttcg 


agg tx tac t l 


attttccact 


tatcttggaa 


tcatgcaaaa 


1860 


aaaaaaatgt 


caagagtatt 


ta Ltaccgax 


aaatgaacat 


ttaactagcc 


tttttggtat 


1920 


ggtaaagaga 


tgtcaaaatg 


•i- 1 -t- -i- f -~i n 

LydL LCLdlLJ 


tgattagtat 


gctatgctat 


ggaatataca 


1980 


tgtaaaaatg 


tttcctttta 


y L ty L lyaad 


caaaactgga 


tagaaaaatg 


ctgttcagaa 


2040 


atatgaaaag 


tcattcagtt 


atcactaccig 


atctcccagt 


aatttttctt 


atttagccca 


2100 


taatctcttt 


gaaggtttat 


ac Ida LL tag 


caatccccca tcgttaccca 


tttcttacca 


2160 


tgcatttctc 


gttctttact 


yi /~i -4— r -4r "3 3 "3 /"I 

gggtctaaag 


ggctatgcct 


ccatttcaga 


gagcttcaac 


2220 


tacttctctt 


gcatacttct 


--i ■*» -4— «a /— •+» 

daaLLoLat L 


atgagaaatc 


atgcctagtt 


attcattgtt 


2280 


aatataactg 


tcttagtaca 




ggtggattat aaacaacaga 


aacttctcag 


2340 


ttttggaggt 


tgggaggtcc 


aaggtcaagg 


caccagcaaa tttggtgtct 


ggtgagggtc 


2400 


ctcttcctca 


aagggtgcct 


tctagctgtg 


tcctcacatg 


actgaaggga 


ctagctatct 


2460 


ctgtggggtc 


tattttataa 


gggcactaac 


cccattcatg 


agagcagagc 


ccccatggcc 


2520 


taatcacctt 


tccaaggccc 


caccttctat 


ctaagacaat 


cacgctggga 


ataggtttca 


2580. 


acatatgaat 


tgggggagga 


cacatttgga 


ccacagcatg 


aacctttaga 


acagggtttc 


2640 


tcagccttag 


cactacggac 


attttgggct 


ggataaatat 


gtgttggtac 


agaatggggg 


2700 
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tatcctgtgc attgtaggat 


SSCP update Sequences. ST25 
ctttagcagt accctagcct caactcacta 


gatgccaatg 


2760 


acataccttg cttcttcacc 


agttatgata 


accaagaatg 


tctccattgt 


taaatgtccc 


2820 


cttaggagca aaattgcccc 




acattgcttt 


agacaaattg 


ttaagagtat 


2880 


catgtactac acttctgaaa 


cttaacgtga 


tcatcaccac tgacagatga 


ttcacagaga 


2940 


gagactgttt gaatcttgtc 


tcactagttt 


ttcctgtgca 


aaaataaaat 


ggacagaatt 


3000 


gcaaaaaaaa aaaaaaaaaa 










3020 


<210> 38 

<211> 210 

<212> DNA 

<213> Homo sapiens 








■ 




<400> 38 

gggctgcttg gcccaattct 




ggggtgtgct 


agctttgccc 


taggctgctc 


60 


cctggaagcg aggttgacac 


aacttcttcc 


ccacacacag 


gagtggagcg 


actacaaact 


120 


gcgctggaac cccgctgatt 


ttggcaacat 


cacatctctc 


agggtccctt 


ctgagatgat 


180 


ctggatcccc gacattgttc 


tctacaacaa 








210 


<210> 39 
<211> 210 

<212> DNA 

<213> Homo sapiens 










• 


<400> 39 

agcaggggtg gggagtcacc 


aagatgggtg gtgccacggg aagtaaaacc aggctgattc 


60 


ttttaccgtc tccttctccc 


tccctgcttc 


cttccccgag 


atctggaatg 


actacaagct 


120 


gaagtggaac ccctctgact 


atggtggggc 


agagttcatg 


cgtgtccctg 


cacagaagat 


' 180 


ctggaagcca gacattgtgc 


tgtataacaa 








Tin 


<210> 40 

<211> 210 

<212> DNA 

<213> Homo sapiens 










- 


<400> 40 

atctggaatg actacaagct 


gaagtggaac 


ccctctgact atggtggggc agagttcatg 


60 


cgtgtccctg cacagaagat 


ctggaagcca 


gacattgtgc 


tgtataacaa 


gtaaggtcct 


120 


ggggggccca cgccctctca 


gggctgtcag 


cctgggctct 


gggtttttgg 


cccactgtgc 


180 


ttaaaacctg gccttccttg 


gccttttcca 










<210> 41 
<211> 7438 

<212> DNA 

<213> Homo sapiens 






* 






<400> 41 

gctgagcctg agcccgaccc 


ggggcgcctc 


ccgccaggca 


ccatggtgca 


gaagtcgcgc 


60 


aacggcggcg tataccccgg 


cccgagcggg 


gagaagaagc 


tgaaggtggg 


cttcgtgggg 


120 
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ctggaccccg 


gcgcgcccga 


ctccacccgg 


gacggggcgc 


tgctgatcgc 


cggctccgag 


180 


gcccccaagc 


gcggcagcat 


cctcagcaaa 


cctcgcgcgg 


gcggcgcggg 


cgccgggaag 


. 240 


cccccccaag 


cgcaacgcct 


tctaccgcaa 


gctgcagaat 


ttcctctaca 


acgtgctgga 


300 


. gcggccgcgc 


ggctgggcgt 


tcatctacca 


cgcctacgtg 


ttcctcctgg 


ttttctcctg 


360 


cctcgtgctg 


tctgtgtttt 


ccaccatcaa ggagtatgag 


aagagctcgg 


agggggccct 


420 


ctacatcctg 


gaaatcgtga 


ctatcgtggt 


gtttggcgtg 


gagtacttcg 


tgcggatctg 


480 


ggccgcaggc 


tgctgctgcc 


ggtaccgtgg 


ctggaggggg 


cggctcaagt 


ttgcccggaa 


540 


accgttctgt 


gtgattgaca 


tcatggtgct 


catcgcctcc 


attgcggtgc 


tggccgccgg 


600 


ctcccagggc 


aacgtctttg 


ccacatctgc 


gctccggagc 


ctgcgcttcc 


tgcagattct 


660 


gcggatgatc 


cgcatggacc 


ggcggggagg 


cacctggaag 


ctgctgggct 


ctgtggtcta 


720 


tgcccacagc 


aaggagctgg 


tcactgcctg 


gtacatcggc 


ttcctttgtc 


tcatcctggc 


«B 

780 


ctcgttcctg 


gtgtacttgg 


cagagaaggg 


ggagaacgac 


cactttgaca 


cctacgcgga 


840 


tgcactctgg 


tggggcctga 


tcacgctgac 


caccattggc 


tacggggaca 


agtaccccca 


900 


gacctggaac 


ggcaggctcc 


ttgcggcaac 


cttcaccctc 


atcggtgtct 


ccttcttcgc 


960 


gctgcctgca ggcatcttgg ggtctgggtt tgccctgaag 


* 

gttcaggagc 


agcacaggca 


1020 


gaagcacttt 


gagaagaggc 


ggaacccggc 


agcaggcctg 


atccagtcgg 


cctggagatt 


1080 


ctacgccacc 


aacctctcgc 


gcacagacct 


gcactccacg 


tggcagtact 


acgagcgaac 


1140 


ggtcaccgtg 


cccatgtaca 


gttcgcaaac 


tcaaacctac 


ggggcctcca 


gacttatccc 


1200 


cccgctgaac 


cagctggagc 


tgctgaggaa 


cctcaagagt 


aaatctggac 


tcgctttcag 


1260 


gaaggacccc 


ccgccggagc 

* 


cgtctccaag 


ccagaaggtc 


agtttgaaag 


atcgtgtctt 


1320 


ctccagcccc 


cgaggcgtgg 


ctgccaaggg 


gaaggggtcc 


ccgcaggccc 


agactgtgag 


1380 


gcggtcaccc 


agcgccgacc 


agagcctcga 


ggacagcccc 


agcaaggtgc 


ccaagagctg 


1440 


gagcttcggg 


gaccgcagcc 


gggcacgcca 


ggctttccgc 


atcaagggtg 


ccgcgtcacg 


1500 


gcagaactca 


gaagaagcaa 


gcctccccgg 


agaggacatt 


gtggatgaca 


agagctgccc 


1560 


ctgcgagttt 


gtgaccgagg 


acctgacccc 


gggcctcaaa 


gtcagcatca 


gagccgtgtg 


1620 


tgtcatgcgg 


ttcctggtgt 


ccaagcggaa 


gttcaaggag 


agcctgcggc 


cctacgacgt 


1680 


gatggacgtc 


atcgagcagt 


actcagccgg 


ccacctggac 


atgctgtccc 


gaattaagag 


1740 


cctgcagtcc 


agagtggacc 


agatcgtggg 


gcggggccca 


gcgatcacgg 


acaaggaccg 


1800 


caccaagggc 


ccggccgagg 


cggagctgcc 


cgaggacccc 


aacataataa 


aacQQCtcaq 


1860 


gaaggtggag 


aagcaggtct 


tgtccatgga 


gaagaagctg 


gacttcctgg 


tgaatatcta 


1920 


catgcagcgg 


atgggcatcc 


ccccgacaga 


gaccgaggcc 


tactttgggg 


ccaaagagcc 


1980 


ggagccggcg 


ccgccgtacc 


acagcccgga 


agacagccgg 


gagcatgtcg 


acaggcacgg 


2040 


ctgcattgtc aagatcgtgc gctccagcag 


ctccacgggc 


cagaagaact 


tctcggcgcc 


2100 


cccggccgcg 


ccccctgtcc 


agtgtccgcc 


ctccacctcc 


tggcagccac 


agagccaccc 


2160 
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gcgccagggc 


cacggcacct 


cccccgtggg 


ggaccacggc 


tccctggtgc 


gcatcccgcc 


*X t^X 

2220 


gccgcctgcc 


cacgagcggt 


cgctgtccgc 


ctacggcggg 


ggcaaccgcg 


ccagcatgga 


2280 


gttcctgcgg 


caggaggaca 


ccccgggctg 


caggcccccc 


gaggggaccc 


tgcgggacag 


2340 


cgacacgtcc 


atctccatcc 


cgtccgtgga 


ccacgaggag 


ctggagcgtt 


ccttcagcgg 


2400 


cttcagcatc 


tcccagtcca 


aggagaacct 


ggatgctctc aacagctgct acgcggccgt 


2460 


ggcgccttgt 


gccaaagtca 


ggccctacat 


tgcggaggga 


gag tcagaca 


ccgacxccga 


2520 


cctctgtacc 


ccgtgcgggc 


ccccgccacg 


***** *W*w j j j*** **tm jt— aw*» 

ctcggccacc 


a**m ***\ ****** ft /— « ^» ^b 

ggcgagggtc 


cct ttgg tga 


2580 


cgtgggctgg 


gccgggccca 


ggaagtgagg 


cggcgctggg 


ccagtggacc 


_* ***** ***** swm ***** ***** «Ba •«« 

cgcccgcggc 


2640 


cctcctcagc 


acggtgcctc 


cgaggttttg 


aggcgggaac 


• 

cctctggggc 


ccttttctta 


2700 


cagtaactga 


gtgtggcggg 


aagggtgggc 


cctggagggg 


cccatgtggg 


ctgaaggatg 


2760 


ggggctcctg 


gcagtgacct 


tttacaaaag 


ttattttcca 


acagggcact 


cccaggccct 


2820 


gtcgccattg 


aggtgcctcc 


gctgggctgt 


ctcctcaccc 


ctccctgtgc 


tggagcctgt 


^B. -B. ^B, ^B 

2880 


cccaaaaagg 


tgccaactgg 


gaggcctcgg 


aagccactgt 


ccaggctccc 


actgcctgtc 


2940 


tgctctgttc 


ccaaaggcag 


cgtgtgtggc 


ctcgggccct 


gcggtggcat 


gaagcatccc 


3000 


ttctggtgtg 


ggcatcgcta 


cgtgttttgg 


gggcagcgtt 


tcacggcggt 


r n i _ ^_ A _fl_ ^b j— ■ 

gcccttgctg 


3060 


tctcccttgg 


gctggctcga 


gcctggggtc 


catgtccctt 


tgccgtcccg 


tcatggggca . 


3120 


gggaatccat 


agcggggccc 


acaggcaggg 


gtatgagtgc 


gtcccaccca 


acgcagcacc 


3180 


agccccggcc 


accgctcccc 


gtgtccccag 


ttccgtctca 


gctacctgga 


ctccaggacc 


3240 


ctggagaagg 


gagacctggc 


agtggaggga 


ggctgtgctg 


tgtgtccccc 


tgcaggtgtg 


3300 


accccgcctg 


ctctttcctc 


ccccgccagg 

■ 


tgtggccccg 


cctgctcttt 


cctcccccac 


3360 


cagtatggcc 


ccacctgctc 


tttcctcccc 


ccccaaggtg 


tggccccacc 


tgttctttcc 


3420 


tcccctgccg 


aggtgtgacc 


ccacctgctc 


tttcctccct 


cccagtatgg 


ccccacctgc 


3480 


tctttcctcc 


cccgaggtga 


ggccccgcct 


gctctttcct 


cccatgggag 


ccgctgaggc 


3540 


gtgcgcacct 


gggcacaggt 


tggggctctg 


caggatgagg 


aagacaggcc 


aatcccttcc 


3600 


ctcccagaag 


ctggccgccc 


agcaggaggg 


actgaggcca 


gactcatgtc 


cagcaaggaa 


3660 


cgtgtggtgt 


gtcccctggg 


aagtctctgg 


gccctgggaa 


gagggaaggt 


gcacgtcctg 


3720 


ggatggttgc 


ggggccctgt 


tttgggagac 


aaaggggtag 


agggtctgtc 


ttgggccccc 


3780 


ccagactcta 


gcccgagcag 


tgcagccacc 


tactgcccca 


cctcagagaa 


gtgcagcggg 


3840 


aaggaggctg 


gaggtggtgc 


ggcgctgcct 


cgggtgtctg cgtgaatgag cgtggccaag 


3900 


gaccagtgcc 


acctcatggc 


aaagagctcc 


cgcagtgttt 


gttagagtgc 


acatcctacg 


3960 


tgcccactgg 


cacacacacg 


tgctcacata 


catgtccgcg 


tacaggcgta 


cacatgcacg 


4020 


cttgcacaca 


r 

tgcacacaga 


ccacatagca 


cacatgtgca 


ctgaccacac 


ctgtatagac 


4080 


catgcacagt 


acacatacgt 


gcatacacat 


gcctgcatac 


aggcatacac 


atgcacgctt 


4140 


acatgtacac 


gtgcacagat 


cacacacatg 


cacacacgtg 


tagctcacac 


acagtataca 


4200 
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catacacaag 


tgcacagacc 


SSCP update Sequences. ST25 
acacacagca ctaacacatg cacacacaaa 


gtgcataggc 


4260 


cacacagcac 


atgcacacag 


gtgcacagac 


cacacagcac 


acacaagtgc 


acagagcaca 


4320 


ctgcacacat 


gcacacacac 


acgcgtgcat 


gcacactcct 


cgcacttcca 


gccttggagc 


4380 


ccttctgtct 


ctggtctttc tctttgaccc tgctgagtgt aagctgcctg gggaggggct 


4440 


acaaggagta 


attgtggctt 


taggggtcgt 


ggtgatgctg 


gaatgtcaag 


cgccgtcgtg 


4500 


gggtatccga 


ctgtccgggc 


tcctggtccg 


cagtggcaga 


gcgccaggca 


gagccaatca 


4560 


gggtctcgtg 


ctgcccttcc 


cccccacagc 


ctggcagcca tccagaggag 


gggctctacc 


4620 


agatgccaag 


gtgccccggt 


gtctgtatgg 


gtgtccggtt 


gggtcctgtg 


tttggtctgc 


4680 


cctggaggtg gctgggccct cctgggatgg gtggctcagc ctcgaatccc aggccccagc 


4740 


ccaggcaggt 


gctgctgcct 


gttgtggttt 


cctggcccag 


cttctccttc 


«4- #-< 

tCCCTCIgCd 


4800 


taaaatcaca gtccgtgagt 


cttccagctg 


ccaccacggc 


tgggacacgc 


tgggggaggg 


4860 


ctcctcccat 


gcctcctgca 


cacagccgtc 


tgagcagggc 


aggtgccaac 


accccccacc 


4920 


ggagacacgc 


tgcccctcag 


cgatgcccct accttttggg 


gggcctcgtc 


tcaagccccc 


4980 


ccttggaggc tgaaatcacc ccaggcactg tgagggcttc tccaggggga 


caccctttga 


5040 


gctgtgggtc 


tgatcacccc 


aagtcccgca 


cacggaggag 


aggcacagcc 


agggcgtgtg . 


5100 


gtttaatgtt 


tgccccttcg 


gggctggagg 


tctcagtgtt 


tctagattcc 


agaccctgct 


5160 


gccagagaga 


cctgctgccg 


gagagaaggg 


gaggaggact 


ccagctgggc 


tcggtccccc 


5220 


acagtcaggg 


acccccataa 


aggacacccc 


cttctctcta 


gaaagagctg 


ggctctcagc 


5280 


tatttctagt 


tgcttcccag 


aagccgagga 


gcagaaggag 


ctgtgagagc 


tttgcagaaa 


5340 


cgcccttgtc 


cccgccctcc 


tgagctatga 


atgccgtaca 


gagcagaggc 


tggggcattg 


5400 


gcaagatcac 


aggttgatgc 


tgcacagccc 


cattgacaca 


aaccctcaaa 


gcagacgtga 


5460 


gagggacggt 


tcacaaagct 


tggacctgcc 


gtggagggtg 


cccggcagac 


gtggcgtgag 


5520 


agggacggct 


cacgaggctt 


ggacctgctg 


tggagggtgc 


ccagcagacg 


tggtgtgaga 


5580 


ggaacggctc 


acgagacttg 


gacctggtgg 


agggtgccca 


gcagacgtgg 


tgtgagaggg 


5640 


acggctcaca 


gggcttggac 


cggagagaga 


tggctcatga 


gacttggacc 


tgccgtggag 


5700 


ggtgcccagc 


agacgtggta tgagagggat ggctcacgag gcttggacct ggtggagggt 


5760 


gcccggcaga 


cgtgtgagag 


ggacggttca caaggcttgg acctgccatg gagggtgccc 


5820 


agcagacgtg 


gtgtgagagg 


gacagctcac 


gaggcttgga 


cctgccgtgg 


agggtgccca 


5880 


gcagggggct 


gagctctgag 


gggtgggtgc tcagtgcacg ggtgccccca gtgtcctctg 


5940 


atcctgtccg 


gtgcctcccc 


caacccccac 


acccatgcag 


aactcccagg 


tcacatgcac 


6000 


gtatgtccag 


ggcatggggg 


tggcgtgaag 


aggcctggtc 


agggccttta 


ggggctgcag 


6060 


gacggaatgg 


ccacctgggg 


agcctgtgtg 


gctgtgccgg 


gcagccatcc 


tgcattccca 


6120 


cccagcgcgc 


agtctccacc 


tcggccccag 


caaagcgcta 


agcagccgga 


gagacagcca 


6180 


gggcggcttc ctgaaggatg tgggatggtg gactccgggg 


tcgagggaat 


acgcaggttc 


6240 
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ctgtcctccg 


ggagacctag 


SSCP update sequences. ST25 
agaagctgca cacccaggag ctttccatga 


cccgggagca 


6300 


tgagtgaatg 


gggggttcca gtttgctgaa 




ttgtaagggt 


gggggctgac 


6360 


ggccgaccct 


gggaggaggx 


no r~ f~ t~\ f~ r\ 

ycn_<n_c-yt_ciy 


yyyy^yy L L y 


tgggcaaegg 


tggaggagga 


6420 


gagacgggag 


gggacca l l l 


gggaxggagg 


yyL.v_LL.LLLu- 


gagttttaaa aggcgtttgt 


6480 


ggggtggagt 


tgagtgtgct 


ctgggcttgg 


dLat L Ly Ley 


^gg xgccccx 


/*i ft /~ ^ /-I /™i e* f t~\^ 
ggciiggccga 


6540 


ggagactggc 


„ -* 

tctggccagg 


gccccgtcct 


rt ^ rt ^ /~t ^ *~ +* 

gagaggrccu 


cagegtc xga 


c tic xeggeca 


6600 


ggcgccagca 


aggaggggcc 


ggtccccggg 


gcnaccaggc 


aggcacgtgc 


acaxcgccat 


6660 


cgccacacgc 


caactccgcc 


tgggttttac 


O r\ "t* f"1 -f— -4— r\ 

aaag ucg l Ly 


ecttaatgea 


tgtggacagg 


6720 


aactccctga 


ggtcgcccca 


tgccccctgg 


j** -*— +- >-* y** »m f\ 

ctgtgccagg 


tacggacgcc 


ctggaccctg 


6780 


cgaacaggtg 


gggcgggcga 


ggggcccaag 


ggaegggetc 


cagagacacg 


cgcagggcag 


6840 


gaggggtctc 


acggaggggt 


ctcgcactga 


ggcgcccaga 


gctggtggtc 


ccgctggacg 


6900 


ccatccctct 


gcccgggatc 


cacacggccc 


acgtgtgccc 


gccatgcccg 


cgccccacgc 


6960 


cattgcagtc 


ttccatcctc 


tggccgtgac 


ggtggctgca 


gcttccccat 


ttgcgccgtt 


7020 


gcctctggct 


gtctgcactt 


ttgttcatgc 


tccaaagaac 


atttcataat 


gec L Lcagxa 


7080 


ccgacgtaca 


cttctgacca 


ttttgtatgt 


gtccttgtgc 


cgtagtgacc 


aggecttttt 


7140 


ttggtggatg 


tgttaccccg 


cacactxcaa 


tctcaacttt 


gtgcaccgtc 


cattttctag 


7200 


ggatagacgc 


ccagggaatg 


aactctagtt 


LlLLadLdyd 


ttagctgaga 


tattaactta 


7260 


ctcacacgga 


caggttgatg 


ccagagccgt 


aagaatgege 


cagtgcgggt 


ttgcggggga 


7320 


cttcgggtgt 


ggggtcctgc 


ggccgcgatg 


gccgtggaag 


gttctgggga 


if 

tccctgctgc 


7380 


cacggggacg 


agttcggacg 


ccaggtggac 


ctgtgcactc 


agtaaaaege 


agtgattc 


7438 


<210> 42 

<211> 7437 

<212> DNA 

<213> Homo sapiens 

• 






• 


• 


■ 


<400> 42 
gctgagcctg 


agcccgaccc 


ggggcgcctc 


ccgccdy y Ld 


ccg rggrgca 


gaag LL.y ey c. 


60 


aacggcggcg 


tataccccgg 


cccgagcggg 


y ay ddy ctdyc 


tgaaggtggg 


cttcgtgggg 


120 


ctggaccccg 


gcgcgcccga 


ctccacccgg 


gaeggggege 


tgetgatege 


cggctccgag 


180 


gcccccaagc 


gcggcagcat cctcagcaaa 


i~ t~\~ r~ r\ r~ t~\ f~ r\ f~\ 

ccx.cgL.gL.gy 


gcggcgcggg 


cgccgggaag 


240 


ccccccaagc 


gcaacgcctt 


ctaccgcaag 


ctgeagaatt 


tcctctacaa 


cgtgctggag 


300 


cggccgcgcg 


gctgggcgtt 


catctaccac 


gcctacgtgt 


tcctcctggt 


tttctcctgc 


360 


ctcgtgctgt 


ctgtgttttc 


caccatcaag 


gagtatgaga 


agagctegga 


gggggccctc 


420 


tacatcctgg 


aaatcgtgac tatcgtggtg 


tttggcgtgg 


agtacttcgt 


gcggatctgg 


480 


gccgcaggct 


gctgctgccg 


gtaccgtggc 


tggagggggc 


ggctcaagtt 


tgcccggaaa 


540 


ccgttctgtg 


tgattgacat 


catggtgctc 


atcgcctcca 


ttgcggtgct 


ggccgccggc 


600 


tcccagggca 


acgtctttgc 


cacatctgcg 


ctccggagcc tgcgcttcct gcagattctg 
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cggatgatcc 


gcatggaccg 


gcggggaggc 


acctggaagc 


tgctgggctc 


tgtggtctat 


720 


gcccacagca aggagctggt 

* 


cactgcctgg 


tacatcggct 


tcctttgtct 


catcctggcc 


780 


tcgttcctgg 


tgtacttggc 


agagaagggg 


gagaacgacc 


actttgacac 


ctacgcggat 


840 


gcactctggt 


ggggcctgat 


cacgctgacc 


accattggct 


acggggacaa 


gtacccccag 


900 


acctggaacg 


gcaggctcct 


tgcggcaacc 


ttcaccctca tcggtgtctc 


cttcttcgcg 


960 


ctgcctgcag 


gcatcttggg 


gtctgggttt 


gccctgaagg 


ttcaggagca 


gcacaggcag 


1020 


aagcactttg 


agaagaggcg 


gaacccggca 


gcaggcctga 


tccagtcggc 


ctggagattc 


1080 


tacgccacca 


acctctcgcg 


cacagacctg 


cactccacgt 


ggcagtacta 


cgagcgaacg 


1140 


gtcaccgtgc 


ccatgtacag 


ttcgcaaact 


caaacctacg 


gggcctccag 


acttatcccc 


1200 


ccgctgaacc 


agctggagct 


gctgaggaac 


ctcaagagta 


aatctggact 


cgctttcagg 


1260 


aaggaccccc 


cgccggagcc 


gtctccaagc 


cagaaggtca 


gtttgaaaga 


tcgtgtcttc 


1320 


tccagccccc 


gaggcgtggc 


tgccaagggg 


aaggggtccc 


cgcaggccca 


gactgtgagg 


1380 


cggtcaccca 


gcgccgacca 


gagcctcgag 


gacagcccca 


gcaaggtgcc 


caagagctgg 


1440 


agcttcgggg 


accgcagccg 


ggcacgccag 


gctttccgca 


tcaagggtgc 


cgcgtcacgg 


1500 


cagaactcag 


aagaagcaag 


cctccccgga 


gaggacattg 


tggatgacaa 


gagctgcccc 


1560 


tgcgagtttg tgaccgagga 


cctgaccccg 


ggcctcaaag 


tcagcatcag 


agccgtgtgt 


1620 


gtcatgcggt tcctggtgtc 


caagcggaag 


ttcaaggaga 


gcctgcggcc 


ctacgacgtg 


1680 


atggacgtca 


tcgagcagta 


ctcagccggc 


cacctggaca 


tgctgtcccg 


aattaagagc 


1740 


ctgcagtcca 


gagtggacca 


gatcgtgggg 


cggggcccag 


cgatcacgga 


caaggaccgc 


1800 


accaagggcc 


cggccgaggc 


ggagctgccc 


gaggacccca 


gcatgatggg 


acggctcggg 


1860 


aaggtggaga 


agcaggtctt 


gtccatggag 


aagaagctgg 


acttcctggt 


gaatatctac 


1920 


atgcagcgga tgggcatccc 


cccgacagag 


accgaggcct 


actttggggc 


caaagagccg 


1980 


gagccggcgc 


cgccgtacca 


cagcccggaa 


gacagccggg 


agcatgtcga 


caggcacggc 


2040 


tgcattgtca 


agatcgtgcg 


ctccagcagc 


tccacgggcc 


agaagaactt 


ctcggcgccc 


2100 


ccggccgcgc 


cccctgtcca 


gtgtccgccc 


tccacctcct 


ggcagccaca 


gagccacccg 


2160 


cgccagggcc 


acggcacctc 


ccccgtgggg 


gaccacggct 


ccctggtgcg 


catcccgccg 


2220 


ccgcctgccc 


acgagcggtc 


gctgtccgcc 


tacggcgggg 


gcaaccgcgc 


cagcatggag 


2280 


ttcctgcggc 


aggaggacac 


cccgggctgc 


aggccccccg 


aggggaccct 


gcgggacagc 


2340 


gacacgtcca 


tctccatccc 


gtccgtggac 


cacgaggagc 


tggagcgttc 


cttcagcggc 


2400 


ttcagcatct 


cccagtccaa 


ggagaacctg 


gatgctctca 


acagctgcta 


cgcggccgtg 


2460 


gcgccttgtg 


ccaaagtcag 


gccctacatt 


gcggagggag 


agtcagacac 


cgactccgac 


2520 


ctctgtaccc 


cgtgcgggcc 


cccgccacgc 


tcggccaccg 


gcgagggtcc 

* 


ctttggtgac 


2580 


gtgggctggg 


ccgggcccag 


gaagtgaggc 


ggcgctgggc 


cagtggaccc 


gcccgcggcc 


2640 


ctcctcagca 


cggtgcctcc 


gaggttttga 


ggcgggaacc 
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agtaactgag 


tgtggcggga 


agggtgggcc 


ctggaggggc 


ccatgtgggc 


tgaaggatgg 


2760 


gggctcctgg 


cagtgacctt 


ttacaaaagt 


tattttccaa 


cagggcactc 


ccaggccctg 


2820 


tcgccattga 


ggtgcctccg 


ctgggctgtc 


tcctcacccc 


tccctgtgct 


ggagcctgtc 


2880 


ccaaaaaggt 


gccaactggg 


aggcctcgga 


agccactgtc 


caggctccca ctgcctgtct 


2940 


gctctgttcc 


caaaggcagc 


gtgtgtggcc 


tcgggccctg 


cggtggcatg 

• 


aagcatccct 


3000 


tctggtgtgg 


gcatcgctac 


gtgttttggg 


ggcagcgttt 


cacggcggtg 


cccttgctgt 


3060 


ctcccttggg 


ctggctcgag 


cctggggtcc 


atgtcccttt 


gccgtcccgt 


catggggcag 


3120 


ggaatccata 


gcggggccca 


caggcagggg 


tatgagtgcg 


tcccacccaa 


cgcagcacca 


3180 


gccccggcca 


ccgctccccg 


tgtccccagt 


tccgtctcag 


ctacctggac 


tccaggaccc 


3240 


tggagaaggg 


agacctggca 


gtggagggag 


gctgtgctgt 


gtgtccccct 


gcaggtgtga 


3300 


ccccgcctgc 


tctttcctcc 


cccgccaggt 


gtggccccgc 


ctgctctttc 


ctcccccacc 


3360 


agtatggccc 


cacctgctct 


ttcctccccc 


cccaaggtgt 


ggccccacct 


gttctttcct 


3420 


cccctgccga 


ggtgtgaccc 


cacctgctct 


ttcctccctc 


ccagtatggc 


cccacctgct 


3480 


ctttcctccc 


ccgaggtgag 


gccccgcctg 


ctctttcctc 


ccatgggagc 


cgctgaggcg 


3540 


tgcgcacctg 


ggcacaggtt ggggctctgc 


aggatgagga 


agacaggcca 


atcccttccc 


3600 


tcccagaagc 


tggccgccca 


gcaggaggga 


ctgaggccag 


actcatgtcc 


agcaaggaac 


3660 


gtgtggtgtg 


tcccctggga 


agtctctggg 


ccctgggaag 


agggaaggtg 


cacgtcctgg 


3720 


gatggttgcg 


gggccctgtt 


ttgggagaca 


aaggggtaga 


gggtctgtct 


tgggcccccc 


3780 


cagactctag 


cccgagcagt 


gcagccacct 


actgccccac 


ctcagagaag 


tgcagcggga 


3840 


aggaggctgg 


aggtggtgcg 


gcgctgcctc 


gggtgtctgc 


gtgaatgagc 


gtggccaagg 


3900 


accagtgcca 


cctcatggca 


aagagctccc 


gcagtgtttg 


ttagagtgca 


catcctacgt 


3960 


gcccactggc 


acacacacgt 


gctcacatac 


atgtccgcgt 


acaggcgtac 


acatgcacgc 


4020 


ttgcacacat 


gcacacagac 


cacatagcac 


acatgtgcac 


tgaccacacc 


tgtatagacc 


4080 


atgcacagta 


cacatacgtg 


catacacatg 


cctgcataca 


ggcatacaca 


tgcacgctta 


4140 


catgtacacg 


tgcacagatc 


acacacatgc 


acacacgtgt 


agctcacaca 


cagtatacac 


4200 


atacacaagt 


gcacagacca 


cacacagcac 


taacacatgc 


acacacaaag 


tgcataggcc 


4260 


acacagcaca 


tgcacacagg 


tgcacagacc 


acacagcaca 


cacaagtgca 


cagagcacac 


4320 


tgcacacatg 


cacacacaca 


cgcgtgcatg 


cacactcctc 


gcacttccag 


ccttggagcc 


4380 


cttctgtctc 


tggtctttct 


ctttgaccct 


gcxgagxg xa 


agctgcctgg 


ggaggggcta 


4440 


caaggagtaa 


ttgtggcttt 


aggggtcgtg 


gtgatgctgg 


aatgtcaagc 


gccgtcgtgg 


4500 


ggtatccgac 


tgtccgggct 


cctggtccgc 


agtggcagag 


cgccaggcag 


agccaatcag 


4560 


ggtctcgtgc 


tgcccttccc 


ccccacagcc 


tggcagccat 


ccagaggagg 


ggctctacca 


4620 


gatgccaagg 


tgccccggtg tptgtatggg 


tgtccggttg 


ggtcctgtgt 


ttggtctgcc 


4680 


ctggaggtgg 


ctgggccctc 


ctgggatggg 


tggctcagcc 
Page 83 


tcgaatccca 


ggccccagcc 


4740 



WO 2005/014863 PCT/AU2004/001051 

SSCP Update Sequences. ST25 



caggcaggtg 


ctgctgcctg ttgtggtttc 


ctggcccagc 


ttctccttct 


ccctctgcat 


4800 


aaaatcacag 


tccgtgagtc 


ttccagctgc 


caccacggct 


gggacacgct 


gggggagggc 


4860 


tcctcccatg 


cctcctgcac 


acagccgtct 


gagcagggca 


ggtgccaaca 


ccccccaccg 


4920 


gagacacgct 


gcccctcagc 


gatgccccta 


ccttttgggg 


ggcctcgtct 


caagcccccc 


4980 


ettggaggct 


gaaatcaccc caggcactg't gagggcttct ccagggggac 


accctttgag 


5040 


ctgtgggtct 


gatcacccca 


agtcccgcac 


acggaggaga 


ggcacagcca 


gggcgtgtgg 


5100 


tttaatgttt 


gccccttcgg 


ggctggaggt 


ctcagtgttt 


ctagattcca 


gaccctgctg 


5160 


ccagagagac 


ctgctgccgg 


agagaagggg 


aggaggactc 


cagctgggct 


cggtccccca 


5220 


cagtcaggga 


cccccataaa 


ggacaccccc 


ttctctctag 


aaagagctgg 


gctctcagct 


5280 


atttctagtt 


gcttcccaga 


agccgaggag 


cagaaggagc 


tgtgagagct 


ttgcagaaac 


5340 


gcccttgtcc 


ccgccctcct 


gagctatgaa 


tgccgtacag 


agcagaggct 


ggggcattgg 


5400 


caagatcaca 


ggttgatgct 


gcacagcccc 


attgacacaa 


accctcaaag 


cagacgtgag 


5460 


agggacggtt 


cacaaagctt 


ggacctgccg 


tggagggtgc 


ccggcagacg 


tggcgtgaga 


5520 


gggacggctc 


acgaggcttg 


gacctgctgt 


ggagggtgcc 


cagcagacgt 


ggtgtgagag 


5580 


gaacggctca 


cgagacttgg 


acctggtgga 


gggtgcccag 


cagacgtggt 


gtgagaggga 


5640 


cggctcacag 


ggcttggacc 


ggagagagat 


ggctcatgag 


acttggacct 


gccgtggagg 


5700 


gtgcccagca 


gacgtggtat 


gagagggatg 


gctcacgagg 


cttggacctg 


gtggagggtg 


5760 


cccggcagac 


gtgtgagagg 


gacggttcac 


aaggcttgga 


cctgccatgg 


agggtgccca 


5820 


gcagacgtgg 


tgtgagaggg 


acagctcacg 


aggcttggac 


ctgccgtgga 


gggtgcccag 


5880 


cagggggctg 


agctctgagg 


ggtgggtgct 


cagtgcacgg 


gtgcccccag 


tgtcctctga 


5940 


tcctgtccgg 


tgcctccccc 


aacccccaca 


cccatgcaga 


actcccaggt 


cacatgcacg 


6000 


tatgtccagg 


gcatgggggt 


ggcgtgaaga 


ggcctggtca 


gggcctttag 


gggctgcagg 


6060 


acggaatggc 


cacctgggga 


gcctgtgtgg 


ctgtgccggg 


cagccatcct 


gcattcccac 


6120 


ccagcgcgca 


gtctccacct 


cggccccagc 


aaagcgctaa 


gcagccggag 


agacagccag 


6180 


ggcggcttcc 


tgaaggatgt 


gggatggtgg 


actccggggt 


cgagggaata 


cgcaggttcc 


6240 


tgtcctccgg 


gagacctaga 


gaagctgcac 


acccaggagc tttccatgac 


ccgggagcat 


6300 


gagtgaatgg 


ggggttccag 


tttgctgaac 


tttgctgtct 


tgtaagggtg 


ggggctgacg 


6360 


gccgaccctg 


ggaggaggtg 


acaccgcagg 


gggaggttgt 


gggcaacggt 


gqaggaggag 

ZJ ZJ ZJ -J ZJ ZJ 


6420 


agacgggagg 


ggaccatttg 


ggatggaggg 


gcctcttcag 


agttttaaaa 


ggcgtttgtg 


6480 


gggtggagtt 


gagtgtgctc 


tgggcttgga 


cacttgccgt 


ggtgcccctg 


gctggccgag 


6540 


gagactggct 


ctggccaggg 


ccccgtcctg 


agaggtcctc 


agcgtctgac 


tctcggccag 


6600 


gcgccagcaa 


ggaggggccg 


gtccccgggg 


ctaccaggca 


ggcacgtgca 


catcgccatc 


6660 


gccacacgcc 


aactccgcct 


gggttttaca 


aagtcgttgc 


cttaatgcat 


gtggacagga 


6720 


actccctgag gtcgccccat gccccctggc tgtgccaggt acggacgccc 


tggaccctgc 


6780 
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gaacaggtgg 


ggcgggcgag 


gggcccaagg 


gacgggctcc 


agagacacgc 


gcagggcagg 


6840 


aggggtctca 


cggaggggtc 


tcgcactgag 


gcgcccagag 


ctggtggtcc 


cgctggacgc 


6900 


catccctctg 


cccgggatcc 


acacggccca 


cgtgtgcccg 


ccatgcccgc 


gccccacgcc 


6960 


attgcagtct 


tccatcctct 


ggccgtgacg 


gtggctgcag 


cttccccatt 

* 


tgcgccgttg 


7020 


cctctggctg 


tctgcacttt 


tgttcatgct 


ccaaagaaca 


tttcataatg 


ccttcagtac 


7080 


cgacgtacac 


ttctgaccat 


tttgtatgtg 


tccttgtgcc 


gtagtgacca ggcctttttt 


7140 


tggtggatgt 


gttaccccgc 


acacttcaat 


ctcaactttg 


tgcaccgtcc 


attttctagg 


7200 


gatagacgcc 


cagggaatga 


actctagttt 


tctaacagat 


tagctgagat 


attaacttac 


7260 


tcacacggac 


aggttgatgc 


cagagccgta 


agaatgcgcc 


agtgcgggtt 


tgcgggggac 


7320 


ttcgggtgtg 


gggtcctgcg 


gccgcgatgg 


ccgtggaagg 


ttctggggat ccctgctgcc 


7380 


acggggacga 


gttcggacgc 


caggtggacc 


tgtgcactca 


gtaaaacgca 


gtgattc 


7437 


<210> 43 

<211> 7437 

<212> DNA 

<213> Homo sapiens 


• 

• 


- 
■ 


• 


■ 


■ 


<400> 43 
gctgagcctg 


agcccgaccc 


ggggcgcctc 


ccgccaggca 


ccacggtgca 


gaagtcgcgc 


60 


aacggcggcg 


tataccccgg 


cccgagcggg 


gagaagaagc 


tgaaggtggg 


cttcgtgggg 


120 


ctggaccccg 


gcgcgcccga 


ctccacccgg 


gacggggcgc 


tgctgatcgc 


cggctccgag 


180 


gcccccaagc 


gcggcagcat 


cctcagcaaa 


cctcgcgcgg 


gcggcgcggg 


cgccgggaag 


240 


ccccccaagc 


gcaacgcctt 


ctaccgcaag 


ctgcagaatt 


tcctctacaa 


cgtgctggag 


300 


cggccgcgcg 


gctgggcgtt 


catctaccac 


gcctacgtgt 


tcctcctggt 


tttctcctgc 


360 


ctcgtgctgt 


ctgtgttttc 


caccatcaag 


gagtatgaga 


agagctcgga 


gggggccctc 


420 


tacatcctgg 


aaatcgtgac 


tatcgtggtg 


tttggcgtgg 


agtacttcgt 


gcggatctgg 


480 


gccgcaggct 


gctgctgccg 


gtaccgtggc 


tggagggggc 


ggctcaagtt 


tgcccggaaa 


540 


ccgttctgtg 


tgattgacat 


catggtgctc 


atcgcctcca 


ttgcggtgct 


ggccgccggc 


600 


tcccagggca 


acgtctttgc 


cacatctgcg 


ctccggagcc 


tgcgcttcct 


gcagattctg 


660 


cggatgatcc 


gcatggaccg 


gcggggaggc 


acctggaagc 


tgctgggctc 


tgtggtctat 


720 


gcccacagca 


aggagctggt 


cactgcctgg 


tacatcggct 


tcctttgtct 


catcctggcc 


780 


tcgttcctgg 


tgtacttggc 


agagaagggg 


gagaacgacc 


actttgacac 


ctacgcggat 


840 


gcactctggt 


ggggcctgat 


cacgctgacc 


accattggct 


acggggacaa 


gtacccccag 


900 


acctggaacg 


gcaggctcct 


tgcggcaacc 


ttcaccctca 


tcggtgtctc 


cttcttcgcg 


960 


ctgcctgcag 


gcatcttggg 


gtctgggttt 


gccctgaagg 


ttcaggagca 


gcacaggcag 


1020 


aagcactttg 


agaagaggcg 


gaacccggca 


gcaggcctga 


tccagtcggc 


ctggagattc 


1080 


tacgccacca 


acctctcgcg 


cacagacctg 


cactccacgt 


ggcagtacta 


cgagcgaacg 


1140 
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gtcaccgtgc 


ccatgtacag 


ttcgcaaact 


caaacctacg 


gggcctccag 


acttatcccc 


1200 


ccgctgaacc 


agctggagct 


gctgaggaac 


ctcaagagta 


aatctggact 


cgctttcagg 


1260 


aaggaccccc 


cgccggagcc 


gtctccaagc 


cagaaggtca 


gtttgaaaga 


tcgtgtcttc 


1320 


tccagccccc 


gaggcgtggc 


tgccaagggg 


aaggggtccc 


cgcaggccca 


gactgtgagg 


1380 


cggtcaccca 


gcgccgacca 


gagcctcgag 


gacagcccca 


gcaaggtgcc 


caagagctgg 


1440 


agcttcgggg 


accgcagccg 


ggcacgccag 


gctttccgca 


tcaagggtgc 


cgcgtcacgg 


1500 


cagaactcag 


aagaagcaag 


cctccccgga 


gaggacattg 


tggatgacaa 


gagctgcccc 


1560 


tgcgagtttg 


tgaccgagga 


cctgaccccg 


ggcctcaaag 


tcagcatcag 


agccgtgtgt 


1620 


gtcatgcggt 


tcctggtgtc 


caagcggaag 


ttcaaggaga 


gcctgcggcc 


ctacgacgtg 


1680 


atggacgtca 


tcgagcagta 


ctcagccggc 


cacctggaca 


tgctgtcccg 


aattaagagc 


1740 


ctgcagtcca 


gagtggacca 


gatcgtgggg 


cggggcccag 


cgatcacgga 


caaggaccgc 


1800 


accaagggcc 


cggccgaggc 


ggagctgccc 


gaggacccca 


gcatgatggg 


acggctcggg 


1860 


aaggtggaga 


agcaggtctt 


gtccatggag 


aagaagctgg 


acttcctggt 


gaatatctac 


1920 


atgcagcgga 


tgggcatccc 


cccgacagag 


accgaggcct 


actttggggc 


caaagagccg 


1980 


gagccggcgc 


cgccgtacca 


cagcccggaa 


gacagccggg 


agcatgtcga 


caggcacggc 


2040 


tgcattgtca 


agatcgtgcg 


ctccagcagc 


tccacgggcc 


agaagaactt 


ctcggcgccc 


2100 


ccggccgcgc 


cccctgtcca 


gtgtccgccc 


tccacctcct 


ggcagccaca 


gagccacccg 


2160 


cgccagggcc 


acggcacctc 


ccccgtgggg 


gaccacggct 


ccctggtgcg 


catcccgccg 


2220 


ccgcctgccc 


acgagcggtc 


gctgtccgcc 


tacggcgggg 


gcaaccgcgc 


cagcatggag 


2280 


ttcctgcggc 


aggaggacac 


cccgggctgc 


aggccccccg 


aggggaccct 


gcgggacagc 


2340 


gacacgtcca 


tctccatccc 


gtccgtggac 


cacgaggagc 


tggagcgttc 


cttcagcggc 


2400 


ttcagcatct 


cccagtccaa 


ggagaacctg 


gatgctctca 


acagctgcta 


cgcggccgtg 


2460 


gcgccttgtg 


ccaaagtcag 


gccctacatt 


gcggagggag 


agtcagacac 


cgactccgac 


2520 


ctctgtaccc 


cgtgcgggcc 


cccgccacgc 


tcggccaccg 


gcgagggtcc 


ctttggtgac 


""i r* rt r\ 

2580 


gtgggctggg 


ccgggcccag 


gaagtgaggc 


ggcgctgggc 


cagtggaccc 


gcccgcggcc 


2640 


ctcctcagca 


cggtgcctcc 


gaggttttga 


ggcgggaacc 


ctctggggcc 


cttttcttac 


2700 


agtaactgag 


tgtggcggga 


agggtgggcc 


ctggaggggc 


ccatgtgggc 


tgaaggatgg 


~\ *t A* f~\ 

2760 


gggctcctgg 


cagtgacctt 


ttacaaaagt 


tattttccaa 


cagggcactc 


ccaggccctg 


2820 


tcgccattga 


ggtgcctccg 


ctgggctgtc 


tcctcacccc 


tccctgtgct 


ggagcctgtc 


2880 


ccaaaaaggt 


gccaactggg 


aggcctcgga 


agccactgtc 


caggctccca 


ctgcctgtct 


2940 


gctctgttcc 


caaaggcagc 


Qtgtgtggcc 


tcgggccctg 


cggtggcatg 


aagcatccct 


3000 


tctggtgtgg 


gcatcgctac .gtgttttggg 


ggcagcgttt 


cacggcggtg 


cccttgctgt 


3060 


ctcccttggg 


ctggctcgag 


cctggggtcc 


atgtcccttt 


gccgtcccgt 


catggggcag 


3120 


ggaatccata 


gcggggccca 


caggcagggg 


tatgagtgcg 


tcccacccaa 


cgcagcacca 


3180 



Page 86 



WO 2005/014863 PCT/AU2004/001051 

S5CP Update Sequences. ST25 



gccccggcca 


ccgctccccg 


tgtccccagt 


tccgtctcag 


ctacctggac 


tccaggaccc 




tggagaaggg 


agacctggca 


• 

gtggagggag 


gctgtgctgt 


gtg tccccct 


gcaggtgtga 




ccccgcctgc 


tctttcctcc 


cccgccaggt 


gtggccccgc 


ctgctctttc 


ctcccccacc 




agtatggccc 


cacctgctct 


ttcctccccc 


cccaaggtgt 


ggccccacct 


gttctttcct 


D A A 


cccctgccga 


ggtgtgaccc 


cacctgctct 


ttcctccctc 


ccagtatggc 


cccacctgct 




ctttcctccc 


ccgaggtgag 


gccccgcctg 


ctctttcctc 


ccatgggagc 


cgctgaggcg 


3^40 


tgcgcacctg 


ggcacaggtt 


ggggctctgc 


aggatgagga 


agacaggcca 


atcccttccc 


3O0U 


tcccagaagc 


tggccgccca 


gcaggaggga 


ctgaggccag 


actcatgtcc 


agcaaggaac 


iboU 


gtgtggtgtg 


tcccctggga 


agtctctggg 


ccctgggaag 


agggaaggtg 


cacgtcctgg 


5( IX) 


gatggttgcg 


gggccctgtt 


ttgggagaca 


aaggggtaga 


gggtctgtct 


tgggcccccc 


37QA 


cagactctag 


cccgagcagt 


gcagccacct 


* 

actgccccac 


ctcagagaag 


tgcagcggga 


^ O A f\ 


aggaggctgg 


aggtggtgcg 


gcgctgcctc 


gggtgtctgc 


gtgaatgagc 


gtggccaagg 


iyuu 


accagtgcca cctcatggca aagagctccc 


gcagtgtttg 


ttagagtgca 


catcctacgt 


3 OCA 


gcccactggc 


acacacacgt 


gctcacatac 


atgtccgcgt 


acaggcgtac 


acatgcacgc 


>I AT A 


ttgcacacat 


gcacacagac 


cacatagcac 


acatgtgcac 


tgaccacacc 


tgtatagacc 


yl AO A 

4080 


atgcacagta cacatacgtg catacacatg 


cctgcataca 


ggcatacaca 


tgcacgctta 


A 1 /I A 

4140 


catgtacacg 


tgcacagatc 


acacacatgc 


acacacgtgt 


agctcacaca 


cagtatacac 


4400 


atacacaagt 


gcacagacca 


cacacagcac 


taacacatgc 


acacacaaag 


^B^H ^BBk B>Bk BBB A ^BBl ^^Bl ^BBh 

tgcataggcc 


4Zb0 


acacagcaca tgcacacagg 


tgcacagacc 


acacagcaca 


cacaagtgca 


cagagcacac 


4dz0 


tgcacacatg 


cacacacaca 


cgcgtgcatg 


cacactcctc 


gcacttccag 


^fl* bIb ^BPV B^Bl B^k bM _^bb> «BBt 

ccttggagcc 


/l 3 OA 


cttctgtctc 


tggtctttct 


ctttgaccct 


gctgagtgta 


agctgcctgg 


n i _r _l _n_ _i ■ ■ m« M 

ggaggggcta 


/I yt /l A 
444U 


caaggagtaa 


ttgtggcttt 


aggggtcgtg 


gtgatgctgg 


aatgtcaagc 


gccgtcgtgg 


/icnn 


ggtatccgac 


tgtccgggct 


cctggtccgc 


agtggcagag 


cgccaggcag 


agccaatcag 




ggtctcgtgc 


tgcccttccc 


ccccacagcc 


tggcagccat 


ccagaggagg 


ggc tc racca 




gatgccaagg 


tgccccggtg 


tctgtatggg 


tgtccggttg 


ggtcc Lgtgt 


t tggtc rgcc 




ctggaggtgg 

* 


ctgggccctc 


ctgggatggg 


tggctcagcc 


tcgaatccca 


n r% r~ f f fi f 

ggccccagcc 


/17AO 
H / *fU 


caggcaggtg 


ctgctgcctg 


ttgtggtttc 


ctggcccagc 


ttctccttct 


cccrcxgcat 




aaaatcacag 


tccgtgagtc 


ttccagctgc 


caccacggct 


gggacacgct 


*m 0*% «^ aa^g m _w 

gggggagggc 


4obO 


tcctcccatg 


cctcctgcac 


acagccgtct 


gagcagggca 


gg xgccaaca 




4Q?0 


gagacacgct 


gcccctcagc 


gatgccccta 


ccttttgggg 


ggcctcgtct 


caagcccccc 


4980 


cttggaggct 


gaaatcaccc 


caggcactgt 


gagggcttct 


ccagggggac 


accctttgag 


5040 


ctgtgggtct 


gatcacccca 


agtcccgcac 


acggaggaga 


ggcacagcca 


gggcgtgtgg 


5100 


tttaatgttt 


gccccttcgg 


ggctggaggt 


ctcagtgttt 


ctagattcca 


gaccctgctg 


5160 


ccagagagac 


ctgctgccgg 


agagaagggg 


aggaggactc 


cagctgggct 


cggtccccca 


5220 
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cagtcaggga cccccataaa ggacaccccc ttctctctag aaagagctgg gctctcagct 5280 

atttctagtt gcttcccaga agccgaggag cagaaggagc tgtgagagct ttgcagaaac 5340 

gcccrtgtcc ccgccctcct gagctatgaa tgccgtacag agcagaggct ggggcattgg 5400 

caagatcaca ggttgatgct gcacagcccc attgacacaa accctcaaag cagacgtgag 5460 

agggacggtt cacaaagctt ggacctgccg tggagggtgc ccggcagacg tggcgtgaga 5520 

gggacggctc acgaggcttg gacctgctgt ggagggtgcc cagcagacgt ggtgtgagag 5580 

gaacggctca cgagacttgg acctggtgga gggtgcccag cagacgtggt gtgagaggga 5640 

cggctcacag ggcttggacc ggagagagat ggctcatgag acttggacct gccgtggagg 5700 

i 

gtgcccagca gacgtggtat gagagggatg gctcacgagg cttggacctg gtggagggtg 5760 

cccggcagac gtgtgagagg gacggttcac aaggcttgga cctgccatgg agggtgccca 5820 

gcagacgtgg tgtgagaggg acagctcacg aggcttggac ctgccgtgga gggtgcccag 5880 

cagggggctg agctctgagg ggtgggtgct cagtgcacgg gtgcccccag tgtcctctga 5940 

tcctgtccgg tgcctccccc aacccccaca cccatgcaga actcccaggt cacatgcacg 6000 

tatgtccagg gcatgggggt ggcgtgaaga ggcctggtca gggcctttag gggctgcagg 6060 

acggaatggc cacctgggga gcctgtgtgg ctgtgccggg cagccatcct gcattcccac 6120 

ccagcgcgca gtctccacct cggccccagc aaagcgctaa gcagccggag agacagccag 6180 

ggcggcttcc tgaaggatgt gggatggtgg actccggggt cgagggaata cgcaggttcc 6240 

tgtcctccgg gagacctaga gaagctgcac acccaggagc tttccatgac ccgggagcat 6300 

gagtgaatgg ggggttccag tttgctgaac tttgctgtct tgtaagggtg ggggctgacg 6360 

gccgaccctg ggaggaggtg acaccgcagg gggaggttgt gggcaacggt ggaggaggag 6420 

agacgggagg ggaccatttg ggatggaggg gcctcttcag agttttaaaa ggcgtttgtg 6480 

gggtggagtt gagtgtgctc tgggcttgga cacttgccgt ggtgcccctg gctggccgag 6540 

gagactggct ctggccaggg ccccgtcctg agaggtcctc agcgtctgac tctcggccag 6600 

gcgccagcaa ggaggggccg gtccccgggg ctaccaggca ggcacgtgca catcgccatc 6660 

gccacacgcc aactccgcct gggttttaca aagtcgttgc cttaatgcat gtggacagga 6720 

actccctgag gtcgccccat gccccctggc tgtgccaggt acggacgccc tggaccctgc 6780 

gaacaggtgg ggcgggcgag gggcccaagg gacgggctcc agagacacgc gcagggcagg 6840 

aggggtctca cggaggggtc tcgcactgag gcgcccagag ctggtggtcc cgctggacgc 6900 

catccctctg cccgggatcc acacggccca cgtgtgcccg ccatgcccgc gccccacgcc 6960 

attgcagtct tccatcctct ggccgtgacg gtggctgcag cttccccatt tgcgccgttg 7020 

cctctggctg tctgcacttt tgttcatgct ccaaagaaca tttcataatg ccttcagtac 7080 

cgacgtacac ttctgaccat tttgtatgtg tccttgtgcc gtagtgacca ggcctttttt 7140 

tggtggatgt gttaccccgc acacttcaat ctcaactttg tgcaccgtcc attttctagg 7200 

gatagacgcc cagggaatga actctagttt tctaacagat tagctgagat attaacttac 7260 
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tcacacggac aggttgatgc cagagccgta agaatgcgcc agtgcgggtt tgcgggggac 7320 

ttcgggtgtg gggtcctgcg gccgcgatgg ccgtggaagg ttctggggat ccctgctgcc 7380 

acggggacga gttcggacgc caggtggacc tgtgcactca gtaaaacgca gtgattc 7437 

<210> 44 . . 

<211> 7437 

<212> DNA . 

<213> Homo sapiens 

<400> 44 

gctgagcctg agcccgaccc ggggcgcctc ccgccaggca ccatggtgca gaagtcgcgc 60 

aacggcggcg tataccccgg cccgagcggg gagaagaagc tgaaggtggg cttcgtgggg 120 

ctggaccccg gcgcgcccga ctccacccgg gacggggcgc tgctgatcgc cggctccgag 180 

gcccccaagc gcggcagcat cctcagcaaa cctcgcgcgg gcggcgcggg cgccgggaag 240 

ccccccaagc gcaacgcctt ctaccgcaag ctgcagaatt tcctctacaa cgtgctggag 300 

cggccgcgcg gctgggcgtt catctaccac gcctacgtgt tcctcctggt tttctcctgc . 360 

ctcgtgctgt ctgtgttttc caccatcaag gagtatgaga agagctcgga gggggccctc 420 

tacatcctgg aaatcgtgac tatcgtggtg tttggcgtgg agtacttcgt gcggatctgg 480 

gccgcaggct gctgctgccg gtaccgtggc tggagggggc ggctcaagtt tgcccggaaa 540 

ccgttctgtg tgattgacat catggtgctc atcgcctcca ttgcggtgct ggccgccggc 600 

tcccagggca acgtctttgc cacatctgcg ctccggagcc tgcgcttcct gcagattctg 660 

cggatgatcc gcatggaccg gcggggaggc acctggaagc tgctgggctc tgtggtctat 720 

gcccacagca aggagctggt cactgcctgg tacatcggct tcctttgtct catcctggcc 780 

tcgttcctgg tgtacttggc agagaagggg gagaacgacc actttgacac ctacgcggat 840 

gcactctggt ggggcctgat cacgctgacc accattggct acggggacaa gtacccccag 900 

acctggaacg gcaggctcct tgcggcaacc ttcaccctca tcggtgtctc cttcttcgcg 960 

ctgcctgcag gcatcttggg gtctgggttt gccctgaagg ttcaggagca gcacaggcag 1020 

aagcactttg agaagaggcg gaacccggca gcaggcctga tccagtcggc ctggagattc 1080 

tacgccacca acctctcggg cacagacctg cactccacgt ggcagtacta cgagcgaacg 1140 

gtcaccgtgc ccatgtacag ttcgcaaact caaacctacg gggcctccag acttatcccc 1200 

ccgctgaacc agctggagct gctgaggaac ctcaagagta aatctggact cgctttcagg 1260 

aaggaccccc cgccggagcc gtctccaagc cagaaggtca gtttgaaaga tcgtgtcttc 1320 

tccagccccc gaggcgtggc tgccaagggg aaggggtccc cgcaggccca gactgtgagg 1380 

cggtcaccca gcgccgacca gagcctcgag gacagcccca gcaaggtgcc caagagctgg 1440 

agcttcgggg accgcagccg ggcacgccag gctttccgca tcaagggtgc cgcgtcacgg 1500 

cagaactcag aagaagcaag cctccccgga gaggacattg tggatgacaa gagctgcccc 1560 

tgcgagtttg tgaccgagga cctgaccccg ggcctcaaag tcagcatcag agccgtgtgt 1620 

gtcatgcggt tcctggtgtc caagcggaag ttcaaggaga gcctgcggcc ctacgacgtg 1680 
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atggacgtca 


tcgagcagta 


ctcagccggc 


cacctggaca 


tgctgtcccg 


aattaagagc 


1740 


ctgcagtcca 


gagtggacca 


* 

gatcgtgggg 


cggggcccag 


cgatcacgga 


caaggaccgc 


1800 


accaagggcc 


cggccgaggc 


ggagctgccc 


gaggacccca 


gcatgatggg 


acggctcggg 


1860 


aaggtggaga 


agcaggtctt 


gtccatggag 


aagaagctgg 


acttcctggt 


gaatatctac 


1920 


atgcagcgga 


tgggcatccc 


cccgacagag 


accgaggcct 


actttggggc 


caaagagccg 


. 1980 


gagccggcgc 


cgccgtacca 


cagcccggaa 


gacagccggg 


agcatgtcga 


caggcacggc 


2040 


tgcattgtca 


agatcgtgcg 


ctccagcagc 


tccacgggcc 


agaagaactt 


ctcggcgccc 


2100 


ccggccgcgc 


cccctgtcca 


gtgtccgccc 


tccacctcct 


ggcagccaca 


gagccacccg 


2160 


cgccagggcc 


acggcacctc 


ccccgtgggg 


gaccacggct 


ccctggtgcg 


catcccgccg 


2220 


ccgcctgccc 


acgagcggtc 


gctgtccgcc 


tacggcgggg 


gcaaccgcgc 


cagcatggag 


2280 


ttcctgcggc 


aggaggacac 


cccgggctgc aggccccccg 


aggggaccct 


gcgggacagc 


2340 


gacacgtcca 


tctccatccc 


gtccgtggac 


cacgaggagc 


tggagcgttc 


cttcagcggc 


2400 


ttcagcatct 


cccagtccaa 


ggagaacctg 


gatgctctca 


acagctgcta 


cgcggccgtg 


2460 


gcgccttgtg 


ccaaagtcag 


gccctacatt 


gcggagggag 


agtcagacac 


cgactccgac 


2520 


ctctgtaccc 


cgtgcgggcc 


cccgccacgc 


tcggccaccg 


gcgagggtcc 


ctttggtgac 


2580 


gtgggctggg 


ccgggcccag 


gaagtgaggc 


ggcgctgggc 


cagtggaccc 


gcccgcggcc 


2640 


ctcctcagca 


cggtgcctcc 


gaggttttga 


ggcgggaacc 


ctctggggcc 


cttttcttac 


2700 


agtaactgag 


tgtggcggga 


agggtgggcc 


ctggaggggc 


ccatgtgggc 


tgaaggatgg 


2760 


gggctcctgg 


cagtgacctt 


ttacaaaagt 


tattttccaa 


cagggcactc 


ccaggccctg 


2820 


tcgccattga 


ggtgcctccg 


ctgggctgtc 


tcctcacccc 


tccctgtgct 


ggagcctgtc 


2880 


ccaaaaaggt 


gccaactggg 


aggcctcgga 


agccactgtc 


caggctccca 


ctgcctgtct 


2940 


gctctgttcc 


caaaggcagc 


gtgtgtggcc 


tcgggccctg 


cggtggcatg 


aagcatccct 


3000 


tctggtgtgg 


gcatcgctac 


gtgttttggg 


ggcagcgttt 


cacggcggtg 


cccttgctgt 


3060 


ctcccttggg 


ctggctcgag 


cctggggtcc 


atgtcccttt 


gccgtcccgt 


catggggcag 


3120 


ggaatccata 


gcggggccca 


caggcagggg 


tatgagtgcg 


tcccacccaa 


cgcagcacca 


3180 


gccccggcca 


ccgctccccg 


tgtccccagt 


tccgtctcag 


ctacctggac 


tccaggaccc 


3240 


tggagaaggg 


agacctggca 


gtggagggag 


gctgtgctgt 


gtgtccccct 


gcaggtgtga 


3300 


ccccacctac 


tctttcctcc 


cccgccaggt 


gtggccccgc 


ctgctctttc 


ctcccccacc 


3360 


agtatggccc 


cacctgctct 


ttcctccccc 


cccaaggtgt 


ggccccacct 


gttctttcct 


3420 


cccctgccga 


ggtgtgaccc 


cacctgctct 


ttcctccctc 


ccagtatggc 


cccacctgct 


3480 


crttcctccc 


ccgaggtgag 


gccccgcctg 


ctctttcctc 


ccatgggagc 


cgctgaggcg 


3540 


tgcgcacctg 


ggcacaggtt 


ggggctctgc 


aggatgagga 


agacaggcca 


atcccttccc 


3600 


tcccagaagc 


tggccgccca 


gcaggaggga 


ctgaggccag 


actcatgtcc 


agcaaggaac 


3660 


gtgtggtgtg 


tcccctggga 


agtctctggg 


ccctgggaag 


agggaaggtg 


cacgtcctgg 


3720 
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gatggttgcg gggccctgtt 
cagactctag cccgagcagt 
aggaggctgg aggtggtgcg 
accagtgcca cctcatggca 
gcccactggc acacacacgt 
ttgcacacat gcacacagac 
atgcacagta cacatacgtg 
catgtacacg tgcacagatc 
atacacaagt gcacagacca 
acacagcaca tgcacacagg 
tgcacacatg cacacacaca 
cttctgtctc tggtctttct 
caaggagtaa ttgtggcttt 
ggtatccgac tgtccgggct 
ggtctcgtgc tgcccttccc 
gatgccaagg tgccccggtg 
ctggaggtgg ctgggccctc 
caggcaggtg ctgctgcctg 
aaaatcacag tccgtgagtc 
tcctcccatg cctcctgcac 
gagacacgct gcccctcagc 
cttggaggct gaaatcaccc 
ctgtgggtct gatcacccca 
tttaatgttt gccccttcgg 
ccagagagac ctgctgccgg 
cagtcaggga cccccataaa 
atttctagtt gcttcccaga 
gcccttgtcc ccgccctcct 
caagatcaca ggttgatgct 
agggacggtt cacaaagctt 
gggacggctc acgaggcttg 
gaacggctca cgagacttgg 
cggctcacag ggcttggacc 
gtgcccagca gacgtggtat 
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ttgggagaca aaggggtaga gggtctgtct tgggcccccc 3780 

gcagccacct actgccccac ctcagagaag tgcagcggga 3840 

gcgctgcctc gggtgtctgc gtgaatgagc gtggccaagg 3900 

aagagctccc gcagtgtttg ttagagtgca catcctacgt 3960 

gctcacatac atgtccgcgt acaggcgtac acatgcacgc 4020 

cacatagcac acatgtgcac tgaccacacc tgtatagacc 4080 

catacacatg cctgcataca ggcatacaca tgcacgctta 4140 

acacacatgc acacacgtgt agctcacaca cagtatacac 4200 

cacacagcac taacacatgc acacacaaag tgcataggcc 4260 

tgcacagacc acacagcaca cacaagtgca cagagcacac 4320 

cgcgtgcatg cacactcctc gcacttccag ccttggagcc 4380 

ctttgaccct gctgagtgta agctgcctgg ggaggggcta 4440 

aggggtcgtg gtgatgctgg aatgtcaagc gccgtcgtgg 4500 

cctggtccgc agtggcagag cgccaggcag agccaatcag 4560 . 

ccccacagcc tggcagccat ccagaggagg ggctctacca 4620 

tctgtatggg tgtccggttg ggtcctgtgt ttggtctgcc 4680 

ctgggatggg tggctcagcc tcgaatccca ggccccagcc 4740 

ttgtggtttc ctggcccagc ttctccttct ccctctgcat 4800 

ttccagctgc caccacggct gggacacgct gggggagggc 4860 

acagccgtct gagcagggca ggtgccaaca ccccccaccg 4920 

gatgccccta ccttttgggg ggcctcgtct caagcccccc 4980 

caggcactgt gagggcttct ccagggggac accctttgag "5040 

agtcccgcac acggaggaga ggcacagcca gggcgtgtgg 5100 

ggctggaggt ctcagtgttt ctagattcca gaccctgctg 5160 

agagaagggg aggaggactc cagctgggct cggtccccca 5220 

ggacaccccc ttctctctag aaagagctgg gctctcagct 5280 

agccgaggag cagaaggagc tgtgagagct ttgcagaaac 5340 

gagctatgaa tgccgtacag agcagaggct ggggcattgg 5400 

* 

gcacagcccc attgacacaa accctcaaag cagacgtgag 5460 

ggacctgccg tggagggtgc ccggcagacg tggcgtgaga 5520 

gacctgctgt ggagggtgcc cagcagacgt ggtgtgagag 5580 

acctggtgga gggtgcccag cagacgtggt gtgagaggga 5640 

ggagagagat ggctcatgag acttggacct gccgtggagg 5700 

gagagggatg gctcacgagg cttggacctg gtggagggtg 5760 
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cccggcagac 


gtgtgagagg 


gacggttcac 


aaggcttgga 


cctgccatgg 


agggtgccca 


5820 


gcagacgtgg 


tgtgagaggg 


acagctcacg aggcttggac ctgccgtgga gggtgcccag 


5880 


cagggggctg 


agctctgagg 


ggtgggtgct 


cagtgcacgg 


gtgcccccag 


tgtcctctga 


5940 


tcctgtccgg 


tgcctccccc 


aacccccaca 


cccatgcaga 


actcccaggt 


cacatgcacg 


6000 


tatgtccagg 


gcatgggggt 


ggcgtgaaga 


ggcctggtca 


gggcctttag 


gggctgcagg 


6060 


acggaatggc 


cacctgggga 


gcctgtgtgg 


ctgtgccggg 


cagccatcct 


gcattcccac 


6120 


ccagcgcgca 


gtctccacct 


cggccccagc 


aaagcgctaa 


gcagccggag 


agacagccag 


6180 


ggcggcttcc 


tgaaggatgt 


gggatggtgg 


actccggggt 


cgagggaata 


cgcaggttcc 


6240 


tgtcctccgg 


gagacctaga 


gaagctgcac 


acccaggagc 


tttccatgac 


ccgggagcat 


6300 


gagtgaatgg 


ggggttccag 


tttgctgaac tttgctgtct 


tgtaagggtg 


ggggctgacg 


6360 


gccgaccctg 


ggaggaggtg 


acaccgcagg 


gggaggttgt 


gggcaacggt 


ggaggaggag 


6420 


agacgggagg 


ggaccatttg 


ggatggaggg 


gcctcttcag 


agttttaaaa 


ggcgtttgtg 


6480 


gggtggagtt 


gagtgtgctc 


tgggcttgga 


cacttgccgt 


ggtgcccctg 


gctggccgag 


6540 


gagactggct 


ctggccaggg 


ccccgtcctg 


agaggtcctc 


agcgtctgac 


tctcggccag 


6600 


gcgccagcaa 


ggaggggccg 


gtccccgggg ctaccaggca ggcacgtgca catcgccatc 


6660 


gccacacgcc 


aactccgcct 


gggttttaca aagtcgttgc cttaatgcat gtggacagga 


6720 


actccctgag 


gtcgccccat 


gccccctggc 


tgtgccaggt 


acggacgccc 


tggaccctgc 


6780 


gaacaggtgg 


ggcgggcgag 


gggcccaagg 


gacgggctcc 


agagacacgc 


gcagggcagg 


6840 


aggggtctca 


cggaggggtc 


tcgcactgag 


gcgcccagag 


ctggtggtcc 


cgctggacgc 


6900 


catccctctg 


cccgggatcc 


acacggccca 


cgtgtgcccg 


ccatgcccgc 


gccccacgcc 


6960 


. attgcagtct 


tccatcctct 


ggccgtgacg 


gtggctgcag 


cttccccatt 


tgcgccgttg 


7020 


cctctggctg 


tctgcacttt 


tgttcatgct 


ccaaagaaca 


tttcataatg 


ccttcagtac 


7080 


cgacgtacac 


ttctgaccat 


tttgtatgtg 


tccttgtgcc 


gtagtgacca ggcctttttt 


7140 


tggtggatgt 


gttaccccgc 


acacttcaat 


ctcaactttg 


tgcaccgtcc 


attttctagg 


7200 


gatagacgcc 


cagggaatga 


actctagttt 


tctaacagat tagctgagat attaacttac 


7260 


tcacacggac 


aggttgatgc 


cagagccgta 


agaatgcgcc 


agtgcgggtt 


tgcgggggac 


7320 

* 


ttcgggtgtg 


gggtcctgcg 

* 


gccgcgatgg 


ccgtggaagg 


ttctggggat 


ccctgctgcc 


7380 


acggggacga 


gttcggacgc 


caggtggacc 


tgtgcactca 


gtaaaacgca 


gtgattc 


7437 


<210> 45 

<211> 7437' 

<212> DNA 

<213> Homo sapiens 












<400> 45 
gctgagcctg 


agcccgaccc 


ggggcgcctc 


ccgccaggca 


ccatggtgca 


gaagtcgcgc 


60 


aacggcggcg 


tataccccgg 


cccgagcggg 


gagaagaagc 


tgaaggtggg 


cttcgtgggg 


120 
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ctggaccccg 


gcgcgcccga 


ctccacccgg 


gacggggcgc 


tgctgatcgc 


cggctccgag 


1 on 

180 


gcccccaagc 


gcggcagcat 


cctcagcaaa 


cctcgcgcgg 


gcggcgcggg 


cgccgggaag 


240 


ccccccaagc 


gcaacgcctt 


ctaccgcaag 


ctgcagaatt 


tcctctacaa 


cgtgctggag 


300 


cggccgcgcg 


gctgggcgtt 


catctaccac 


gcctacgtgt 


tcctcctggt 


tttctcctgc 


*■» /" e\ 
360 


ctcgtgctgt 


ctgtgttttc 


caccatcaag 


gagtatgaga 


agagctcgga 


gggggccctc 


420 


tacatcctgg 


aaatcgtgac 


tatcgtggtg 


tttggcgtgg 


agtacttcgt 


gcggatctgg 


. 480 


gccgcaggct 


gctgctgccg 


gtaccgtggc tggagggggc 


ggctcaagtt 


tgcccggaaa 


540 


ccgttctgtg 


tgattgacat 


catggtgctc 


atcgcctcca 


ttgcggtgct 


ggccgccggc 


f r\ f\ 

600 


tcccagggca acgtctttgc 


cacatctgcg 


ctccggagcc 


tgcgcttcct 


gcagattctg 


r~ f f\ 

660 


cggatgatcc 


gcatggaccg 


gcggggaggc 


acctggaagc 


tgctgggctc 


tgtggtctat 


720 


gcccacagca 


aggagctggt 


cactgcctgg 


tacatcggct 


tcctttgtct 


catcctggcc 


780 


tcgttcctgg 


tgtacttggc 


agagaagggg 


gagaacgacc 


actttgacac 


ctacgcggat 


840 


gcactctggt ' ggggcctgat 


cacgctgacc 


accattggct 


acggggacaa 


gtacccccag 


900 


acctggaacg 


gcaggctcct 


tgcggcaacc 


ttcaccctca 


tcggtgtctc 


cttcttcgcg 


960 


ctgcctgcag 


gcatcttggg 


gtctgggttt 


gccctgaagg 


ttcaggagca 


gcacaggcag 


1020 


aagcactttg 


agaagaggcg 


gaacccggca 


gcaggcctga 


tccagtcggc 


ctggagattc 


1080 


tacgccacca 


acctctcgcg 


cacagacctg 


cactccacgt 


ggcagtacta 


cgagcgaacg 


1140 


gtcaccgtgc 


ccatgtacag 


ttcgcaaact 


caaacctacg 


gggcctccag 


acttatcccc 


1200 


ccgctgaacc 


agctggagct 


gctgaggaac 


ctcaagagta 


aatctggact 


cgctttcagg 


1260 


aaggaccccc 


cgccggagcc 


gtctccaagc 


cagaaggtca 


gtttgaaaga 


tcgtgtcttc 


1320 


tccagcccct 


gaggcgtggc 


tgccaagggg 


aaggggtccc 


cgcaggccca 


gactgtgagg 


1380 


cggtcaccca 


gcgccgacca 


gagcctcgag 


gacagcccca 


gcaaggtgcc 


caagagctgg 


• 1440 


agcttcgggg 


accgcagccg 


ggcacgccag 


gctttccgca 


tcaagggtgc 


cgcgtcacgg 


1500 


cagaactcag 


aagaagcaag 


cctccccgga 


gaggacattg 


tggatgacaa 


gagctgcccc 


1560 


tgcgagtttg 


tgaccgagga 


cctgaccccg 


ggcctcaaag 


tcagcatcag 


agccgtgtgt 


162U 


gtcatgcggt 


tcctggtgtc 


caagcggaag 


ttcaaggaga 


gcctgcggcc 


ctacgacgtg 


1 con 


atggacgtca tcgagcagta ctcagccggc cacctggaca 


tgctgtcccg 


aattaagagc 


1740 


ctgcagtcca 


gagtggacca 


gatcgtgggg 


cggggcccag 


cgatcacgga 


caaggaccgc 


1800 


accaagggcc 


cggccgaggc 


ggagctgccc 


gaggacccca 


gcatgatggg 


acggctcggg 


1860 


aaggtggaga agcaggtctt 


gtccatggag 


aagaagctgg 


acttcctggt 


gaatatctac 


1920 


atgcagcgga 


tgggcatccc 


cccgacagag 


accgaggcct 


actttggggc 


caaagagccg 


1980 


gagccggcgc 


cgccgtacca 


cagcccggaa 


gacagccggg 


agcatgtcga 


caggcacggc 


2040 


tgcattgtca 


agatcgtgcg 


ctccagcagc 


tccacgggcc 


agaagaactt 


ctcggcgccc 


2100 


ccggccgcgc 


cccctgtcca 


gtgtccgccc 


tccacctcct 


ggcagccaca 


gagccacccg 


2160 
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cgccagggcc 


acggcacctc 


ccccgtgggg 


gaccacggct 


ccctggtgcg 


catcccgccg 


2220 


ccgcctgccc 


acgagcggtc 


gctgtccgcc 


tacggcgggg 


^w «w ^» ^w ^w jaw 

gcaaccgcgc 


cagcatggag 




ttcctgcggc 


aggaggacac 


cccgggetgc 


aggccccccg 


aggggaccct 


gcgggacagc 


2340 


gacacgtcca 


tctccatccc 


gtccgtggac 


cacgaggagc 


tggagcgttc 


cttcagcggc 


Z4U0 


ttcagcatct 


cccagtccaa ggagaacctg 


gatgctctca 


acagctgcta 


cgcggccgtg 


2460 


gcgccttgtg 


ccaaagtcag 


gccctacatt 


gcggagggag 


agtcagacac 


cgactccgac 


2520 


ctctgtaccc 


cgtgcgggcc 


cccgccacgc 


tcggccaccg 


gcgagggtcc 


ctttggtgac 


2580 


gtgggctggg 


ccgggcccag 


gaagtgaggc 


ggcgctgggc 


cagtggaccc 


gcccgcggcc 


2640 


ctcctcagca 


cggtgcctcc 


gaggttttga 


ggcgggaacc 


ctctggggcc 


cttttcttac 


i ~t r\r\ 

2700 


agtaactgag tgtggcggga agggtgggcc 


ctggaggggc 


ccatgtgggc 


tgaaggatgg 


2760 


gggctcctgg 


cagtgacctt ttacaaaagt 


tattttccaa 


cagggcactc 


ccaggccctg 


2820 


tcgccattga 


ggtgcctccg 


ctgggctgtc 


tcctcacccc 


tccctgtgct 


ggagcctgtc 


2880 


ccaaaaaggt 


gccaactggg 


aggcctcgga 


agccactgtc 


caggctccca 


ctgcctgtct 


2940 


gctctgttcc 


caaaggcagc 


gtgtgtggcc 


tcgggccctg 


cggtggcatg 


aagcatccct 

* 


3000 


tctggtgtgg 


gcatcgctac gtgttttggg 


ggcagcgttt 


cacggcggtg 


cccttgctgt 


3060 


ctcccttggg 


ctggctcgag 


cctggggtcc 


atgtcccttt 


gccgtcccgt 


catggggcag 

• 


3120 


ggaatccata 


gcggggccca 


caggcagggg 


tatgagtgcg 


tcccacccaa 


cgcagcacca 


3180 


gccccggcca 


ccgctccccg 


tgtccccagt 


tccgtctcag 


ctacctggac 


tccaggaccc 


3240 


tggagaaggg 


agacctggca 


gtggagggag 


gctgtgctgt 


gtgtccccct 


gcaggtgtga 


iJOO 


ccccgcctgc 


tctttcctcc 


cccgccaggt 


gtggccccgc 


ctgctctttc 


ctcccccacc 


3360 


agtatggccc 


cacctgctct ttcctccccc 


cccaaggtgt 


ggccccacct 


gttctttcct 


34zO 


cccctgccga 


ggtgtgaccc 


cacctgctct 


ttcctccctc 


ccagtatggc 


cccacctgct 


3480 


ctttcctccc 


ccgaggtgag 


gccccgcctg 


ctctttcctc 


ccatgggagc 


cgctgaggcg 


3540 


tgcgcacctg 


ggcacaggtt 


ggggctctgc 


aggatgagga 


agacaggcca 


atcccttccc 


3DU0 


tcccagaagc 


tggccgccca 


gcaggaggga 


ctgaggccag 


actcatgtcc 


*w «w. .jpw 

agcaaggaac 


3bbU 


gtgtggtgtg 


tcccctggga 


agtctctggg 


ccctgggaag 


agggaaggtg 


cacgtcctgg 


it c\) 


gatggttgcg 


gggccctgtt ttgggagaca 


aaggggtaga 


gggtctgtct 


tgggcccccc 




cagactctag 


cccgagcagt 


gcagccacct 


actgccccac 


ctcagagaag 


tgcagcggga 


3o4U 


aggaggctgg 


aggtggtgcg 


gcgctgcctc 


gggtgtctgc 


gtgaatgagc 


gtggccaagg 


3900 


accagtgcca 


cctcatggca 


aagagctccc 


gcagtgtttg 


ttagagtgca 


catcctacgt 


3960 


gcccactggc 


acacacacgt 


gctcacatac 


atgtccgcgt 


acaggcgtac 


acatgcacgc 


4020 


, ttgcacacat gcacacagac 


cacatagcac 


acatgtgcac 


tgaccacacc 


tgtatagacc 


4080 


atgcacagta 


cacatacgtg 


catacacatg 


cctgcataca 


ggcatacaca 


tgcacgctta 


4140 


catgtacacg 


tgcacagatc 


acacacatgc 


acacacgtgt 


agctcacaca 


cagtatacac 


4200 
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. atacacaagt 


gcacagacca 


m*+ mm. V%. — M—m -mm mm. —mm 

cacacagcac 


taacacatgc 


fm* mm. Mmm M — * mm mm mm. m 

acacacaaag 


^— -mm Mmm mm «4— — * jam a mm mm, _wm . 

tgcataggcc 


4^o0 


acacagcaca 


tgcacacagg 


mmm rf*ta ^m mm. mm. ^m mm. mmm —mm 

tgcacagacc 


acacagcaca 


^m» mm. -mm mm. mm. m m *^m ^fc* *>k 

cacaagtgca 


a mm mm Amm mm _mm _mm 0m —mm mm. —mm 

cagagcacac 


4320 


tgcacacatg 


cacacacaca 


mm* _rji ^m «*m m\m mm\ ^m mm tSmw J~K 

cgcgtgcatg 


cacactcctc 


aw -mm 4a ^» —mm 

gcacttccag 


mm tmmm m%mi Amm mmm mm mm mmm mmm 

ccttggagcc 


43o0 


cttctgtctc 


tggtctttct 


ctttgaccct 


gctgagtgta 


agctgcctgg 


ggaggggcta 


A A A r\ 

4440 


caaggagtaa 


ttgtggcttt 


aggggtcgtg 


gtgatgctgg 


aatgtcaagc 


mmm. mmm mmm mmm mmm mmm mm* m^m± mmm mm* 

gccgtcgtgg 


4500 


ggtatccgac 


tgtccgggct 


cctggtccgc 


agtggcagag 


cgccaggcag 


agccaatcag 


4560 


ggtctcgtgc 


tgcccttccc 


ccccacagcc 


tggcagccat 


ccagaggagg 


ggctctacca 


4620 


gatgccaagg 


tgccccggtg 


tctgtatggg 


tgtccggttg 


ggtcctgtgt 


ttggtctgcc 


a c o r\ 

4680 


ctggaggtgg 


ctgggccctc 


ctgggatggg 


tggctcagcc 


tcgaatccca 


ggccccagcc 


4740 


caggcaggtg 


ctgctgcctg 


ttgtggtttc 


ctggcccagc 


ttctccttct 

• 


ccctctgcat 


4800 


aaaatcacag 


tccgtgagtc 


ttccagctgc 


caccacggct 


gggacacgct 


gggggagggc 


A O f~ f\ 

4860 


tcctcccatg 


cctcctgcac 


acagccgtct 


gagcagggca 


ggtgccaaca 


ccccccaccg 


a f\ *"t r\ 

4920 


gagacacgct 


gcccctcagc 


gatgccccta 


ccttttgggg 


ggcctcgtct 


caagcccccc 


a f\ o r\ 

4980 


cttggaggct 


gaaatcaccc 


caggcactgt 


gagggcttct 


ccagggggac 


accctttgag 


5040 


ctgtgggtct 


gatcacccca 


agtcccgcac 


acggaggaga 


ggcacagcca 


gggcgtgtgg 


5100 


tttaatgttt 


gccccttcgg 


ggctggaggt 


ctcagtgttt 


ctagattcca 


gaccctgctg 


5160 


ccagagagac 


ctgctgccgg 


agagaagggg 


aggaggactc 


cagctgggct 


cggtccccca 


5220 


cagtcaggga 


cccccataaa 


ggacaccccc 


ttctctctag 


aaagagctgg 


gctctcagct 


5280 


atttctagtt 


gcttcccaga 


agccgaggag 


cagaaggagc 


tgtgagagct 


ttgcagaaac 


5340 


gcccttgtcc 


ccgccctcct 


gagctatgaa 


tgccgtacag 


agcagaggct 


ggggcattgg 


5400 


caagatcaca 


ggttgatgct 


gcacagccec 


attgacacaa 


accctcaaag 


cagacgtgag 


c a czr\ 

5460 


agggacggtt 


cacaaagctt 


ggacctgccg 


tggagggtgc 


ccggcagacg 


tggcgtgaga 


con 


gggacggctc 


acgaggcttg 


gacctgctgt 


ggagggtgcc 


cagcagacgt 


ggtgtgagag 


rroA 
DDOO 


gaacggctca 


cgagacttgg 


acctggtgga 


gggtgcccag 


cagacgtggt 


gtgagaggga 


* 

5o4U 


cggctcacag 


ggcttggacc' 


ggagagagat 


ggctcatgag 


acttggacct 


gccgtggagg 


5/00 


gtgcccagca 


gacgtggtat 


gagagggatg 


gctcacgagg 


cttggacctg 


gtggagggtg 


5 /b0 


cccggcagac 


gtgtgagagg 


gacggttcac 


aaggcttgga 


cctgccatgg agggtgccca 


5820 


gcagacgtgg 


tgtgagaggg 


acagctcacg 


aggcttggac 


ctgccgtgga 


gggtgcccag 


r n n A 

5880 


cagggggctg 


agctctgagg 


ggtgggtgct 


cagtgcacgg 


gtgcccccag 


tgtcctctga 


5940 


tcctgtccgg 


tgcctccccc 


aacccccaca 


cccatgcaga 


actcccaggt 


cacatgcacg 


6000 


tatgtccagg 


gcatgggggt 


ggcgtgaaga 


ggcctggtca 


gggcctttag 


gggctgcagg 


6060 


acggaatggc 


cacctgggga 


gcctgtgtgg 


ctgtgccggg 


cagccatcct 


gcattcccac 


6120 


ccagcgcgca 


gtctccacct 


cggccccagc 


aaagcgctaa 


gcagccggag 


agacagccag 


6180 


ggcggcttcc 


tgaaggatgt 


gggatggtgg 


actccggggt 
Page 95 


cgagggaata 


cgcaggttcc 


6240 



i 
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tgtcctccgg 


gagacctaga 


SSCP Update Sequences. ST25 
gaagctgcac acccaggagc tttccatgac 


ccgggagcat 


6300 


gagtgaatgg 


ggggttccag 


tttnrf naar 


tttgctgtct 


tgtaagggtg 


ggggctgacg 


6360 


gccgaccctg 


ggaggaggtg 


dl_a.i_i_yv-ciyy 


gggaggttgt 


gggcaacggt 


ggaggaggag 


6420 


agacgggagg 


ggaccatttg 


gga tgydyyg 


gcctcttcag 


agttttaaaa 


ggcgtttgtg 


6480 


gggtggagtt 


gagtgtgctc 


tgggcttgga 


cacttgccgt 


ggtgcccctg 


gctggccgag 


6540 


gagactggct 


ctggccaggg 


ccccgtcctg 


agaggtcctc 


agcgtctgac 


tctcggccag 


6600 


gcgccagcaa 


ggaggggccg 


gtccccgggg 


ctaccaggca ggcacgtgca 


catcgccatc 


6660 


gccacacgcc 


aactccgcct 


gggttttaca 


aagtcgttgc 


cttaatgcat 


gtggacagga 


6720 


actccctgag 


gtcgccccat 


gccccctggc 


tgtgccaggt 


acggacgccc 


tggaccctgc 


6780 


gaacaggtgg 


ggcgggcgag 


gggcccaagg 


gacgggctcc 


agagacacgc 


gcagggcagg 


6840 


aggggtctca 


cggaggggtc tcgcactgag 


gcgcccagag 


r~ "t~ /*t -f- /i r~ r~ 

c ugg xgg lcc 


cgctggacgc 


6900 


catccctctg 


cccgggatcc 


acacggccca 


cgtgtgcccg 


ccatgcccgc 


gccccacgcc 


6960 


attgcagtct 


tccatcctct 


ggccgtgacg 


gtggctgcag 


cttccccatt 


tgcgccgttg 


7020 


cctctggctg 


tctgcacttt 


tgttcatgct 


ccaaagaaca 


tttcataatg 


ccttcagtac 


7080 


cgacgtacac 


ttctgaccat 


tttgtatgtg 


tccttgtgcc 


gtagtgacca 


ggcctttttt 


7140 


tggtggatgt 


gttaccccgc 


acacttcaat 


ctcaactttg 


tgcaccgtcc 


attttctagg 


7200 


gatagacgcc 


cagggaatga 


actctagttt 


tctaacagat 


tagctgagat 


attaacttac 


7260 


tcacacggac 


aggttgatgc 


cagagccgta 


agaatgcgcc 


agtgcgggtt 


tgcgggggac 


7320 


ttcgggtgtg 


gggtcctgcg 


gccgcgatgg 


ccgtggaagg 


ttctggggat 


ccctgctgcc 


7380 


acggggacga 


gttcggacgc 


caggtggacc 


tgtgcactca 


gtaaaacgca 


gtgattc 


7437 


<210> 46 

<211> 7437 

<212> DNA 

<213> Homo sapiens 










♦ 


<400> 46 
gctgagcctg 


agcccgaccc 


ggggcgcctc 


ccgccaggca 


ccatggtgca 


gaagtcgcgc 


60 


aacggcggcg 


tataccccgg 


cccgagcggg 


gagaagaagc 


tgaaggtggg 


cttcgtgggg 


120 


ctggaccccg 


gcgcgcccga 


ctccacccgg 


gacggggcgc 


tgctgatcgc 


cggctccgag 


180 


gcccccaagc 


gcggcagcat 


cctcagcaaa 


cctcgcgcgg 


gcggcgcggg 


cgccgggaag 


240 


ccccccaagc gcaacgcctt ctaccgcaag 


ctgcagaatt 


tcctctacaa 


cgtgctggag 


300 


cggccgcgcg 


gctgggcgtt 


catctaccac 


gcctacgtgt tcctcctggt tttctcctgc 


360 


ctcgtgctgt 


ctgtgttttc 


caccatcaag 


gagtatgaga 


agagctcgga 


gggggccctc 


420 


tacatcctgg 


aaatcgtgac 


tatcgtggtg 


tttggcgtgg 


agtacttcgt 


gcggatctgg 


480 


gccgcaggct 


gctgctgccg 


gtaccgtggc 


tggagggggc 


ggctcaagtt 


tgcccggaaa 


540 


ccgttctgtg 


tgattgacat 


catggtgctc 


atcgcctcca 


ttgcggtgct 


ggccgccggc 


600 


tcccagggca 


acgtctttgc 


cacatctgcg 


ctccggagcc 


tgcgcttcct 


gcagattctg 


660 
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cggatgatcc 


gcatggaccg gcggggaggc acctggaagc tgctgggctc 


tgtggtctat 


720 


gcccacagca 


aggagctggt 


cactgcctgg 


tacatcggct 


tcctttgtct 


catcctggcc 


780 


tcgttcctgg 


tgtacttggc 


agagaagggg 


gagaacgacc 


actttgacac 


ctacgcggat 


840 


gcactctggt 


ggggcctgat 


cacgctgacc 


accattggct 


acggggacaa 


gtacccccag 


900 


acctggaacg 


gcaggctcct tgcggcaacc ttcaccctca tcggtgtctc 


cttcttcgcg 


960 


ctgcctgcag 


gcatcttggg gtctgggttt gccctgaagg ttcaggagca 


gcacaggcag 


1020 


aagcactttg 


agaagaggcg 


gaacccggca 


gcaggcctga 


tccagtcggc 


ctggagattc 


1080 


tacgccacca 


acctctcgcg 


cacagacctg 


cactccacgt 


ggcagtacta 


cgagcgaacg 


1140 


gtcaccgtgc 


ccatgtacag ttcgcaaact 


caaacctacg 


gggcctccag 


acttatcccc 


1200 


ccgctgaacc 


agctggagct gctgaggaac ctcaagagta aatctggact 


cgctttcagg 


1260 


aaggaccccc 


cgccggagcc 


gtctccaagc 


cagaaggtca 


gtttgaaaga 


tcgtgtcttc 


1320 


tccagccccc 


gaggcgtggc 


tgccaagggg 


aaggggtccc 


cgcaggccca 


gactgtgagg 


1380 


cggtcaccca 


gcgccgacca 


gagcctcgag 


gacagcctca 


gcaaggtgcc 


caagagctgg 


1440 


agcttcgggg 


accgcagccg 


ggcacgccag 


gctttccgca 


tcaagggtgc 


cgcgtcacgg 


1500 


cagaactcag 


aagaagcaag 


cctccccgga 


gaggacattg 


tggatgacaa 


gagctgcccc 


1560 


tgcgagtttg 


tgaccgagga 


cctgaccccg 


ggcctcaaag 


tcagcatcag 


agccgtgtgt 


1620 


gtcatgcggt 


tcctggtgtc 


caagcggaag 


ttcaaggaga 


gcctgcggcc 


ctacgacgtg 

* 


1680 


atggacgtca 


tcgagcagta 


ctcagccggc 


cacctggaca 


tgctgtcccg 


aattaagagc 


1740 


ctgcagtcca 


gtgtggacca 


gatcgtgggg 


cggggcccag 


cgatcacgga 


caaggaccgc 


1800 


accaagggcc 


cggccgaggc 


ggagctgccc 


gaggacccca 


gcatgatggg 


acggctcggg 


1860 


aaggtggaga 


agcaggtctt 


gtccatggag 


aagaagctgg 


acttcctggt 


gaatatctac 


1920 


atgcagcgga 


tgggcatccc 


cccgacagag 


accgaggcct 


actttggggc 


caaagagccg 


1980 


gagccggcgc 


cgccgtacca 


cagcccggaa 


gacagccggg 


agcatgtcga 


caggcacggc 


2040 


tgcattgtca 


agatcgtgcg 


ctccagcagc 


tccacgggcc 


agaagaactt 


ctcggcgccc 


2100 


ccggccgcgc 


cccctgtcca 


gtgtccgccc 


tccacctcct 


ggcagccaca 


gagccacccg 


2160 . 


cgccagggcc 


acggcacctc 


ccccgtgggg 


gaccacggct 


ccctggtgcg 


catcccgccg 


2220 


ccgcctgccc 


acgagcggtc 


gctgtccgcc 


tacggcgggg 


gcaaccgcgc 


cagcatggag 


2280 


ttcctgcggc 


aggaggacac 


cccgggctgc 


aggccccccg 


aggggaccct 


gcgggacagc 


2340 


gacacgtcca 


tctccatccc 


gtccgtggac 


cacgaggagc tggagcgttc 


rttraflrnnr 


2400 


ttcagcatct 


cccagtccaa 


ggagaacctg 


gatgctctca 


acagctgcta 


cgcggccgtg 


2460 


gcgccttgtg 


ccaaagtcag 


gccctacatt gcggagggag 


agtcagacac 


cgactccgac 


2520 


ctctgtaccc 


cgtgcgggcc 


cccgccacgc 


tcggccaccg 


gcgagggtcc 


ctttggtgac 


2580 


gtgggctggg 


ccgggcccag 


gaagtgaggc 


ggcgctgggc 


cagtggaccc 


gcccgcggcc 


2640 


ctcctcagca 


cggtgcctcc 


gaggttttga 


ggcgggaacc 
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agtaactgag 


tgtggcggga 


agggtgggcc 


ctggaggggc 


ccatgtgggc 


tgaaggatgg 


2760 


gggctcctgg 


cagtgacctt 


ttacaaaagt 


tattttccaa 


cagggcactc 


ccaggccctg 


2820 


tcgccattga 


ggtgcctccg 


ctgggctgtc 


tcctcacccc 


tccctgtgct 


ggagcctgtc 


2880 


ccaaaaaggt 


gccaactggg 


aggcctcgga 


agccactgtc 


caggctccca 


ctgcctgtct 


2940 


gctctgttcc 


caaaggcagc 


gtgtgtggcc 


tcgggccctg 


cggtggcatg 


aagcatccct 


3000 


tctggtgtgg 


gcatcgctac 


gtgttttggg 


ggcagcgttt 


cacggcggtg 


cccttgctgt 


3060 


ctcccttggg 


ctggctcgag 


cctggggtcc 


atgtcccttt 


gccgtcccgt 


catggggcag 


3120 


ggaatccata 


gcggggccca 


caggcagggg 


tatgagtgcg 


tcccacccaa 


cgcagcacca 


3180 


gccccggcca 


ccgctccccg 


tgtccccagt 


tccgtctcag 


ctacctggac 


tccaggaccc 


3240 


tggagaaggg 


agacctggca 


gtggagggag 


gctgtgctgt 


gtgtccccct 


gcaggtgtga 


3300 


ccccgcctgc 


tctttcctcc 


cccgccaggt 


gtggccccgc 


ctgctctttc 


ctcccccacc 


3360 


agtatggccc 


cacctgctct 


ttcctccccc 


cccaaggtgt 


ggccccacct 


gttctttcct 


3420 


cccctgccga 


ggtgtgaccc 


cacctgctct 


ttcctccctc 


ccagtatggc 


cccacctgct 


3480 


ctttcctccc 


ccgaggtgag 


gccccgcctg 


ctctttcctc 


ccatgggagc 


cgctgaggcg 


3540 


tgcgcacctg 


ggcacaggtt 


ggggctctgc 


aggatgagga 


agacaggcca 


atcccttccc 


3600 


tcccagaagc 


tggccgccca 


gcaggaggga 


ctgaggccag 


actcatgtcc 


agcaaggaac 


3660 


gtgtggtgtg 


tcccctggga 


agtctctggg 


ccctgggaag. 


agggaaggtg 


cacgtcctgg 


3720 


gatggttgcg 


gggccctgtt 


ttgggagaca 


aaggggtaga 


gggtctgtct 


tgggcccccc 


3780 


cagactctag 


cccgagcagt 


gcagccacct 


actgccccac 


ctcagagaag 


tgcagcggga 


3840 


aggaggctgg 


aggtggtgcg 


gcgctgcctc 


gggtgtctgc 


gtgaatgagc 


gtggccaagg 


3900 


accagtgcca 


cctcatggca 


aagagctccc 


gcagtgtttg 


ttagagtgca 


catcctacgt 


3960 


gcccactggc 


acacacacgt 


• 

gctcacatac 


atgtccgcgt 


acaggcgtac 


acatgcacgc 


4020 


ttgcacacat 


gcacacagac 


cacatagcac 


acatgtgcac 


tgaccacacc 


tgtatagacc 


4080 


atgcacagta 


cacatacgtg 


catacacatg 


cctgcataca 


ggcatacaca 


tgcacgctta 


4140 


catgtacacg 


tgcacagatc 


acacacatgc 


acacacgtgt 


agctcacaca 


cagtatacac 


4200 


atacacaagt 


gcacagacca 


cacacagcac 


taacacatgc 


acacacaaag 


tgcataggcc 


4260 


acacagcaca 


tgcacacagg 


tgcacagacc acacagcaca 


cacaagtgca 


cagagcacac 


4320 


tgcacacatg 


cacacacaca 


cgcgtgcatg 


cacactcctc 


gcacttccag 


ccttggagcc 


4380 


LT.LClyT.tLt. 


ty y LL. l l Lv u 


ctttgaccct 


gctgagtgta agctgcctgg 


cioaoaaarta 
yy**yyyy*- ^ a 


4440 


caaggagtaa 


ttgtggcttt 


aggggtcgtg 


gtgatgctgg 


aatgtcaagc 


gccgtcgtgg 


4500 


ggtatccgac 


tgtccgggct 


cctggtccgc 


agtggcagag 


cgccaggcag 


agccaatcag 


4560 


ggtctcgtgc 


tgcccttccc 


ccccacagcc 


tggcagccat 


ccagaggagg 


ggctctacca 


4620 


gatgccaagg 


tgccccggtg 


tctgtatggg 


tgtccggttg 


ggtcctgtgt 


ttggtctgcc 


4680 


ctggaggtgg 


ctgggccctc 


ctgggatggg 


tggctcagcc 
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caggcaggtg 


ctgctgcctg 


ttgtggtttc 


ctggcccagc 


ttctccttct 


ccctctgcat 


4800 


aaaatcacag 


tccgtgagtc ttccagctgc 


caccacggct 


gggacacgct 


gggggagggc 


4860 


tcctcccatg 


cctcctgcac 


acagccgtct 


gagcagggca 


ggtgccaaca 


ccccccaccg 


4920 


gagacacgct 


gcccctcagc 


gatgccccta 


ccttttgggg 


ggcctcgtct 


caagcccccc 


4980 


cttggaggct 


gaaatcaccc 


caggcactgt 


gagggcttct 


ccagggggac 


accctttgag 


5040 


ctgtgggtct gatcacccca agtcccgcac acggaggaga ggcacagcca gggcgtgtgg 


5100 


tttaatgttt gccccttcgg 


ggctggaggt 


ctcagtgttt 


ctagattcca 


gaccctgctg 


5160 


ccagagagac 


ctgctgccgg 


agagaagggg 


aggaggactc 


cagctgggct 


cggtccccca 


5220 


cagtcaggga 


cccccataaa 


ggacaccccc 


• 

ttctctctag 


aaagagctgg 


gctctcagct 


5280 


atttctagtt 


gcttcccaga 


agccgaggag 


cagaaggagc 


tgtgagagct 


ttgcagaaac 


5340 


gcccttgtcc 


ccgccctcct gagctatgaa tgccgtacag agcagaggct ggggcattgg 


5400 


caagatcaca 


ggttgatgct 


gcacagcccc 


attgacacaa 


accctcaaag 


cagacgtgag 


5460 


agggacggtt 


cacaaagctt 


ggacctgccg 


tggagggtgc 


ccggcagacg 


tggcgtgaga 


5520 


gggacggctc 


acgaggcttg 


gacctgctgt 


ggagggtgcc 


cagcagacgt 


ggtgtgagag 


5580 


gaacggctca 


cgagacttgg 


acctggtgga 


gggtgcccag 


cagacgtggt 


gtgagaggga 


5640 


cggctcacag 


ggcttggacc 


ggagagagat 


ggctcatgag 


acttggacct 


^ccgtggagg 


5700 


gtgcccagca 


gacgtggtat gagagggatg gctcacgagg cttggacctg gtggagggtg 


5760 


cccggcagac 


gtgtgagagg 


gacggttcac 


aaggcttgga 


cctgccatgg 


agggtgccca 


5820 


gcagacgtgg 


tgtgagaggg 


acagctcacg 


aggcttggac 


ctgccgtgga 


gggtgcccag 


5880 


cagggggctg 


agctctgagg 


ggtgggtgct 


cagtgcacgg 


gtgcccccag 


tgtcctctga 


' 5940 


tcctgtccgg 


tgcctccccc 


aacccccaca 


cccatgcaga 


actcccaggt 


cacatgcacg 


6000 


tatgtccagg gcatgggggt ggcgtgaaga ggcctggtca gggcctttag 


gggctgcagg 


6060 


acggaatggc 


cacctgggga 


gcctgtgtgg 


ctgtgccggg 


cagccatcct 


gcattcccac 


6120 


ccagcgcgca gtctccacct cggccccagc 


aaagcgctaa 


gcagccggag 


agacagccag 


6180 


ggcggcttcc 


tgaaggatgt 


gggatggtgg 


actccggggt 


cgagggaata cgcaggttcc 


6240 


tgtcctccgg 


gagacctaga 


gaagctgcac 


acccaggagc 


tttccatgac 


ccgggagcat 


6300 


gagtgaatgg 


ggggttccag 


tttgctgaac 


tttgctgtct 


tgtaagggtg 


ggggctgacg 


6360 


gccgaccctg 


ggaggaggtg 


acaccgcagg 


gggaggttgt 


gggcaacggt 


ggaggaggag 


6420 


agacgggagg 


ggaccatttg 


ggatggaggg 


gcctcttcag 


agttttaaaa 


ggcgtttgtg 


6480 


gggtggagtt 


gagtgtgctc 


tgggcttgga 


cacttgccgt 


ggtgcccctg 


gctggccgag 


6540 


gagactggct 


ctggccaggg 


ccccgtcctg 


agaggtcctc 


agcgtctgac tctcggccag 


6600 


gcgccagcaa 


ggaggggccg 


gtccccgggg 


ctaccaggca 


ggcacgtgca 


catcgccatc 


6660 


* 

gccacacgcc 


aactccgcct 


gggttttaca aagtcgttgc 


cttaatgcat 


gtggacagga 


6720 


actccctgag 


gtcgccccat 


gccccctggc 


tgtgccaggt 


acggacgccc 


tggaccctgc 


6780 
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gaacaggtgg 


ggcgggcgag 


gggcccaagg 


gacgggctcc 


agagacacgc 


gcagggcagg 


6840 


aggggtctca 


cggaggggtc 


tcgcactgag 


gcgcccagag 


ctggtggtcc 


cgctggacgc 


6900 


catccctctg 


cccgggatcc 


acacggccca 


cgtgtgcccg 


ccatgcccgc 


gccccacgcc 


6960 


attgcagtct tccatcctct 


ggccgtgacg 


gtggctgcag 


cttccccatt 


tgcgccgttg 


7020 


cctctggctg 


tctgcacttt 


tgttcatgct 


ccaaagaaca 


tttcataatg 


ccttcagtac 


7080 


* cgacgtacac ttctgaccat 


tttgtatgtg 


tccttgtgcc 


gtagtgacca 


ggcctttttt 


7140 


tggtggatgt 


gttaccccgc 


acacttcaat 


ctcaactttg 


tgcaccgtcc 


attttctagg 


7200 


gatagacgcc cagggaatga 


actctagttt 


tctaacagat 


tagctgagat 


attaacttac 


7260 


tcacacggac 


aggttgatgc 


cagagccgta 


agaatgcgcc 


agtgcgggtt 


tgcgggggac 


7320 


ttcgggtgtg 


gggtcctgcg 


gccgcgatgg 


ccgtggaagg 


ttctggggat 


ccctgctgcc 


7380 


acggggacga 


gttcggacgc 


caggtggacc 


tgtgcactca 


gtaaaacgca 


gtgattc 


7437 


<210> 47 

<211> 7437 

<212> DNA 

<213> Homo sapiens 


• 

• 


- 




■ 


■ 


<400> 47 
gctgagcctg 


agcccgaccc 


ggggcgcctc 


ccgccaggca 


ccatggtgca 


gaagtcgcgc 


60 


aacggcggcg 


tataccccgg 


cccgagcggg 


gagaagaagc 


tgaaggtggg 


cttcgtgggg 


12.0 


ctggaccccg 


gcgcgcccga 


ctccacccgg 


gacggggcgc 


tgctgatcgc 


cggctccgag 


180 


gcccccaagc 


gcggcagcat 


cctcagcaaa 


cctcgcgcgg 


gcggcgcggg 


cgccgggaag 


240 


ccccccaagc 


gcaacgcctt 


ctaccgcaag 


ctgcagaatt 


tcctctacaa 


cgtgctggag 


300 


cggccgcgcg 


gctgggcgtt 


catctaccac 


gcctacgtgt 


tcctcctggt 


tttctcctgc 


360 


ctcgtgctgt 


ctgtgttttc 


caccatcaag 


gagtatgaga 


agagctcgga 


gggggccctc 


420 


tacatcctgg 


aaatcgtgac 


tatcgtggtg 


tttggcgtgg 


agtacttcgt 


gcggatctgg 


480 


gccgcaggct 


gctgctgccg 


gtaccgtggc 


tggagggggc 


ggctcaagtt 


tgcccggaaa 


540 


ccgttctgtg 


tgattgacat 


catggtgctc 


atcgcctcca 


ttgcggtgct 


ggccgccggc 


600 


tcccagggca 


acgtctttgc 


cacatctgcg 


ctccggagcc 


tgcgcttcct 


gcagattctg 


660 


cggatgatcc 


gcatggaccg 


gcggggaggc 


acctggaagc 


tgctgggctc 


tgtggtctat 


720 


gcccacagca 


aggagctggt 


cactgcctgg 


tacatcggct 


tcctttgtct 


catcctggcc 


780 


tcgttcctgg 


tgtacttggc 


agagaagggg 


gagaacgacc 


actttgacac 


ctacgcggat 


840 


gcactctggt 


ggggcctgat 


cacgctgacc 


accattggct 


acggggacaa 


gtacccccag 


900 


acctggaacg 


gcaggctcct 


tgcggcaacc 


ttcaccctca 


tcggtgtctc 


cttcttcgcg 


960 


ctgcctgcag 


gcatcttggg 


gtctgggttt 


gccctgaagg 


ttcaggagca 


gcacaggcag 


1020 


aagcactttg 


agaagaggcg 


gaacccggca 


gcaggcctga 


tccagtcggc 


ctggagattc 


1080 


tacgccacca 


acctctcgcg 


cacagacctg 


cactccacgt 


ggcagtacta 


cgagcgaacg 


1140 
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gtcaccgtgc 


ccatgtacag 
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ttcgcaaact caaacctacg gggcctccag 


acttatcccc 


1200 


ccgctgaacc 


agctggagct 


actaaaaaac 


ctcaaaaqta 


aatctggact 


cgctttcagg 


1260 


aaggaccccc 


cgccggagcc 


atctccaaac 


caaaaaatca 


gtttgaaaga tcgtgtcttc 


1320 


tccagccccc 


gaggcgtggc 




aaaaaatccc 

V4> V-1 Vj X* V* 


raraaoccca 

v-y^tiyy*— v-\_ci 


ya.\_ l y tyayy 


1380 


cggtcaccca 


gcgccgacca 




aacaacccca 


y Laayy i_y v_\_ 


raanaortno 


1440 


agcttcgggg 


accgcagccg 


aara cacmn 


a rTt* t* c ca ca 


traannntnr 
LLauyyy LyL 


fnfn't*r , af*nri 
i_y<_y iwawyy 


1500 


cagaactcag 


aagaagcaag 


c ct c c c c ac\7\ 


y a y y av - a *- *-y 


Lyyd LyaLad 


yayt LytLLL 


1560 


tgcgagtttg 


tgaccgagga 




nnrrtraaao 


LCdy Cd LLdy 


dy Luy Ly i_y l 


1620 


gtcatgcggt 


tcctggtgtc 


LaayLyyaay 


ttraannana 
«- LLaayyaya 


gec ugegyce 


f~-\- r~na rnlri 
c Ldtydcy Ly 


1680 


atggacgtca 


tcgagcagta 


c LLay LLyy 


cz\ccTnnacz\ 


Ly ccy LULLy 


dd L LdayayL 


1740 


ctgcagtcca 


gagtggacca 


gaxcg xgygg 


*-9yg 9 cccay 


<_y a LCdcyyd 


f~ 3 anna c f c\ c 
LddyydLLyL 


1800 


accaagggcc 


cggccgaggc 




yayyav.v_v_La 


yea xgdcgyg 


dcggc Lcggg 


1860 


aaggtggaga 


agcaggtctt 


g i_ c c d l y y dy 


ddyddyuyyy 


ac l lcc uggt 


yddldLLLdL 


1920 


atgcagcgga 


tgggcatccc 


cccydCdydy 


arrnannrrt 


ac LLxggggc 


tdddy dy t-i_y 


1980 


gagccggcgc 


cgccgtacca 


Cdycccyy da 


naranrrnnn 

ydcdy ccyyy 


agcaxy ucy d 


Cdygcdcyyc 


2040 


tgcattgtca 


agatcgtgcg 


LLLLdyLayL 


LLLaLyy y 


n ri ana "a /~ -f~ +- 
dyddydaLLL 


c Ley y cy 


2100 


ccggccgcgc 


cccctgtcca 






/ 

yyLdyLLaLd 


ydyLLdLLLy 


2160 


cgccagggcc 


acggcacctc 


ccccyi-yyyy 


yaLLauyy v, i_ 


LLLiyy uy cy 


i_ci LL.Lvycv.y 


2220 


ccgcctgccc 


acgagcggtc 


gcxy LLLyLL 


tarnnrnnnn 
Ldcyycyyyy 


yLddLLyuyL 


ranratnnan 
Ldytdiyydy 


2280 


ttcctgcggc 


aggaggacac 


cccyyyui_yu 


annrrrrrrn 


a y gy y dece l 


y ^yyya^^y*- 


2340 


gacacgtcca 


tctccatccc 


n1rrri1"nn3 r~ 

ycccy LyyciL 


ct\c a7\c\a7\ac 
v-dv-y ay y ay l_ 

* 






2400 


ttcagcatct 


cccagtccaa 


yydyddct- uy 


ya uy v i_ v. \*.a 


dLay u LyL ia 


c n mac cat a 

v_y v_y y \_\^y uy 


2460 


gcgccttgtg 


ccaaagtcag 


y V.LL Lam l i_ 


y^*yy yyy y 


antranarar 
ciy L^.ciyciv-Civ. 


rnartrraar 


2520 


ctctgtaccc 


cgtgcgggcc 


cccac raror 


T coaccaccQ 

y y v- v__ v- v-y 


nrnannntrr 
y^yuyyy ev-i- 


V- t_ utyy uyciv- 


2580 


gtgggctggg 


ccgggcccag 


yday Lyayyv. 


aacactaaac 

yy ^y ^ u yyy u 


rantnnarrr 
v»ciy LyyuLLu 


y^L^yv-yyi-L 


2640 


ctcctcagca 


cggtgcctcc 


nannttttoa 
yciyy <- L y fl 




ctctaaaacc 


cttttcttac 


2700 


agtaactgag 


tgtggcggga 


dyyy Lyyyv-v. 


L yy a yyyy i - 


ccatgtgggc 


tgaaggatgg 


2760 


gggctcctgg 


cagtgacctt 


ttacaaaaat 


tattttccaa 


cagggcactc 


ccaggccctg 


2820 


tcgccattga 


ggtgcctccg 


ctgggctgtc 


tcctcacccc 


tccctgtgct 


ggagcctgtc 


2880 


ccaaaaaggt 


gccaactggg 


aggcctcgga 


agccactgtc 


caggctccca 


ctgcctgtct 


2940 


gctctgttcc 


caaaggcagc 


gtgtgtggcc 


tcgggccctg 


cggtggcatg 


aagcatccct 


3000 


tctggtgtgg 


gcatcgctac 


gtgttttggg 


ggcagcgttt 


caeggeggtg 


cccttgctgt 


3060 


ctcccttggg 


ctggctcgag 


cctggggtcc 

■ 


atgtcccttt 


gccgtcccgt 


catggggcag 


3120 


ggaatccata 


gcggggccca 


caggcagggg 


tatgagtgcg 


tcccacccaa 


cgcagcacca 


3180 
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gccccggcca 


ccgctccccg 


tgtccccagt 


+■ ^ m ^ m ^ m ^ m ^1 f** 

tccgxctcag 


ctacctggac 


tccaggaccc 




tggagaaggg 


agacctggca 


gtggagggag 


gctgtgctgt 


gxg tccccc t 


gcaggtgtga 




ccccgcctgc 


tctttcctcc 


MM 

cccgccaggt 


gtggccccgc 


ctgctctttc 


ctcccccacc 


3360 


agtatggccc 


cacctgctct 


ttcctccccc 


cccaaggtgt 


ggccccacct 


gttctttcct 


3420 


cccctgccga 


ggtgtgaccc 


cacctgctct 


ttcctccctc 


ccagtatggc 


cccacctgct 


3480 


ctttcctccc 


ccgaggtgag 


gccccgcctg 


ctctttcctc 


ccatgggagc 


cgctgaggcg 


3540 


tgcgcacctg 


ggcacaggtt 


ggggctctgc 


aggatgagga 


agacaggcca 


atcccttccc 


3600 


tcccagaagc 


tggccgccca 


gcaggaggga 


ctgaggccag 


actcatgtcc 


agcaaggaac 


3660 


gtgtggtgtg 


tcccctggga 


agtctctggg 


ccctgggaag 


agggaaggtg 


cacgtcctgg 


3720 


gatggttgcg 


gggccctgtt 


ttgggagaca 


aaggggtaga 


gggtctgtct 


tgggcccccc 


3780 


cagactctag 


cccgagcagt 


gcagccacct 


actgccccac 


ctcagagaag 


tgcagcggga 


to /in 

3840 


aggaggctgg 


aggtggtgcg 


gcgctgcctc 


gggtgtctgc 


gtgaatgagc 


gtggccaagg 


3900 


accagtgcca 


cctcatggca 


aagagctccc 


gcagtgtttg 


ttagagtgca 


catcctacgt 


3960 


gcccactggc 


acacacacgt 


gctcacatac 


atgtccgcgt 


acaggcgtac 


acatgcacgc 


4020 


ttgcacacat 


gcacacagac 


cacatagcac 


acatgtgcac 


tgaccacacc 


tgtatagacc 


4080 


atgcacagta 


cacatacgtg 


catacacatg 


cctgcataca 


ggcatacaca 


tgcacgctta 


4140 


catgtacacg 


tgcacagatc 


acacacatgc 


acacacgtgt 


agctcacaca 


cagtatacac 


4200 


atacacaagt 


gcacagacca 


cacacagcac 


taacacatgc 


acacacaaag 


tgcataggcc 


4260 


acacagcaca 


tgcacacagg 


tgcacagacc 


acacagcaca 


cacaagtgca 


cagagcacac 


4320 


tgcacacatg 


cacacacaca 


cgcgtgcatg 


cacactcctc 


gcacttccag 


ccttggagcc 


4380 


cttctgtctc 


tggtctttct 


ctttgaccct 


gctgagtgta 


agctgcctgg 


ggaggggcta 


AAA f~\ 

4440 


caaggagtaa 


ttgtggcttt 


aggggtcgtg 


gtgatgctgg 


aatgtcaagc 


gccgtcgtgg 


4500 


ggtatccgac 


tgtccgggct 


cctggtccgc 


agtggcagag 


cgccaggcag 


agccaatcag 


4bb0 


ggtctcgtgc 


tgcccttccc 


ccccacagcc 


tggcagccat 


ccagaggagg 


ggctctacca 


4620 


gatgccaagg 


tgccccggtg 


tctgtatggg 


tgtccggttg 


ggtcctgtgt 


ttggtctgcc 


A CQf\ 

. 4boU 


ctggaggtgg 


ctgggccctc 


ctgggatggg 


tggctcagcc 


tcgaatccca 


ggccccagcc 


A ~I A (\ 

4/ 4U 


caggcaggtg 


ctgctgcctg 


ttgtggtttc 


ctggcccagc ttctccttct 


ccctctgcat 


4800 


aaaatcacag 


tccgtgagtc ttccagctgc 


caccacggct 


gggacacgct 


gggggagggc 


A O CA 


tcctcccatg 


cctcctgcac acagccgtct 


gagcagggca 


ggtgccaaca 


ccccccaccg 


4920 


gagacacgct 


gcccctcagc 


gatgccccta 


ccttttgggg 


ggcctcgtct 


caagcccccc 


4980 


cttggaggct 


gaaatcaccc 


caggcactgt 


gagggcttct 


ccagggggac 


accctttgag 


5040 


ctgtgggtct 


gatcacccca 


agtcccgcac 


acggaggaga 


ggcacagcca 


gggcgtgtgg 


5100 


tttaatgttt 


gccccttcgg 


ggctggaggt 


ctcagtgttt 


ctagattcca 


gaccctgctg 


5160 


ccagagagac 


ctgctgccgg 


agagaagggg 


aggaggactc 


cagctgggct 


cggtccccca 


5220 
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cagtcaggga 


cccccataaa 


ggacaccccc 


ttctctctag 


aaagagctgg 


gctctcagct 


a q r\ 
D2oO 


atttctagtt 


gcttcccaga 


agccgaggag 


cagaaggagc 


tgtgagagct 


ttgcagaaac 

• 


5340 


gcccttgtcc 


ccgccctcct 


gagctatgaa 


tgccgtacag 


agcagaggct 


ggggcattgg 




caagatcaca ggttgatgct gcacagcccc 


attgacacaa 


accctcaaag 


cagacgtgag 




agggacggtt 


cacaaagctt 


ggacctgccg 


tggagggtgc 


ccggcagacg tggcgtgaga 


55ZO 


gggacggctc 


acgaggcttg 


gacctgctgt 


ggagggtgcc 


L.ciy Lay a.L.y l 


yycy L y d y d y 


5580 


gaacggctca 


cgagacttgg 


acctggtgga 


gggtgcccag 


LaLjaLy i-yy l 


y Lyayayyyct 


C C Af\ 

5640 


cggctcacag ggcttggacc ggagagagat 


ggctcatgag 


a v_ i_ l y y ci c 1. 1. 


gccgtggagg 


5700 


gtgcccagca 


gacgtggtat 


gagagggatg 


gctcacgagg 


/ — -f- /~i /~i U r*r**t*n 

CLi.gga.ccLg 


gtggagggcg 


5760 


cccggcagac gtgtgagagg gacggttcac 


aaggcttgga 


cccgccaLyg 


a ggg tgccca 


5oZU 


gcagacgtgg 


tgtgagaggg 


aeagctcacg 


aggcttggac 


ctgccgtgga 


gggtgcccag 


5880 


cagggggctg 


agctctgagg 


ggtgggtgct 


cagtgcacgg 


gtgcccccag 


tgtcctctga 


5940 


tcctgtccgg 


tgcctccccc 


aacccccaca 


cccatgcaga 


actcccaggt 


cacatgcacg 


f r\r\f\ 

6000 


tatgtccagg gcatgggggt ggcgtgaaga 


ggcctggtca 


gggcctttag 


gggctgcagg 


6060 


acggaatggc 


cacctgggga 


gcctgtgtgg 


ctgtgccggg 


cagccatcct 


gcattcccac 


6120 


ccagcgcgca 


gtctccacct 


cggccccagc 


aaagcgctaa 


gcagccggag 


agacagccag 


6180 


ggcggcttcc 


tgaaggatgt 


gggatggtgg 


actccggggt 


cgagggaata 


cgcaggttcc 


6240 


tgtcctccgg 


gagacctaga 


gaagctgcac 


acccaggagc 


tttccatgac 


ccgggagcat 


6300 


gagtgaatgg 


ggggttccag 


tttgctgaac 


tttgctgtct 


tgtaagggtg 


ggggctgacg 


6360 


gccgaccctg 


ggaggaggtg 


acaccgcagg 


gggaggttgt 


gggcaacggt 


ggaggaggag 


6420 


agacgggagg 


ggaccatttg 


ggatggaggg 


gcctcttcag 


agttttaaaa ggcgtttgtg 


/*/| OA 

o4o0 


gggtggagtt 


gagtgtgctc 


tgggcttgga 


cacttgccgt 


ggtgcccctg 


gctggccgag 


DD4U 


gagactggct 


ctggccaggg 


ccccgtcctg 


agaggtcctc 


agcgtctgac 


tctcggccag 


ODUU 


gcgccagcaa 


ggaggggccg 


gtccccgggg 


ctaccaggca 


ggcacgtgca 


catcgccatc 


000U 


gccacacgcc 


aactccgcct 


gggttttaca 


aagtcgttgc 


cttaatgcat 


gtggacagga 


D/ ZU 


actccctgag 


gtcgccccat 


gccccctggc 


tgtgccaggt 


acggacgccc tggaccctgc 


D/ oU 


gaacaggtgg 


ggcgggcgag 


gggcccaagg 


gacgggctcc 


agagacacgc 


gcagggcagg 


0o4U 


aggggtctca cggaggggtc tcgcactgag 


gcgcccagag 


ctggtggtcc 


cgctggacgc 


oyuu 


catccctctg 


cccgggatcc 


acacggccca 


cgtgtgcccg 


ccatgcccgc 


gccccacgcc 




attgcagtct 


tccatcctct 


ggccgtgacg 


gtggctgcag 


cttccccatt tgcgccgttg 


7020 


cctctggctg 


tctgcacttt 


tgttcatgct 


ccaaagaaca 


tttcataatg 


ccttcagtac 


7080 


cgacgtacac ttctgaccat tttgtatgtg 


tccttgtgcc 


gtagtgacca 


ggcctttttt 


7140 


tggtggatgt gttaccccgc 


acacttcaat 


ctcaactttg 


tgcaccgtcc 


attttctagg 


7200 


gatagacgcc 


cagggaatga 


actctagttt 


tctaacagat 


tagctgagat 


attaacttac 


7260 
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tcacacggac 


aggttgatgc 


SSCP Update Sequences. ST25 
cagagccgta agaatgcgcc agtgcgggtt 


tgcgggggac 


7320 


ttcgggtgtg 


gggtcctgcg 


gccgcgatgg 


ccgtggaagg 


ttctggggat 


ccctgctgcc 


7380 


acggggacga 


gttcggacgc 


caggtggacc 


tgtgcactca 


gtaaaacgca 


gxgaxxc 




<210> 48 

<211> 169 

<212> DNA 

<213> Homo sapiens 


* 


* 


■ 






<400> 48 
acttatcccc 


ccgctgaacc 


agctggagct 


gctgaggaac 


• 

ctcaagagta 


aatctggact 


60 


cgctttcagg 


tcagctgggg 


agctccaggt 


ggggcgggtg 


ggcgtctcag 


tcctgggggc 


120 


cccagctgcc 


cacagaagac 


acgccaggac 


agtgccccag 


ggactccag 




169 


<210> 49 

<211> 203 

<212> DNA 

<213> Homo sapiens 


• 








• 


<400> 49 
atgccgggac 


aggtgacccc 


a tgy cyydciy 


acaggggcta tgggaatgac ttccccatcg 


60 


aagacatgat 


ccccaccctg 


aaggccgcca 


tccgagccgt 


caggtaatgc 


ccccacggtc 


120 


ccacctgtgc 


ctgtgtgcct 


cccccactcc 


agctcaactc 


ccacaggaag 


gggcttataa 


180 


aattatcttg 


cactttggga 


agg 








1 r\ o 

203 


<210> 50 

<211> 232 

<212> DNA 

<213> Homo sapiens 








* 


• 


<400> 50 
aattctacaa 


ttccgtctct 


Ca l_ C4. d CL CL UUUU 


attcaaggag 


actttgaggc 


cttacgatgt 


60 


gaaggatgtg 


attgagcagt 


attctgccgg 


gcatctcgac 


atgctttcca 


ggataaagta 


120 


ccttcagacg 


aggtgagaca 


gtcacatctg 


gagggactgc 


actcccctca 


aagccctatg 


180 


aaccttagag 


tttaaggtga 


gaggtattca 


gaaataattc 


aaaatgcagg 


ga 




<210> 51 

<211> 1925 

<212> DNA 

<213> Homo sapiens 


• 










<400> 51 
ggtccattcg 


ggaattactg 


cccagcagcc 


gactaagttg 


cattccttga 


atcttcgcag 


60 


aaaagacaat 


tcttttaatc 


agagttagta 


atgtggacag 


tacaaaatcg 


agagagtctg 


120 


gggcttctct 


ctttccctgt 


gatgattacc 


atggtctgtt 


gtgcacacag 


caccaatgaa 


180 


cccagcaaca 


tgccatacgt 


gaaagagaca 


gtggacagat 


tgctcaaagg 


atatgacatt 


240 


cgcttgcggc 


cggacttcgg 


agggcccccc 


gtcgacgttg 


ggatgcggat 


cgatgtcgcc 


300 


agcatagaca 


tggtctccga 


agtgaatatg 


gattatacac 


tcaccatgta 


tttccagcag 


360 
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tcttggaaag 


acaaaaggct 


SSCP Update Sequences. ST25 
ttcttattct ggaatcccac tgaacctcac 


cctagacaat 


420 


agggtagctg 


accaactctg 


aataccaaac 


acctactttc 


taaataacaa 


gaaatcattt 


480 


gtgcatgggg 


tcacagtgaa 


aaa*tcaaa"ta 


at trn a ctac 


ancctaataa 


aacagttctc 


540 


tatggactcc 


gaatcacaac 




t"oi" a tnataa 


atcttcaaaa 


atatccattg 


600 


gatgagcaga 


actgcaccct 


y yd yd LLyaa 


dyLLdLyyv-i. 


atarrartaa 


tgacattgaa 


660 


ttttactgga 


atggaggaga 




d v_ L y y Ly l u a. 


a t* a a a at* rna 


acttcctcaa 


* 720 


ttttcaattg 


ttgactacaa 


yd L y y ty ut u 


dayaayy Lyy 


anttraraar 


aggagegtat 


780 


ccacgactgt 


cactaagttt 


LCy LC Ldddg 


ana a a /~a1"lTi 
d.y ddaLa L Ly 


y L LuL L Lv,nL 


tttgeaaace 


840 


tacatgcctt 


ctacactgat 


•4- »3 *-» ^ a /"i 

IdCaaLlCLg 


uccxgyy ty l 


r* "t* t* 1* t"t" n n t* 
lll l.l Lyy a l 


caactatgat 


900 


gcatctgcag 


ccagagtcgc 


dCtdygaaLL 


ar~i"iar""an"t~nr~ 
dL.ydL.dy LyL 


•t""t*a/~a^i"t"riar" 
L LaLoaLyav. 


aaccatcagc 


960 


acccacctca 


gggagaccct 


t~t r~ ^ i n rA a ^ f 

gCCaadgdUL 


LLLLdLy LLd 


a anrna1"t"na 
ddy i_y d L Ly d 


tatttatctg 


1020 


atgggttgct 


ttgtgtttgt 


g x lcc xggcx 


c Lgc LggdyT. 


dLyLLLLLy L 


aaattacatc 


1080 


ttctttggga 


aaggccctca 


gaaaaaggy a 


yL.LdyL.dddL. 


dayaLLayay 


tgecaatgag 


1140 


aagaataaac 


tggagatgaa 


naaag LCCdy 


n*t- /~ n a f f r* 
y LLydLyLLL 


a rnnt aarat 
dL.y y LaaLd L 


tctcctcagc 


1200 


accctggaaa 


tccggaatga 


gacgagtggc 


xcggaag ngc 


LL.dL.yciy L.y l 


gagcgacccc 


1260 


aaggccacca 


tgtactccta 


xgacagcgcc 


dyCd LCL-Ciyi- 


a f c c\ c ^\ r\ c~ f~ 
dLLy Lady L.L. 


cctgagcagc 


1320 


cgcgaggcct 


acgggcgcgc 


cctggaccgg 


edeggyy l<al. 


/~r~anr~aannn 
LLdytddyyy 


gcgcatccgc 


1380 


aggcgtgcct 


cccagctcaa 


a.g uCddgcixt 


LLLydLLLyd 


LLydUy Ly dd 


ttccatagac 


1440 


aagtggtccc 


gaatgttttt 




tLLLL.LL.LL L 


l Ldd Ly l i_ y l 


ctattggctt 


1500 


tactatgtac 


actgaggtct 


g l tic Taa xgg 


IICCdULldg 


aLLdLLLLLL 


tcttctattg 


1560 


ttttttaacc 


ttacaggtcc 


ccaacagcga 


tactgctgtt 


tctcgaggta 


agagattcag 


1620 


ccatccaatt 


ggttttaggt 


cttgcatatc 


agttttatta 


ctgcaccatg 


tttacttcaa 


1680 


aaagacaaaa 


caaaaaaaaa 


attatttttc 


cagtctaccg 


tggtccaggt 


tatcagctct 


1740 


ttaagagctc 


tattaattgc 


r a+ ntttara 

L-d Ly L LLUvu 


ddl_ddCl»~civ_ci 


aaoaaaoaao 


ttagacaggt 


1800 


agatctttag 


cagtcttttc 


tagtttccct 


ggatttcact 


gatttatttt 


ttagggaaaa 


1860 


tgaaaagagg 


accttgctgt 


ccgcctgcac 


tgcttcctgg 


taaactataa 


caaacttatg 


1920 


ctgcc 

• 




• 










<210> 52 

<211> 1925 

<212> DNA 

<213> Homo sapiens 












<400> 52 

ggtccattcg ggaattactg 


cccagcagcc 


gactaagttg 


cattccttga 


atettegcag 


60 

■ 


aaaagacaat 


tcttttaatc 


agagttagta 


atgtggacag 


tacaaaatcg 


agagagtctg 


120 


gggcttctct 


ctttccctgt 


gatgattacc 


atggtctgtt 


gtgcacacag 


caccaatgaa 


180 


cccagcaaca 


tgccatacgt 


gaaagagaca 


gtggacagat tgctcaaagg 
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cgcttgcggc 


cggacttcgg 


agggcccccc 


gtcgacgttg 


ggatgcggat 


cgatgtcgcc 


300 


agcatagaca 


tggtctccga 


agtgaatatg 


gattatacac tcaccatgta 


tttccagcag 


360 


tcttggaaag 


acaaaaggct 


ttcttattct 


ggaatcccac 


tgaacctcac 


cctagacaat 


420 


agggtagctg 


accaactctg 


ggtaccagac 


acctactttc 


tgaatgacaa 


gaaatcattt 


480 


gtgcatgggg 


tcacagtgaa 


aaatcgaatg 


attcgactgc atcctgatgg 


aacagttctc 


540 


tatggactcc 


gaatcacaac 


cacagctgca tgtatgatgg atcttcgaag 


atatccactg 


600 


gatgagcaga 


actgcaccct 


ggagatcgaa agttatggct 


ataccactga 


tgacattgaa 


660 


ttttactgga 


atggaggaga 


aggggcagtc 


actggtgtta 


ataaaatcga 


acttcctcaa 


720 


ttttcaattg 


ttgactacaa 


gatggtgtct aagaaggtgg 


agttcacaac 


aggagcgtat 


780 


ccacgactgt 


cactaagttt 


tcgtctaaag 


agaaacattg 


gttacttcat 


tttgcaaacc 


840 


tacatgcctt 


ctacactgat 


tacaattctg 


tcctgggtgt 


ctttttggat 


caactatgat 


900 


gcatctgcag 


ccagagtcgc 


actaggaatc 


acgacagtgc 


ttacaatgac 


aaccatcagc 


960 


acccacctca 


gggagaccct 


gccaaagatc 


ccttatgtca 


aagcgattga 


tatttatctg 


1020 


atgggttgct 


ttgtgtttgt 


gttcctggct 


ctgctggagt 


atgcctttgt 


aaattacatc 


1080 


ttctttggga 


aaggccctca 


gaaaaaggga 


gctagcaaac 


aagaccagag 


tgccaatgag 


1140 


aagaataaac 


tggagatgaa 


taaagtccag 


gtcgacgccc 


acggtaacat 


tctcctcagc 


1200 


accctggaaa 


tccggaatga 


gacgagtggc 


tcggaagtgc 


tcacgagcgt 


gagcgacccc 


1260 


aaggccacca 


tgtactccta 


tgacagcgcc 


agcatccagt 


accgcaagcc 


cctgagcagc 


1320 


cgcgaggcct 


acgggcgcgc 


cctggaccgg 


cacggggtac 


ccagcaaggg 


gcgcatccgc 


1380 


aggcgtgcct 


cccagctcaa 


agtcaagatc 


cccgacttaa 


ctgatgtgaa 


ttccatagac 


1440 


aagtggtccc 


gaatgttttt 


ccccatcacc 


ttttctcttt 


ttaatgtcgt 


ctattggctt 


1500 


tactatgtac 


actgaggtct 


gttctaatgg ttccatttag 


actactttcc 


tcttctattg 


1560 


ttttttaacc 


ttacaggtcc 


ccaacagcga tactgctgtt 


tctcgaggta 


agagattcag 


1620 


ccatccaatt 


ggttttaggt 


cttgcatatc 


agttttatta 


ctgcaccatg 


tttacttcaa 


1680 


aaagacaaaa 


caaaaaaaaa 


attatttttc 


cagtctaccg 


tggtccaggt 


tatcagctct 


1740 


ttaagagctc 


tattaattgc 


catgtttaca 

» 


aacaaacaca 


aagagagaag 


ttagacaggt 


1800 


agatctttag 


cagtcttttc 


tagtttccct 


ggatttcact 


gatttatttt 


ttagggaaaa 


1860 


tgaaaagagg 


accttgctgt 


ccgcctgcac tgcttcctgg 


taaactataa 


caaacttatg 


1920 


ctgcc 










• 


1925 


<210> 53 

<211> 1925 

<212> DNA 

<213> Homo sapiens 












<400> 53 
ggtccattcg 


ggaattactg 


cccagcagcc 


gactaagttg 


cattccttga 


atcttcgcag 


60 
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aaaagacaat 


tcttttaatc 


SSCP Update Sequences. ST25 
agagttagta atgtggacag tacaaaatcg 


agagagtctg 


120 


gggcttctct 


ctttccctgt 


gatgattacc 


atggtctgtt 


gtgcacacag 


caccaatgaa 

r 


180 


cccagcaaca 


tgccatacgt 


gaaagagaca 


gtggacagat 


tgctcaaaqq 

~» ZJ zj 


atatgacatt 


240 


cgcttgcggc 


cggacttcgg 


agggcccccc gtcgacgttg 


qgatgcggat 

ZJ ZJ Z? ZJ ZJ *- 


cgatgtcgcc 


300 


agcatagaca 


tggtctccga 


aot"aaat"al"a 

c* y Ly ciq i_ t* <w y 


aattatacac 


tcaccatqta 


tttccagcag 


360 


tcttggaaag 


acaaaaggct 


L L La L LL I. 


ooaatrrrar 


tqaacctcac 


cctagacaat 


420 


agggtagctg 


accaactctg 


yy Lcxi_i_ctyciv„ 


a r ft" a r1"1"t*r' 

a V_ L_ L a L. L L LL 


taaatqacaa 


gaaatcattt 


480 


gtgcatgggg 


tcacagtgaa 


aaa LLyjaa i_y 


attrnai — f*n<~ 
ci l LLyau l y v~ 


atcctqataa 

Li L L* L» Lj L* w *J %J 


aacagttctc 


540 


tatggactcc 


gaatcacaac 


f~afanft*nf*a 


Ly La Lya Lyy 


atctticaaaa 


atatccactg 


600 


gatgagcaga 


actgcaccct 


y y ci y a LLvjaa 


ay l La Lyy L L 


ataccactaa 

\A L> U L^ M L». L> L«| 


tgacattgaa 


660 


ttttactgga 


atggaggaga 


a.yyyyL.ayLL, 


artnntntta 

uv. Lyy Ly l i_ ci 


atiaaaatcaa 

L% L> LA L4 L4 Li W Lf L% 


acttcctcaa 


720 


ttttcaattg 


ttgactacaa 


y a Lyy iy l 


aanaanntnn 
aayaayy Lyy 


aattcacaac 

Li LJ L k. L M W L4 L4 Vm 


aggagcgtat 


780 


ccacgactgt 


cactaagttt 


trntrtaaan 


ana a a raftn 

uyaaaLu l_ Ly 


at:tactt:cat 

LJ L> L- Li L- L. L> V* LA L> 


tttgcaaacc 


840 


tacatgcctt 


ctacactgat 


LaLua L ll Ly 


ll,l, Lyyy ty l 


ct'ttt'taaa't 

^» W L> *— L> L ^*J LJ Li L 


caactatgat 


900 


gcatctgcag 


ccagagtcgc 


a l. Lay y a a l l. 


aLyaLay Ly v_ 


ttacaataac 

Lj L Li L* Li W *g Li 


aaccatcagc 


960 


acccacctca 


gggagaccct 


y i_ i_ a a ay a i_ v- 


L-L. L LCI Ly L- V_ a 


aaacaattiaa 

Li Li %M L^ Lj Li Lj Lj. LJ Li 


tatttatctg 


1020 


atgggttgct 


ttgtgtttgt 


gttcctggct 


ctgctggagt 


atacttttqt 

Li W L* L* L Lj U Lj 


aaattacatc 


1080 


ttctttggga 


aaggccctca 


gaaaaaggga 


gctagcaaac 


aaaaccaaaa 

LA Li Lj Li L L- Li LJ L4 Lj 


tgccaatgag 


1140 


aagaataaac 


tggagatgaa 


taaagtccag 


gtcgacgccc 


acaatiaacat: 

L» L^ LJ LJ L> Li Li Li Lj 


tctcctcagc 


1200 


accctggaaa 


tccggaatga 


gacgagtggc 


tcggaagtgc 


tcacaaacqt 


gagcgacccc 


1260 


aaggccacca 


tgtactccta 


tgacagcgcc 


agcatccagt 


accQcaaacc 


cctgagcagc 


1320 


cgcgaggcct 


acgggcgcgc 


cctggaccgg 


cacggggtac 


ccaqcaaqqq 


gcgcatccgc 


1380 


aggcgtgcct 


cccagctcaa 


agtcaagatc 


cccgacttga 


ctqatqtqaa 


ttccatagac 


1440 


aagtggtccc 


gaatgttttt 


ccccatcacc 


ttttctcttt 


ttaatgtcgt 


ctattggctt 


* 1500 


tactatgtac 


actgaggtct 


gttctaatgg 


ttccatttag 


actactttcc 


tcttctattg 


1560 


ttttttaacc 


ttacaggtcc 


ccaacagcga tactgctgtt 


tctcgaggta 


agagattcag 


1620 


ccatccaatt 


ggttttaggt 


cttgcatatc 


agttttatta 


ctgcaccatg 


tttacttcaa 


1680 


aaagacaaaa 


caaaaaaaaa 


attatttttc 


cagtctaccg 


tggtccaggt 


tatcagctct 


1740 


ttaagagctc 


tattaattgc 


catgtttaca aacaaacaca 


aagagagaag 


ttagacaggt 


1800 


agatctttag 


cagtcttttc tagtttccct ggatttcact 


gatttatttt 


ttagggaaaa 


1860 


tgaaaagagg 


accttgctgt 


ccgcctgcac 


tgcttcctgg 


taaactataa 


caaacttatg 


1920 


ctgcc 












1925 



<210> 54 
<211> 1536 
<212> DNA 
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<213> Homo sapiens 
<400> 54 

tgaattcgtg agatggcgag ctccacggca ccatggcccc gaagctgctg ctcctcctct 60 

gcctgttctc gggcttgcac gcgcggtcca gaaaggtgga agaggatgaa tatgaagatt 120 

catcatcaaa ccaaaagtgg gtcttggctc caaaatccca agacaccgac gtgactctta 180 

ttctcaacaa gttgctaaga gagtatgata aaaagctgag gccagatatt ggaataaaac 240 

cgaccgtaat tgacgttgac atttatgtta acagcattgg tcctgtgtca tcaataaaca 300 

tggaatacca aattgacata ttttttgctc agacctggac agatagtcgc cttcgattca 360 

acagcacaat gaaaattctt actctgaaca gcaacatggt ggggttaatc tggatcccag 420 

acaccatctt ccgcaattct aaaaccgcag aggctcactg gatcaccaca cccaatcagc 480 

tcctccggat ttggaatgac gggaaaatcc tttacacttt gaggctcacc atcaatgctg 540 

agtgccagct gcagctgcac aacttcccca tggacgaaca ctcctgcccg ctgattttct 600 

ccagctatgg ctatcccaaa gaagaaatga tttatagatg gagaaaaaat tcagtggagg 660 

cagctgacca gaaatcatgg cggctttatc agtttgactt catgggcctc agaaacacca . 720 

cagaaatcgt gacaacgtct gcaggtgatt atgttgtcat gactatatat tttgaattga 780 

gtagaagaat gggatacttc accattcaga catacattcc ctgtatactg actgtggttt 840 

tatcctgggt gtcattttgg atcaaaaaag atgctacgcc agcaagaaca gcattaggca 900 

tcaccacggt gctgaccatg accaccctga gcaccatcgc caggaagtcc ttgccacgcg 960 

tgtcctacgt gaccgccatg gacctttttg tgactgtgtg cttcctgttt gtcttcgccg 1020 

cgctgacgga gtatgccacc ctcaactact attccagctg tagaaaacca accaccacga 1080 

aaaagacaac atcgttacta catccagatt cctcaagatg gattcctgag cgaataagcc 1140 

tacaagcccc ttccaactat tccctcctgg acatgaggcc accaccacct gcgatgatca 1200 

ctttaaacaa ttccgtttac tggcaggaat ttgaagatac ctgtgtctat gagtgtctgg 1260 

atggcaaaga ctgtcagagc ttcttctgct gctatgaaga atgtaaatca ggatcctgga 1320 

ggaaagggcg tattcacata gacatcttgg agctggactc gtactcccgg gtctttttcc 1380 

ccacgtcctt cctgctcttt aacctggtct actgggttgg atacctgtat ctctaagtgt 1440 

tgctcagagt gaagagtgaa gagcatttgg tacacacttg accttctgtc gtccccagac 1500 

cagtagtgac caatcgggag tagcaaggaa ggacac 1536 

<210> 55 

<211> 1843 

<212> DNA 

<213> Homo sapiens 

<400> 55 

gcacaattca gaggtaacag cgcctgcgtt ttctccatga taacatagac aaacagttgc 60 

ctccaaagct gcagattgga tattgggaag caaatttggg tgtgaaatct tcagcaaagg 120 

agcacgcaga gtccatgatg gctcagacca agtgagtgag aggcagagcg agggcgcccc 180 
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tctgctctgg 


cgcgcccgga 


SSCP Update Sequences. ST25 
ctcggactcg cagactcgcg ctggctccag 


tctctccacg 


240 


attctctctc 


ccagactttt 


ccccggtctt 


aagagatcct 


btatccaaaa 


ggggccttag 


300 


ctgctccagc 


ccgcgatgag 


gaaaagtcca ggtctgtctg 


actatcttta 


ggcctggatc 


360 


ctccttctga 


gcacactgac 


tggaagaagc 


tatggacagc 


ratrattaca 


agatgaactt 


420 


aaagacaata 


ccactgtctt 


caccaggatt ttggacagac 


trrtaaataa 


ttatgacaat 


480 


cgcctgagac 


caggattggg 


agagcgtgta 


accgaagtga 


ana rf natP 1" 
cj.yci.i_ u y a. i_cx l 


cttcgtcacc 


540 


agtttcggac 


ccgtttcaga 


ccatgatatg 


gaatatacaa 


Lay a l y La l l 


tttccgtcaa 


600 


agctggaagg 


atgaaaggtt 


aaaatttaaa ggacctatga 


Cdy H-LLV.V.LJ 


gttaaataac 


660 


ctaatggcaa 


gtaaaatccg 


gactccggac 


acatttttcc 


dLdaLyyaaa 


gaagtcagtg 


720 


gcccacaaca 


tgaccatgcc 


caacaaactc 


ctgcggatca 


cay ay yd. i_yy 


caccttgctg 


780 


tacaccatga 


ggctgacagt 


gagagctgaa 


tgtccgatgc 


a l L Lyyayyd 


cttccctatg 


840 


gatgcccatg 


cttgcccact 


aaaatttgga 


agttatgctt 


a LdLaatjay L. 


agaagttgtt 


900 


tatgaatgga 


ccagagagcc 


agcacgctca 


gtggttgtag 


ranaanalrifi 
Ldyddya Ly y 


atcacgtcta 


960 


aaccagtatg 


accttcttgg 


acaaacagta 


gactctggaa 


L Ly LLLdy LL 


aagtacagga 


1020 


gaatatgttg 


ttatgaccac 


tcatttccac 


ttgaagagaa 


d.y a L Ly y L, La 


ctttgttatt 


1080 


caaacatacc 


tgccatgcat 


aatgacagtg 


attctctcac 


day LLLLLL L 


ctggctcaac 


1140 


agagagtctg 


taccagcaag 


aactgtcttt 


ggagtaacaa 


Liy LyLLLdL 


catgacaaca 


1200 


ttgagcatca 


gtgccagaaa 


ctccctccct 


aaggtggctt 


a.LycciaL.ayL. 


tatggattgg 


1260 


tttattgccg 


tgtgctatgc 


ctttgtgttc 


tcagctctga 


l l y ay l l Ly l 


cacagtaaac 


1320 


tatttcacta 


agagaggtta 


tgcatgggat 


ggcaaaagtg 


Ly y l LLLayd 


aaagccaaag 


1380 


aaagtaaagg 


atcctcttat 


taagaaaaac 


aacacttacg 


rtrraaranr 
v_ LLLaaLay v_ 


aaccagctac 


1440 


acccctaatt 


tggccagggg 


cgacccgggc 


ttagccacca 


ttgctaaaag 


tgcaaccata 


1500 


gaacctaaag 


aggtcaagcc 


cgaaacaaaa 


ccaccagaac 


ccaagaaaac 


ctttaacagt 


1560 


gtcagcaaaa 


ttgaccgact 


gtcaagaata gccttcccgc 


tgctatttgg 


aatctttaac 


1620 


ttagtctact 


gggctacgta 


tttaaacaga 


gagcctcagc 


taaaanrrrr 


cacaccacat 


1680 


caatagatct 


tttactcaca 


ttctgttgtt 


cagttcctct 


gcactgggaa 


tttatttatg 


1740 . 


ttctcaacgc 


agtaattccc 


atctgccttt 


attgcctctg 


tcttaaagaa 


tttgaaagtt 


1800 


tccttatttt 


cataattcat 


ttaagacaag 


agacccctgt 


ctg 




lo4o 


<210> 56 

<211> 1843 

<212> DNA 

<213> Homo sapiens 












<400> 56 
gcacaattca 


gaggtaacag 


cgcctgcgtt 


ttctccatga 


taacatagac 


aaacagttgc 


60 


ctccaaagct 


gcagattgga 


tattgggaag 


caaatttggg 


tgtgaaatct 


tcagcaaagg 


120 


agcacgcaga 


gtccatgatg 


gctcagacca 


agtgagtgag aggcagagcg 
Page 109 
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180 
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tctgctctgg cgcgcccgga ctcggactcg cagactcgcg ctggctccag tctctccacg 240 

attctctctc ccagactttt ccccggtctt. aagagatcct gtgttcagag ggggccttag 300 

ctgctccagc ccgcgatgag gaaaagtcca ggtctgtctg actgtctttg ggcctggatc 360 

ctccttctga gcacactgac tggaagaagc tatggacagc cgtcattaca agatgaactt 420 

aaagacaata ccactgtctt caccaggatt ttggacagac tcctagatgg ttatgacaat 480 

cgcctgagac caggattggg agagcgtgta accgaagtga agactgatat cttcgtcacc 540 

agtttcggac ccgtttcaga ccatgatatg gaatatacaa tagatgtatt tttccgtcaa 600 

agctggaagg atgaaaggtt aaaatttaaa ggacctatga cagtcctccg gttaaataac 660 

ctaatggcaa gtaaaatccg gactccggac acatttttcc acaatggaaa gaagtcagtg 720 

gcccacaaca tgaccatgcc caacaaactc ctgcggatca cagaggatgg caccttgctg 780 

tacaccatga ggctgacagt gagagctgaa tgtccgatgc atttggagga cttccctatg 840 

gatgcccatg cttgcccact aaaatttgga agttatgctt atacaagagc agaagttgtt 900 

tatgaatgga ccagagagcc agcacgctca gtggttgtag cagaagatgg atcacgtcta 960 

aaccagtatg accttcttgg acaaacagta gactctggaa ttgtccagtc aagtacagga 1020 

gaatatgttg ttatgaccac tcatttccac ttgaagagaa agattggcta ctttgttatt 1080 

caaacatacc tgccatgcat aatgacagtg attctctcac aagtctcctt ctggctcaac 1140 

agagagtctg taccagcaag aactgtcttt ggagtaacaa ctgtgctcac catgacaaca 1200 

ttgagcatca gtgccagaaa ctccctccct aaggtggctt atgcaacagc tatggattgg 1260 

tttattgccg tgtgctatgc ctttgtgttc tcagctctga ttgagtttgc cacagtaaac 1320 

tatttcacta agagaggtta tgcatgggat ggcaaaagtg tggttccaga aaagccaaag 1380 

aaagtaaagg atcctcttat taagaaaaac aacacttacg ctccaacagc aaccagctac 1440 

acccctaatt tggccagggg cgacccgggc ttagccacca ttgctaaaag tgcaaccata 1500 

gaacctaaag aggtcaagcc cgaaacaaaa ccaccagaac ccaagaaaac ctttaacagt 1560 

gtcagcaaaa ttgaccgact gtcaagaata gccttcccgc tgctatttgg aatctttaac 1620 

ttagtctact gggctacgta tttaaacaga gagcctcagc taaaagcccc cacaccacat 1680 

caatagatct tttactcaca ttctgttgtt cagttcctct gcactgggaa tttatttatg 1740 

ttctcaacgc agtaattccc atctgccttt attgcctctg tcttaaagaa tttgaaagtt 1800 

tccttatttt cataattcat ttaagacaag agacccctgt ctg 1843 

<210> 57 * 

<211> 2189 

<212> DNA 

<213> Homo sapiens 

<400> 57 

cctagcgctc ctctccggct tccaccagcc catcgctcca cgctctcttg gctgctgcag 60 

tctcggtctc tctctctctc tctctctctc tctctctctc tctctctctc tctctctctc 120 
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tctctctctc tctctcccaa gtttcctatc tcgtcaagat 


cagggcaaaa 


gaagaaaaca 


180 


ccqaattctq 


cttgccgttt 


cagagcggcg 


gtgatgaaga 


caaaattgaa 


catctacaac 


240 


atcqaqttcc 


tgctttttgt 


tttcttggtg 


tgggaccctg 


ccaggttggt 


gctggctaac 


300 


atccaaqaaq 


atgaggctaa 


aaataacatt 


accatcttta 


cgagaattct 


tgacagactt 


360 


ctaqatqatt 


acgataatcg gcttagacca ggactgggag acagtattac tgaagtcttc 


420 


actaacatct 


acgtgaccag 


ttttggccct 


gtctcagata 


cagatatgga 


atatacaatt 


480 


gatgttttct 


ttcgacaaaa 


atggaaagat 


gaacgtttaa aatttaaagg 


tcctatgaat 


540 


atccttcgac 


taaacaattt 


aatggctagc 


aaaatctgga 


ctccagatac 


cttttttcac 


—mt -m, 

600 


aatgggaaga 


aatcagtagc 


tcataatatg 


acaatgecaa ataagttget 


tcgaattcag 


660 


gatgatggga 


ctctgctgta 


taccatgagg 


cttacagttc 


aagctgaatg 


cccaatgcac 


720 


ttggaggatt 


tcccaatgga 


tgctcattca 


tgtcctctga 


aatttggcag 


etatgeatat 


780 


acaacttcag aggtcactta tatttggact tacaatgcat ctgattcagt acaggttgct 


840 


cctgatggct 


ctaggttaaa 


L Lad Ld LLjaL. 


ctgctgggcc 


aatcaategg 


aaaggagaca 


900 


attaaatcca 


gtacaggtga 


a Let LaLLy La 


atgacagctc 


atttccacct 


gaaaagaaaa 


960 


- attgggtatt 

* 


ttgtgattca 


aacctatctg 


ccttgcatca 


tgactgtcat 


tctctcccaa 


1020 


gtttcattct 


ggcttaacag 


agaatctgtg 


ectgeaagaa 


ctgtgtttgg 


agtaacaact 


1080 


gtcctaacaa 


tgacaactct 


aagcatcagt 


geteggaatt 


ctctccccaa 


agtggcttat 


1140 


gcaactgcca 


tggactggtt 


tattgctgtt 


tgttatgcat 


ttgtgttctc 


tgecctaatt 


. 1200 


gaatttgcaa 


ctgttaatta 


cttcaccaaa 


agaggatgga 


cttgggatgg 


gaagagtgta 


1260 


gtaaatgaca 


agaaaaaaga 


aaaggcttcc 


gttatgatac 


agaacaaege 


ttatgcagtg 


1320 


gctgttgcca 


attatgcccc 


gaatctttca 


aaagatccag 


ttctctccac 


catctccaag 


1380 


agtgcaacca 


cgccagaacc 


caacaagaag 


ccagaaaaca 


agecagctga 


agcaaagaaa 


1440 


actttcaaca 


gtgttagcaa 


aattgacaga 


atgtccagaa tagtttttcc 


agttttgttt 


■m r~\ y-» 

1500 


ggtaccttta 


atttagttta 


ctgggctaca 


tatttaaaca 


gagaacctgt 


attaggggtc 


1560 


agtccttgaa ttgagaccca 


tgttatcttt 


gggatgtata 


gcaacattaa 


atttggtttg 


1620 


ttttgctatg 


tacagtctga 


ctaataactg 


ctaatttgtg 


atccaacatg tacagtatgt 


1680 


atatagtgac 


atagcttacc 


agtagacctt 


taatggagac 


atgcatttgc 


taactcatgg 


1740 


aactgcagac 


agaaagcact 


ecatgegaaa 


acagecattg 


ccttttttaa 


agatttaccc 


-% C\ s~\ r"\ 

1800 


taggacctga tttaaagtga 


atttcaaatg 


acctgattaa 


tttcctattc 


ttccaaatga 


1860 


gatgaaaatg 


gggatcctgt 


acaacccttt 


gtggaccctt 


ttggtttagc 


tcttaagtag 


1920 . 


gggtattttc 


tactgttgct 


taattatgat 


ggaagataac 


attgtcattc 


ctagatgaat 


1980 


cctttgaagt 


aacaaacatt 


gtatctgaca tcagctctgt 


tcatgagtgc tcagagtccc 


2040 


tgctaatgta 


attggaagct 


tggtacacat 


aagaaaaact 


agagatttga 


aatctagcta 


2100 


tgaattactc 


tatatagtat 


etatagecat 


gtacatatta 


cagcatgaca agctcgaaat 


2160 
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2189 



<210> 58 

<211> 2352 

<212> DNA 

<213> Homo sapiens 

■ 

<400> 58 

gaagatgctg ttgagggccc tggagaaact tcagcagaac agggcctctc cccttgcagg 
ccgagccgcg gccctgcgcc ctccccctcc gcccagctcg gccaagggcg catttgctga 
gcgtctggcg gcctctaccg gagcacctct gcagagggcc gatcctccag cccagagacg 
acatgtggcg ctcgggcgag tgccttgcag agagaggagt agcttgctgg ctttgaacgc 



gtggcgtggc agatatttca gaaagcttca 
ctccatattc acctgcttca actactattc 



agaacaagct ggagaaggga agagttattc 
ttattgggaa tggacaatgg aatgttctct 



ggttttatca tgatcaaaaa cctccttctc ttttgtattt ccatgaactt atccagtcac 

tttggctttt cacagatgcc aaccagttca gtgaaagatg agaccaatga caacatcacg 

atatttacca ggatcttgga tgggctcttg gatggctacg acaacagact tcggcccggg 

ctgggagagc gcatcactca ggtgaggacc gacatctacg tcaccagctt cggcccggtg 

tccgacacgg aaatggagta caccatagac gtgtttttcc gacaaagctg gaaagatgaa 

aggcttcggt ttaaggggcc catgcagcgc ctccctctca acaacctcct tgccagcaag 

atctggaccc cagacacgtt cttccacaac gggaagaagt ccatcgctca caacatgacc 

acgcccaaca agctgctgcg gctggaggac gacggcaccc tgctctacac catgcgcttg 

accatctctg cagagtgccc catgcagctt gaggacttcc cgatggatgc gcacgcttgc 

cctctgaaat ttggcagcta tgcgtaccct aattctgaag tcgtttacgt ctggaccaac 

ggctccacca agtcggtggt ggtggcggaa gatggctcca gactgaacca gtaccacctg 

atggggcaga cggtgggcac tgagaacatc agcaccagca caggcgaata cacaatcatg 

acagctcact tccacctgaa aaggaagatt ggctactttg tcatccagac ctaccttccc 

tgcataatga ccgtgatctt atcacaggtg tccttttggc tgaaccggga atcagtccca 

gccaggacag tttttggggt caccacggtg ctgaccatga cgaccctcag catcagcgcc 

aggaactctc tgcccaaagt ggcctacgcc accgccatgg actggttcat agctgtgtgc 

tatgccttcg tcttctcggc gctgatagag tttgccacgg tcaattactt taccaagaga 

Qgctgggcct gggatggcaa aaaagccttg gaagcagcca agatcaagaa aaagcgtgaa 

gtcatactaa ataagtcaac aaacgctttt acaactggga agatgtctca ccccccaaac 

attccgaagg aacagacccc agcagggacg tcgaatacaa cctcagtctc agtaaaaccc 

tctgaagaga agacttctga aagcaaaaag acttacaaca gtatcagcaa aattgacaaa 

atgtcccgaa tcgtattccc agtcttgttc ggcactttca acttagttta ctgggcaacg 

tatttgaata gggagccggt gataaaagga gccgcctctc caaaataacc ggccacactc 

ccaaactcca agacagccat acttccagcg aaatggtacc aaggagaggt tttgctcaca 
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gggactctcc atatgtgagc actatctttc aggaaatttt tgcatgttta ataatatgta 1860 

caaataatat tgccttgatg tttctatatg taacttcaga tgtttccaag atgtcccatt 1920 

gataattcga gcaaacaact ttctggaaaa acaggatacg atgactgaca ctcagatgcc 1980 

cagtatcata cgttgatagt ttacaaacaa gatacgtata tttttaactg cttcaagtgt 2040 

tacctaacaa tgttttttat acttcaaatg tcatttcata caaattttcc cagtgaataa 2100 

atattttagg aaactctcca tgattattag aagaccaact atattgcgag aaacagagat 2160 

cataaagagc acgttttcca ttatgaggaa acttggacat ttatgtacaa aatgaattgc 2220 

ctttgataat tcttactgtt ctgaaattag gaaagtactt gcatgatctt acacgaagaa 2280 

atagaatagg caaactttta tgtaggcaga ttaataacag aaatacatca tatgttagat 2340 

acacaaaata tt 2352 

<210> 59 

<211> 2352 

<212> DNA 

<213> Homo sapiens 

<400> 59 

gaagatgctg ttgagggccc tggagaaact tcagcagaac agggcctctc cccttgcagg 60 

ccgagccggg gccctgcgcc ctccccctcc gcccagctcg gccaagggcg cgtttgctga 120 

gcgtctggcg gcctctaccg gagcacctct gcagagggcc gatcctccag cccagagacg 180 
acatgtggcg ctcgggcgag tgccttgcag agagaggagt agcttgctgg ctttgaacgc . 240 

gtggcgtggc agatatttca gaaagcttca agaacaagct ggagaaggga agagttattc 300 

ctccatattc acctgcttca actactattc ttattgggaa tggacaatgg aatgttctct 360 

ggttttatca tgatcaaaaa cctccttctc ttttgtattt ccatgaactt atccagtcac 420 

tttggctttt cacagatgcc aaccagttca 'gtgaaagatg agaccaatga caacatcacg 480 

atatttacca ggatcttgga tgggctcttg gatggctacg acaacagact tcggcccggg 540 

ctgggagagc gcatcactca ggtgaggacc gacatctacg tcaccagctt cggcccggtg 600 

tccgacacgg aaatggagta caccatagac gtgtttttcc gacaaagctg gaaagatgaa 660 

aggcttcggt ttaaggggcc catgcagcgc ctccctctca acaacctcct tgccagcaag 720 

atctggaccc cagacacgtt cttccacaac gggaagaagt ccatcgctca caacatgacc 780 

acgcccaaca agctgctgcg gctggaggac gacggcaccc tgctctacac catgcgcttg .840 

accatctctg cagagtgccc catgcagctt gaggacttcc cgatggatgc gcacgcttgc 900 

cctctgaaat ttggcagcta tgcgtaccct aattctgaag tcgtttacgt ctggaccaac 960 

ggctccacca agtcggtggt ggtggcggaa gatggctcca gactgaacca gtaccacctg 1020 

atggggcaga cggtgggcac tgagaacatc agcaccagca caggcgaata cacaatcatg 1080 

acagctcact tccacctgaa aaggaagatt ggctactttg tcatccagac ctaccttccc 1140 

tgcataatga ccgtgatctt atcacaggtg tccttttggc tgaaccggga atcagtccca 1200 
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gccaggacag tttttggggt caccacggtg ctgaccatga cgaccctcag catcagcgcc 1260 

aggaactctc tgcccaaagt ggcctatgcc accgccatgg actggttcat agctgtgtgc 1320 

tatgccttcg tcttctcggc gctgatagag tttgccacgg tcaattactt taccaagaga 1380 

ggctgggcct gggatggcaa aaaagccttg gaagcagcca agatcaagaa aaagcgtgaa 1440 

gtcatactaa ataagtcaac aaacgctttt acaactggga agatgtctca ccccccaaac 1500 

attccgaagg aacagacccc agcagggacg tcgaatacaa cctcagtctc agtaaaaccc 1560 

tctgaagaga agacttctga aagcaaaaag acttacaaca gtatcagcaa aattgacaaa 1620 

atgtcccgaa tcgtattccc agtcttgttc ggcactttca acttagttta ctgggcaacg 1680 

tatttgaata gggagccggt gataaaagga gccgcctctc caaaataacc ggccacactc 1740 

ccaaactcca agacagccat acttccagcg aaatggtacc aaggagaggt tttgctcaca 1800 

gggactctcc atatgtgagc actatctttc aggaaatttt tgcatgttta ataatatgta 1860 

caaataatat tgccttgatg tttctatatg taacttcaga tgtttccaag atgtcccatt 1920 

gataattcga gcaaacaact ttctggaaaa acaggatacg atgactgaca ctcagatgcc 1980 

cagtatcata cgttgatagt ttacaaacaa gatacgtata tttttaactg cttcaagtgt 2040 

tacctaacaa tgttttttat acttcaaatg tcatttcata caaattttcc cagtgaataa 2100 

atattttagg aaactctcca tgattattag aagaccaact atattgcgag aaacagagat 2160 

cataaagagc acgttttcca ttatgaggaa acttggacat ttatgtacaa aatgaattgc 2220 

i 

ctttgataat tcttactgtt ctgaaattag gaaagtactt gcatgatctt acacgaagaa 2280 

atagaatagg caaactttta tgtaggcaga ttaataacag aaatacatca tatgttagat 2340 

acacaaaata tt 2352 



<210> 60 

<211> 2373 

<212> DNA 

<213> Homo sapiens 

<400> 60 

gcgcgcggcc cggggcgcgg cgcggagcgg agctgcaggg cggcggcggg agcgcggggc 

gcaagagccg ctccgccggg agtgccgggg aagttcgcgc tggcagcatg gggcggtgac 

gccgcaccgg ccttccgcgc ctgccagccg ggcgagagca ggcggaggag aaggaggatg 

catcctcacc gacggctcgc ctcccggggc ccgcgcgcag gtgccttgca gagagaggag 

tagcttgctg gctttgaacg cgtggcgtgg cagatatttc agaaagcttc aagaacaagc 

tggagaaggg aagagttatt cctccatatt cacctgcttc aactactatt cttattggga 

atggacaatg gaatgttctc tggttttatc atgatcaaaa acctccttct cttttgtatt 

tccatgaact tatccagtca ctttggcttt tcacagatgc caaccagttc agtgaaagat 

gagaccaatg acaacatcac gatatttacc aggatcttgg atgggctctt ggatggctac 

gacaacagac ttcggcccgg gctgggagag cgcatcactc aggtgaggac cgacatctac 

gtcaccagct tcggcccggt gtccgacacg gaaatggagt acaccataga cgtgtttttc 
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cgacaaagct ggaaagatga aaggcttcgg tttaaggggc ccatgcagcg cctccctctc 720 

aacaacctcc ttgccagcaa gatctggacc ccagacacgt tcttccacaa cgggaagaag 780 . 

tccatcgctc acaacatgac cacgcccaac aagctgctgc ggctggagga cgacggcacc 840 

ctgctctaca ccatgcgctt gaccatctct gcagagtgcc ccatgcagct tgaggacttc 900 

ccgatggatg cgcacgcttg ccctctgaaa tttggcagct atgcgtaccc taattctgaa 960 

% gtcgtttacg tctggaccaa cggctccacc aagtcggtgg tggtggcgga agatggctcc 1020 

agactgaacc agtaccacct gatggggcag acggtgggca ctgagaacat cagcaccagc 1080 

acaggcgaat acacaatcat gacagctcac ttccacctga aaaggaagat tggctacttt 1140 

gtcatccaga cctaccttcc ctgcataatg accgtgatct tatcacaggt gtccttttgg 1200 

ctgaaccggg aatcagtccc agccaggaca gtttttgggg tcaccacggt gctgaccatg 1260 

acgaccctca gcatcagcgc caggaactct ctgcccaaag tggcctacgc caccgccatg 1320 

gactggttca tagctgtgtg ctatgccttc gtcttctcgg cgctgataga gtttgccacg 1380 

gtcaattact ttaccaagag aggctgggcc tgggatggca aaaaagcctt ggaagcagcc 1440 

aagatcaaga aaaagcgtga agtcatacta aataagtcaa caaacgcttt tacaactggg 1500 

aagatgtctc accccccaaa cattccgaag gaacagaccc cagcagggac gtcgaataca 1560 

acctcagtct cagtaaaacc ctctgaagag aagacttctg aaagcaaaaa gacttacaac 1620 

agtatcagca aaattgacaa aatgtcccga atcgtattcc cagtcttgtt cggcactttc 1680 

aacttagttt actgggcaac gtatttgaat agggagccgg tgataaaagg agccgcctct 1740 

ccaaaataac cggccacact cccaaactcc aagacagcca tacttccagc gaaatggtac 1800 

caaggagagg ttttgctcac agggactctc catatgtgag cactatcttt caggaaattt 1860 

ttgcatgttt aataatatgt acaaataata ttgccttgat gtttctatat gtaacttcag 1920 

atgtttccaa gatgtcccat tgataattcg agcaaacaac tttctggaaa aacaggatac 1980 

gatgactgac actcagatgc ccagtatcat acgttgatag tttacaaaca agatacgtat 2040 

atttttaact gcttcaagtg ttacctaaca atgtttttta tacttcaaat gtcatttcat 2100 

acaaattttc ccagtgaata aatattttag gaaactctcc atgattatta gaagaccaac 2160 

\ 

tatattgcga gaaacagaga tcataaagag cacgttttcc attatgagga aacttggaca 2220 

tttatgtaca aaatgaattg cctttgataa ttcttactgt tctgaaatta ggaaagtact 2280 

tgcatgatct tacacgaaga aatagaatag gcaaactttt atgtaggcag attaataaca 2340 

gaaatacatc atatgttaga tacacaaaat att 2373 

<210> 61 

<211> 1974 

<212> DNA 

<213> Homo sapiens 

<400> 61 

cgcgcgggga agggaagaag aggacgaggt ggcgcagaga ccgcgggaga acacagtgct 60 
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tccggaggaa atctgctcgg tccccggcag ccgcgcttcc cctttgatgt tttggtacgc 120 

cgtggccatg cgcctcacat tagaattact gcactgggca gactaagttg gatctcctct 180 

cttcagtgaa accctcaatt ccatcaaaaa ctaaagggat gtggagagtc cggaaaaggg 240 

gctactttgg gatttggtcc ttccccttaa taatcgccgc tgtctgtgcg cagagtgtca 300 

atgaccctag taatatgtcg ctggttaaag agacggtgga tagactcctg aaaggctatg 360 

acattcgtct gagaccagat tttggaggtc cccccgtggc tgtggggatg aacattgaca 420 

ttgccagcat cgatatggtt tctgaagtca atatggatta taccttgaca atgtactttc 480 

aacaagcctg gagagataag aggctgtcct ataatgtaat acctttaaac ttgactctgg 540 

acaacagagt ggcagaccag ctctgggtgc ctgataccta tttcctgaac gataagaagt 600 

catttgtgca cggagtgact gttaagaacc gcatgattcg cctgcatcct gatggcaccg 660 

tcctttatgg actcagaatc acaaccacag ctgcctgcat gatggaccta aggaggtacc 720 

cactggatga acaaaactgc accttggaaa ttgagagcta tggatacaca actgatgaca 780 

ttgagtttta ctggcgtggc gatgataatg cagtaacagg agtaacgaaa attgaacttc 840 

cacagttctc tattgtagat tacaaactta tcaccaagaa ggttgttttt tccacaggtt 900 

cctatcccag gttatccctc agctttaagc ttaagagaaa cattggctac tttatcctgc 960 

aaacatacat gccttccatc ctgattacca tcctctcctg ggtctccttc tggattaatt 1020 

acgatgcttc agctgcaagg gtggcattag gaatcacaac tgtcctcaca atgaccacaa 1080 

tcaacaccca cctccgggaa actctcccta aaatccccta tgtgaaggcc attgacatgt 1140 

acctgatggg gtgctttgtc ttcgttttca tggcccttct ggaatatgcc ctagtcaact 1200 

acatcttctt tgggaggggg ccccaacgcc aaaagaaagc agctgagaag gctgccagtg 1260 

ccaacaatga gaagatgcgc ctggatgtca acaagatttt ttataaagat attaaacaaa 1320 

atgggaccca atatcgatcc ttgtgggacc ctactggaaa cctctcccca actagacgga 1380 

ctaccaatta cgatttctct ctgtatacga tggaccccca tgagaacatc ttactgagca 1440 

ctctcgagat aaaaaatgaa atggccacat ctgaggctgt gatgggactt ggagacccca 1500 

gaagcacaat gctagcctat gatgcctcca gcatccagta tcggaaagct gggttgccca 1560 

ggcatagttt tggccgaaat gctctggaac gacatgtggc gcaaaagaaa agtcgcctga 1620 

ggagacgcgc ctcccaactg aaaatcacca tccctgactt gactgatgtg aatgccatag 1680 

atcggtggtc ccgcatattc ttcccagtgg ttttttcctt cttcaacatc gtctattggc 1740 

tttactatgt gaactaaaca tggcctccca ctggaagcaa ggactagatt cctcctcaaa 1800 

ccagttgtac agcctgatgt aggacttgga aaacacatca atccaggaca aaagtgacgc 1860 

taaaatacct tagttgctgg cctatcctgt ggtccatttc ataccatttg ggttgcttct 1920 

gctaagtaat gaatacacta aggtccttgt ggttttccag ttaaaacgca agta 1974 

<210> 62 
<211> 1974 
<212> DNA 
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<213> Homo sapiens 






• 






<400> 62 












60 


cgcgcgggga 


c *yyy cic *y c * a y 


aggacgaggt 


ggegcagaga 


ccgegggaga 


acacagtgcc 


xccggaggad 




tccccggcag 


ccgcgcttce 


cctttgatgt tttggtacgc 


120 


eg tggeca x.g 




tagaattact 


gcactgggca 


gactaagttg 


gatctcctct 


180 


cttcagtgaa 


accctcaatt 


ccatcaaaaa 


ctaaagggat 


gtggagagtc 


eggaaaaggg 


240 


gctactttgg 


gatttggtcc 


ttccccttaa 


taatcgccgc 


tgtctgtgcg 


cagagtgtca 


300 


atgaccctag 


taatatgtcg 


ctggttaaag 


agacggtgga 


tagactcctg aaaggctatg 


360 


acattegtet 


gagaccagat 


tttggaggtc 


cccccgtggc 


tgtggggatg 


aacattgaca 


420 


ttgecagcat 


cgatatggtt 


tctgaagtca atatggatta 


taccttgaca atgtactttc 


480 


aacaagectg 


gagagataag 


■ 

aggctgtcct 


ataatgtaat 


acctttaaac 


ttgactctgg 


540 


acaacagagt ggcagaccag 


ctctgggtgc 


ctgataccta 


tttcctgaac 


gataagaagt 


600 


catttgtgca eggagtgact 


gttaagaacc 


gcatgattcg 


cctgcatcct 


gatggcaccg 


660 


tcctttatgg 


actcagaatc 


acaaccacag 


ctgcctgcat 


gatggaccta 


aggaggtacc 


*T "~1 JT\ 

720 


cactggatga 


acaaaactgc 


accttggaaa 


ttgagagcta 


tggatacaca 


actgatgaca 


—f f-% /\ 
780 


ttgagtttta 


ctggcgtggc 


gatgataatg 


cagtaacagg 


agtaacgaaa 


attgaacttc 


840 


cacagttctc 


tattgtagat 


tacaaactta 


tcaccaagaa 


ggttgttttt 


tccacaggtt 


900 


cctatcccag 


gttatccctc 


agctttaagc 


ttaagagaaa 


cattggctac 


tttatcctgc 


960 


aaacatacat 


gccttccatc 


ctgattacca 


tcctctcctg 


ggtctccttc 


tggattaatt 


1020 


aegatgette 


agetgeaagg 


gtggcattag 


gaatcacaac 


tgtcctcaca 


atgaccacaa 


1080 


tcaacaccca 


cctccgggaa 


actctcccta 


aaatccccta 


tgtgaaggcc 


attgacatgt 


1140 


acctgatggg 

« 


gtgctttgtc 


ttcgttttca 


tggcccttct 


ggaatatgee 


ctagtcaact 


«1 *1 f\f\ 

1200 


acatcttctt 


tgggaggggg 


ccccaacgcc 


aaaagaaagc 


agctgagaag 


getgecagtg 


1260 


ccaacaatga 


gaagatgege 


ctggatgtca 


acaagatttt 


ttataaagat 


attaaacaaa 


1320 


atgggaccca 


atatcgatcc 


ttgtgggacc 


ctactggaaa 


cctctcccca 


actagaegga 


1380 


ctaccaatta 


cgatttctct 


ctgtatacga 


tggaccccca 


tgagaacatc 


ttactgagca 


1 A A Ci 

1440 


ctctcgagat 


aaaaaatgaa 


atggccacat 


ctgaggctgt 


gatgggactt 


ggagacccca 


i c r\c\ 


gaagcacaat 


getagectat 


gatgcctcca gcatccagta 


teggaaaget 


gggttgccca 


1 c tzr\ 

lboO 


ggcatagttt 


tggccgaaat 


gctctggaac 


gacatgtggc 


gcaaaagaaa 


agtcgcctga 


1620 


ggagacgege 


ctcccaactg 


aaaatcacca tccctgactt 


gactgatgtg 


aatgecatag 


1680 


atcggtggtc 


ccgcatattc 


ttcccagtgg 


ttttttcctt 


cttcaacatc 


gtctattggc 


1740 


tttactatgt 


gaactaaaca 


tggcctccca 


ctggaagcaa 


ggactagatt 


cctcctcaaa 


1800 


ccagttgtac 


agectgatgt 


aggacttgga 


aaacacatca 


atccaggaca 


aaagtgacgc 


1860 


taaaatacct 


* 

tagttgctgg 


cctatcctgt ggtccatttc 


ataccatttg 


ggttgcttct 


1920 


gctaagtaat 


gaatacacta 


aggtccttgt 


ggttttccag 


ttaaaatgea 


agta 


1974 
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<210> 63 

<2U> 3282 

<212> DNA 

<213> Homo sapiens 

<400> 63 



gggacagggc 


tgaggatgag 


gagaaccctg 


gggacccaga 


agaccgtgcc 


txgcctggaa 


en 


gtcctgcctg 


taggcctgaa ggacttgccc 


taacagagcc tcaacaacta 


cctggtgatt 


1Z0 


cctacttcag 


ccccttggtg 


tgagcagctt 


ctcaacataa 


actacaacct 


ccacttggcc 


180 


ttcgtgtgtc 


tgagtctctt 


cactgagagg 


a t: a "t o c a "t c c 




gttcaacgtc 


240 


gaggtcggca 


gaagtgacaa gctttccctg 


rrtaarttta 

^v_i_yyv_ui_t_y 


aaaacctcac 


agcaggatat 


300 


aacaaatttc 


tcaggcccaa ttttggtgga 


an *icc cat ac 


aaataacact 


gactctggac 


360 


attgcaagta 


Li- LdyLa. L 




aarataaart 


araraaccac 

tA V* U W4 \J V*. W V4 


catatacctc 


420 


cgacagcgct 


yy« uyyaLLa 


y^yyutyy t-y 


tttgaaggca 


acaagagctt 


cactctggat 


480 


gcccgcctcg 


Ly y Cly L LLC L 


v> Lyyy lyv-LQ 


gatacttaca 


ttgtggagtc 


caagaagtcc 


540 


ttcctccatg 


aantrartot 

a ay llul i_ y l 


yyycia.av_ci.yy 


ctcatccgcc 


tcttctccaa 


tggcacggtc 


bOO 


ctgtatgccc 


tcagaatcac 


gacaactgtt 


gcatgtaaca 


tggatctgtc 


taaatacccc 


c c: c\ 

660 

• 


atggacacac 


agacatgcaa 


gttgcagctg 


gaaagctggg 


gctatgatgg 


aaatgatgtg 


-T -) /"\ 

720 


gagttcacct 


ggctgagagg 


gaacgactct 


gtgcgtggac 


tggaacacct 


geggcttget 


/oO 


cagtacacca 


tagagcggta 


tttcacctta 


gtcaccagat 


cgcagcagga 


gacaggaaat 


o4U 


tacactagat 


tggtcttaca 


gtttgagctt 


eggaggaatg 


ttctgtattt 


cattttggaa 


yuo 


acctacgttc 


cttccacttt 


cctggtggtg 


ttgtcctggg 


tttcattttg 


ga tctctc tc 


you 


gattcagtcc 


ctgcaagaac 


ctgcattgga 


gtgacgaccg 


tgttatcaat 


gaccacac rg 




atgatcgggt 


cccgcacttc 


tcttcccaac 


accaactgct 


tcatcaaggc 


catcgatgng 


lUoU 


tacctgggga 


tctgctttag 


ctttgtgttt 


ggggccttgc tagaatatgc 


agttgc xcac 




tacagttcct 


tacagcagat 


ggcagccaaa 


» 

gataggggga caacaaagga 


agxagaagaa 




gtcagtatta 


ctaatatcat 


caacagctcc 


atctccagct 


ttaaacggaa 


gatcagcttt 


1260 


gccagcattg 


aaatttccag 


cgacaacgtt 


gactacagtg 


acttgacaat 


gaaaaccagc 


1320 


gacaagttca 


agtttgtctt 


ccgagaaaag 


atgggcagga 


ttgttgatta 


tttcacaatt 


1380 


caaaacccca 


gtaatgttga 


tcactattcc 


aaactactgt ttcctttgat 


ttttatgeta 


1440 


gccaatgtat 


tttactgggc 


atactacatg 


tatttttgag 


tcaatgttaa 


atttcttgea 


1500 


tgccataggt 


cttcaacagg acaagataat 


gatgtaaatg 


gtattttagg 


ccaagtgtgc 


1560 


acccacatcc 


aatggtgcta 


caagtgactg 


aaataatatt 


tgagtctttc 


tgctcaaaga 


1620 


atgaagctcc 


aaccattgtt 


ctaagctgtg 


tagaagtcct 


agcattatag 


gatcttgtaa 


1680 


tagaaacatc 


agtccattcc 


tctttcatct 


taatcaagga 


cattcccatg 


gageccaaga 


1740 


ttacaaatgt 


actcagggct 


gtttattcgg 


tggctccctg 


gtttgcattt 


acctcatata 


1800 
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aagaatggga 


aggagaccat 


tgggtaaccc 


tcaagtgtca 


gaagttgttt 


ctaaagtaac 


1860 


tatacatgtt 


ttttactaaa 


tctctgcagt 


gcttataaaa 


tacattgttg 


cctatttagg 


1920 


gagtaacatt 


ttctagtttt 


tgtttctggt 


taaaatgaaa 


tatgggctta 


tgtcaattca 


1980 


ttggaagtca 


atgcactaac 


tcaataccaa 


gatgagtttt 


taaataatga 


atattattta 


2040 


ataccacaac 


agaattatcc 


ccaatttcca 


ataagtccta 


tcattgaaaa 


ttcaaatata 


2100 


agtgaagaaa 


aaattagtag 


atcaacaatc 


taaacaaatc 


cctcggttct aagatacaat 


2160 


ggattcccca 


tactggaagg 


actctgaggc 


tttattcccc 


cactatgcat 


atcttatcat 


2220 


tttattatta 


tacacacatc 


catcctaaac 


tatactaaag 


cccttttccc 


atgcatggat 


2280 


ggaaatggaa 


gatttttttg 


taacttgttc tagaagtctt aatatgggct gttgccatga 

• 


2340 


aggcttgcag 


aattgagtcc 


attttctagc 


tgcctttatt 


cacatagtga 


tggggtacta 


2400 


aaagtactgg 


gttgactcag 


agagtcgctg 


tcattctgtc 


attgctgcta 


ctctaacact 


2460 


gagcaacact 


ctcccagtgg 


cagatcccct 


gtatcattcc 


aagaggagca 


ttcatccctt 


2520 


tgctctaatg 


atcaggaatg 


atgcttatta gaaaacaaac 


tgcttgaccc 


aggaacaagt 


2580 


ggcttagctt 


aagtaaactt 


ggctttgctc 


agatccctga 


tccttccagc 


tggtctgctc 


2640 


tgagtggctt 


atcccgcatg 


agcaggagcg 


tgctggcect 


gagtactgaa 


ctttctgagt 


2700 


aacaatgaga 


cacgttacag 


aacctatgtt 


caggttgcgg 


gtgagctgcc 


ctctccaaat 


2760 


ccagccagag 


atgcacattc 


ctcggccagt 


ctcagccaac 


agtaccaaaa 


gtgatttttg 


2820 


agtgtgccag 


ggtaaaggct 


tccagttcag 


cctcagttat 


tttagacaat 


ctcgccatct 


2880 


ttaatttctt 


agcttcctgt 


tctaataaat 


gcacggcttt 


acctttcctg 


tcagaaataa 


2940 


accaaggctc 


taaaagatga 

♦ 


tttcccttct 


gtaactccct 


agagccacag 


gttctcattc 


3000 


cttttcccat 


tatacttctc 


acaattcagt 


ttctatgagt 


ttgatcacct 


gattttttta 


3060 


acaaaatatt 


tctaacggga 


atgggtggga 


gtgctggtga 


aaagagatga 


aatgtggttg 


3120 


tatgagccaa 


tcatatttgt 


gattttttaa 


aaaaagttta aaaggaaata tctgttctga 


3180 


aaccccactt 


aagcattgtt 


tttatataaa 


aacaatgata 


aagatgtgaa 


ctgtgaaata 


3240 


aatataccat 


attagctacc 


caccaaaaaa 


aaaaaaaaaa 


aa 




3282 



<210> 64 

<211> 270 

<212> DNA 

<213> Homo sapiens 

<400> 64 

ggtccattcg ggaattactg cccagcagcc gactaagttg cattccttga atcttcgcag 60 

aaaagacaat tcttttaatc agagttagta atgtggacag tacaaaatcg agagagtctg 120 

gggcttctct ctttccctgt gatgattacc atggtctgtt gtgcacacag gtgagctgct 180 

gttgttgaat ctcgctctct ctctctcttt ttttcttggt atgtttcttt ttacgtgtct 240 

gctggatcat gtatcttgtt gtttgggggt 270 
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<210> 65 

<211> 238 

<212> DNA 

<213> Homo sapiens 

<400> 65 

atggctatac cactgatgac attgaatttt actggaatgg aggagaaggg gcagtcactg 60 

gtgttaataa aatcgaactt cctcaatttt caattgttga ctacaagatg gtgtctaaga 120 

aggtggagtt cacaacaggt gaggttgttt cccccaaaat gtactagggg tgctgtgaaa 180 

ggaagaagat ggttccaacc aaataatggg ctgattactt gtcttttgtt tctcaact 238 



<210> 66 

<211> 345 

<212> DNA 

<213> Homo sapiens 

<400> 66 

gcaccaataa ggaagtggca aatggcatct gtcctctcaa tcttgaaaaa ggaacttaat 60 

agtggcgcct tcagctaagt gttgtctttc tctttcacag gaatcacgac agtgcttaca 120 

atgacaacca tcagcaccca cctcagggag accctgccaa agatccctta tgtcaaagcg 180 

attgatattt atctgatggg ttgctttgtg tttgtgttcc tggctctgct ggagtatgcc 240 

tttgtaaatt acatcttctt tgggaaaggc cctcagaaaa agggagctag caaacaagac 300 

cagagtgcca atgagaagaa taaactggag atgaataaag tccag 345 



<210> 67 

<211> 190 

<212> DNA 

<213> Homo sapiens 

<400> 67 * 

gggtgggccg gcgggcggcg ggcagggcgc ggggtgcgcg gggcgctggc ggctgagccg 60 
cccctgaccc cgctctttgt gctccctgtc cctcccccag tgtgaacgat cccgggaaca 120 
tgtcctttgt gaaggagacg gtggacaagc tgttgaaagg ctacgacatt cgcctaagac 180 
ccgacttcgg 190 



<210> 68 

<211> 253 

<212> DNA 

<213> Homo sapiens 

<400> 68 

gtgcctatcc tcgactgtca ctgagctttc ggttgaagag gaacattgga tacttcattc 60 

ttcagactta tatgccctct atactgataa cgattctgtc gtgggtgtcc ttctggatca 120 

attatgatgc atctgctgct agagttgccc tcggtatgtg ctatttttaa gtgatattta 180 

aatgtaaagt aaccgtatca ttacagtatt gagagttcaa aggctgtagt tcaactacca 240 

ttttttgaca gcg 253 

<210> 69 
<211> 288 
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<212> DNA 

<213> Homo sapiens . 
<400> 69 

acggttactc atcggaggac atcgtctact actggtcgga gagccaggag cacatccacg 60 
ggctggacaa gctgcagctg gcgcagttca ccatcaccag ctaccgcttc accacggagc 120 
tgatgaactt caagtccggt aacatatgcc cgccgcccct tccgcatgtg cccgccgccc 180 
cttccgcgcg cgcccaccgc cccttccgcg cgcgcccacc gccccttccg cgtgcgcccg 240 
cctgtggttt tcatgctttt tagtcaagcc gcccgcaggc ccccaggg 288 

<210> 70 

<211> 288 

<212> DNA 

<213> Homo sapiens 

<400> 70 

acggttactc atcggaggac atcgtctact actggtcgga gagccaggag cacatccacg 60 

ggctggacaa gctgcagctg gcgcagttca ccatcaccag ctaccgcttc accacggagc 120 

tgatgaactt caagtccggt aacatatgcc cgccgcccct tccgcatgtg cccgccgccc 180 

cttccgcgcg cgcccaccgc cccttccgcg cgcgcccacc gccccttccg cgtgcgcccg 240 

cctgtggttt tcatgctttt tagtcaacgc gcccgcaggc ccccaggg 288 

<210> 71 

<211> 288 

<212> DNA 

<213> Homo sapiens 

<400> 71 

acggttactc atcggaggac atcgtctact actggtcgga gagccaggag cacatccacg 60 

ggctggacaa gctgcagctg gcgcagttca ccatcaccag ctaccgcttc accacggagc 120 

tgatgaactt caagtccggt aacatatgcc cgccgcccct tccgcatgtg cccgccgccc 180 

cttccgcgcg cgcccaccgc cccttccgcg tgcgcccgcc tgtggttttc atgcttttta 240 

gtcaagcgcc cgcaggcccc cagggcctct ggggatgcag ctgggacg 288 

<210> 72 

<211> 170 

<212> DNA 

<213> Homo sapiens 

<400> 72 

accggtgatg tggcttggtt tagtcatacc ctaaagattg ctcttaagag tgatcttgga 60 

tgcaaatgtt catgacagtt tcctagttat tttttcttct tttcttgtag ttactacatc 120 

cagattcctc aagatggatt cctgagcgaa taagcctaca agccccttcc 170 

<210> 73 

<211> 221 

<212> PRT 

<213> Homo sapiens 

<400> 73 
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Met Glu Gin Thr Val Leu Val Pro Pro Gly Pro Asp Ser phe Asn Phe 
1 .5 10 15 

Phe Thr Arg Glu Ser Leu Ala Ala lie Glu Arg Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Asn Pro Lys Pro Asp Lys Lys Asp Asp Asp Glu Asn Gly 
35 40 45 

Pro Lys Pro Asn ser Asp Leu Glu Ala Gly Lys Asn Leu Pro Phe lie 
50 55 60 

Tyr Gly Asp lie Pro Pro Glu wet Val Ser Glu Pro Leu Glu Asp Leu 
65 70 75 80 

Asp Pro Tyr Tyr lie Asn Lys Lys Thr Phe lie val Leu Asn Lys Leu 

85 90 95 

Lys Ala lie Phe Arg Phe ser Ala Thr Ser Ala Leu Tyr lie Leu Thr 

100 105 110 

pro Phe Asn Pro Leu Arg Lys lie Ala lie Lys lie Leu val His Ser 
115 120 125 

Leu Phe Ser Met Leu lie Met cys Thr lie Leu Thr Asn Cys val Phe 
130 135 140 

Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn val Glu Tyr Thr 
145 150 155 160 

Phe Thr Gly lie Tyr Thr Phe Glu Ser Leu lie Lys lie lie Ala Arg 

165 170 175 

Gly Phe cys Leu Glu Asp Phe Thr Phe Leu Arg Asp pro Trp Asn Trp 

180 185 190 

Leu Asp Phe Thr Val lie Thr Phe Ala Tyr Val Thr Glu Phe Val Asp 
195 200 . 205 

Leu Gly Asn val ser Ala Leu Arg Thr Phe Arg val Leu 
210 215 220 

<210> 74 

<211> 383 

<212> PRT 

<213> Homo sapiens 

<400> 74 

Met Glu Gin Thr Val Leu val Pro Pro Gly Pro Asp Ser Phe Asn Phe 
1 5 10 15 
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Phe Thr Arg Glu Ser Leu Ala Ala lie Glu Arg Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Asn Pro Lys Pro Asp Lys Lys Asp Asp Asp Glu Asn Gly 
35 40 45 

Pro Lys Pro Asn ser Asp Leu Glu Ala Gly Lys Asn Leu Pro Phe He 
50 55 60 

Tvr Gly asp lie Pro Pro Glu Met Val ser Glu Pro Leu Glu Asp Leu 
65 70 75 80 

• 

Asp Pro Tyr Tyr lie Asn Lys Lys Thr Phe lie val Leu Asn Lys Leu 

85 90 95 

Lys Ala lie Phe Arg Phe ser Ala Thr ser Ala Leu Tyr lie Leu Thr 

100 105 110 

pro Phe Asn Pro Leu Arg Lys lie Ala lie Lys He Leu Val His Ser 
115 120 125 . 

Leu Phe ser Met Leu lie Met cys Thr lie Leu Thr Asn Cys Val Phe 
130 135 140 

Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn Val Glu Tyr Thr 
145 150 155 160 

Phe Thr Gly lie Tyr Thr Phe Glu Ser Leu lie Lys He lie Ala Arg 

165 170 175 

Gly Phe cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn Trp 

180 185 190 

Leu Asp Phe Thr val He Thr Phe Ala Tyr VaT Thr Glu Phe Val Asp 
195 200 205 

Leu Gly Asn val ser Ala Leu Arg Thr Phe Arg Val Leu Arg Ala Leu 
210 215 220 

Lys Thr lie Ser Val lie Pro Gly Leu Lys Thr lie Val Gly Ala Leu 
225 230 235 240 

lie Gin ser Val Lys Lys Leu ser Asp Val Met lie Leu Thr val Phe 

245 250 255 

Cys Leu Ser val Phe Ala Leu lie Gly Leu Gin Leu Phe Met Gly Asn 

260 265 270 

Leu Arg Asn Lys Cys lie Gin Trp Pro Pro Thr Asn Ala Ser Leu Glu 
275 280 285 
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Glu His ser lie Glu Lys Asn lie Thr Val Asn Tyr Asn Gly Thr Leu 
290 295 300 

lie Asn Glu Thr Val Phe Glu phe Asp Trp Lys ser Tyr lie Gin Asp 
305 .310 315 320 

Ser Arq Tyr His Tyr Phe Leu Glu Gly Phe Leu Asp Ala Leu Leu Cys 

325 330 335 

Gly Asn ser Ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr Met cys val 

340 345 350 

Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr Ser Phe Asp Thr Phe 
355 360 365 

Ser Trp Ala Phe Leu Ser Leu Phe Arg Leu Met Thr Gin Asp Phe 
370 375 380 

<210> 75 - 

<211> 2009 

<212> PRT . 

<213> Homo sapiens 

<400> 75 • 

Met Glu Gin Thr val Leu Val Pro Pro Gly Pro Asp Ser Phe Asn Phe 
1 . 5 10 15 

Phe Thr Arg Glu ser Leu Ala Ala lie Glu Arg Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Asn Pro Lys Pro Asp Lys Lys Asp Asp Asp Glu Asn Gly 
35 40 45 

Pro Lys Pro Asn Ser Asp Leu Glu Ala Gly Lys Asn Leu Pro Phe lie 
50 55 60 

Tyr Gly Asp lie Pro Pro Glu Met Val Ser Glu Pro Leu Glu Asp Leu 
65 70 • 75 80 

Asp Pro Tyr Tyr lie Asn Lys Lys Thr Phe lie Val Leu Asn Lys Leu 

85 90 95 

Lys Ala lie Phe Arg Phe Ser Ala Thr Ser Ala Leu Tyr lie Leu Thr 

100 105 110 

Pro Phe Asn Pro Leu Arg Lys lie Ala lie Lys lie Leu val His Ser 
115 120 125 

Leu Phe Ser Met Leu lie Met cys Thr lie Leu Thr Asn Cys val Phe 
130 135 140 

Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn val Glu Tyr Thr 
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145 150 155 160 

Phe Thr Gly lie Tyr Thr Phe Glu Ser Leu He Lys lie lie Ala Arg 

• 165 170 175 

Gly Phe Cys Leu Glu Asp phe Thr Phe Leu Arg AspPro Trp Asn Trp 

180 185 190 

Leu Asp Phe Thr val lie Thr Phe Ala Tyr val Thr Glu phe val Asp 
195 200 205 

Leu Gly Asn Val Ser Ala Leu Arg Thr Phe Arg val Leu Arg Ala Leu 
210 215 220 

Lys Thr lie ser val lie Pro Gly Leu Lys Thr lie Val Gly Ala Leu 
225 230 235 240 

lie Gin Ser Val Lys Lys Leu ser Asp Val Met lie Leu Thr Val Phe 

245 250 255 

Cys Leu ser val Phe Ala Leu lie Gly Leu Gin Leu Phe Met Gly Asn 
.260 265 270 

» 

Leu Arg Asn Lys Cys lie Gin Trp Pro Pro Thr Asn Ala Ser Leu Glu 
275 280 285 

Glu His ser lie Glu Lys Asn lie Thr Val Asn Tyr Asn Gly Thr Leu 
290 295 300 

lie Asn Glu Thr val Phe Glu Phe Asp Trp Lys ser Tyr lie Gin Asp 
305 310 315 320 

ser Arg Tyr His Tyr Phe Leu Glu Gly Phe Leu Asp Ala Leu Leu Cys 

325 330 335 

Gly Asn ser Ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr Met Cys Val 

340 345 350 

Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr ser Phe Asp Thr Phe 
355 360 365 

Ser Trp Ala Phe Leu ser Leu Phe Arg Leu Met Thr Gin Asp Phe Trp 
370 375 380 

Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Pro Gly Lys Thr Tyr Met 
385 390 395 400 

lie Phe Phe Val Leu Val lie Phe Leu Gly Ser Phe Tyr Leu lie Asn 

405 410 415 

Leu lie Leu Ala val Val Ala Met Ala Tyr Glu Glu Gin Asn Gin Ala 
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420 425 430 

* 

Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin Met lie 
435 440 445 

Glu Gin Leu Lys Lys Gin Gin Glu Ala Ala Gin Gin Ala Ala Thr Ala 
450 455 460 

Thr Ala ser Glu His ser Arg Glu Pro Ser Ala Ala Gly Arg Leu ser 
465 470 475 480 

Asp ser Ser Ser Glu Ala Ser Lys Leu Ser Ser Lys Ser Ala Lys Glu 

485 490 495 

Arg Arg Asn Arg Arg Lys Lys Arg Lys Gin Lys Glu Gin Ser Gly Gly 

500 505 510 

Glu Glu Lys Asp Glu Asp Gl u Phe Gin Lys Ser Glu Ser Glu Asp Ser 
515 520 525 

lie Arg Arg Lys Gly Phe Arg Phe Ser lie Glu Gly Asn Arg Leu Thr 
530 535 540 

Tyr Glu Lys Arg Tyr ser ser Pro His Gin Ser Leu Leu Ser lie Arg 
545 550 555 560 

Gly Ser Leu Phe Ser Pro Arg Arg Asn Ser Arg Thr Ser Leu Phe Ser 

565 570 575 

Phe Arg Gly Arg Ala Lys Asp val Gly ser Glu Asn Asp Phe Ala Asp 

58.0 585 590 

Asp Glu His ser Thr Phe Glu Asp Asn Glu Ser Arg Arg Asp Ser Leu 
595 600 605 

Phe Val Pro Arg Arg His Gly Glu Arg Arg Asn Ser Asn Leu Ser Gin 
610 615 620 

Thr Ser Arg Ser Ser Arg Met Leu Ala Val Phe Pro Ala Asn Gly Lys 
625 630 635 640 

Met His Ser Thr val Asp Cys Asn Gly Val Val Ser Leu Val Gly Gly 

645 650 655 

Pro ser val pro Thr Ser Pro val Gly Gin Leu Leu Pro Glu val lie 

660 665 . 670 

lie Asp Lys Pro Ala Thr Asp Asp Asn Gly Thr Thr Thr Glu Thr Glu 
675 680 685 

Met Arg Lys Arg Arg Ser Ser Ser Phe His Val ser Met Asp Phe Leu 
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690 695 700 

Glu Asp pro Ser Gin Arg Gin Arg Ala Met Ser He Ala Ser He Leu 
705 710 715 720 

Thr Asn Thr Val Glu Glu Leu Glu Glu Ser Arg Gin Lys Cys Pro Pro 

725 730 735 

Cys Trp Tyr Lys Phe Ser Asn lie Phe Leu lie Trp Asp Cys Ser Pro 

740 745 750 

Tyr Trp Leu Lys val Lys His val val Asn Leu val val Met Asp Pro 
755 760 765 

Phe val Asp Leu Ala lie Thr lie cys lie val Leu Asn Thr Leu Phe 
770 775 780 

Met Ala Met Glu His Tyr Pro Met Thr Asp His Phe Asn Asn Val Leu 
785 790 795 800 

Thr val Gly Asn Leu val Phe Thr Gly lie Phe Thr Ala Glu Met Phe 

805 810 815 

Leu Lys lie lie Ala Met Asp Pro Tyr Tyr Tyr Phe Gin Glu Gly Trp 

820 825 830 

Asn lie Phe Asp Gly Phe lie val Thr Leu Ser Leu val Glu Leu Gly 
835 840 845 

Leu Ala Asn val Glu Gly Leu ser Val Leu Arg Ser Phe Arg Leu Leu 
850 855 860 

Arg Val Phe Lys Leu Ala Lys ser Trp Pro Thr Leu Asn Met Leu lie 
865 870 875- 880 

* 

Lys lie lie Gly Asn Ser val Gly Ala Leu Gly Asn Leu Thr Leu Val 

885 890 895 

Leu Ala lie lie val Phe lie Phe Ala val val Gly Met Gin Leu Phe 

900 905 910 . 

Gly Lys Ser Tyr Lys Asp Cys val Cys Lys lie Ala ser Asp Cys Gin 
915 920 925 

Leu Pro Arg Trp His Met Asn Asp Phe Phe His Ser Phe Leu lie val 
930 935 940 

Phe Arg Val Leu Cys Gly Glu Trp lie Glu Thr Met Trp Asp Cys Met 
945 950 955 960 

Glu Val Ala Gly Gin Ala Met cys Leu Thr Val Phe Met Met Val Met 
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965 970 975 

val He Gly Asn Leu val val Leu Asn Leu Phe Leu Ala Leu Leu Leu 

980 985 990 

Ser ser Phe Ser Ala Asp Asn Leu Ala Ala Thr Asp Asp Asp Asn Glu 
995 1000 1005 

Met Asn Asn Leu Gin lie Ala val Asp Arg Met His Lys Gly val 
1010 1015 1020 

Ala Tyr Val Lys Arg Lys lie Tyr Glu Phe lie Gin Gin Ser Phe 
1025 1030 1035 

lie Arg. Lys Gin, Lys lie Leu Asp Glu lie Lys Pro Leu Asp Asp 
1040 1045 1050 

Leu Asn Asn Lys Lys Asp Ser Cys Met Ser Asn His Thr Thr Glu 
1055 1060 1065 

lie Gly Lys Asp Leu Asp Tyr Leu Lys Asp Val Asn Gly Thr Thr 
1070 1075 1080 

Ser Gly lie Gly Thr Gly Ser Ser val Glu Lys Tyr lie lie Asp 
1085 1090 1095 

Glu Ser Asp Tyr Met ser phe lie Asn Asn Pro Ser Leu Thr val 
1100 1105 1110 

Thr val Pro lie Ala val Gly Glu Ser Asp Phe Glu Asn Leu Asn 
1115 1120 ' 1125 

Thr Glu Asp Phe Ser Ser Glu Ser Asp Leu Glu Glu Ser Lys Glu 
1130 1135 1140 

Lys Leu Asn Glu Ser ser Ser Ser ser Glu Gly Ser Thr Val Asp 
1145 1150 1155 

lie Gly Ala Pro Val Glu Glu Gin Pro Val val Glu Pro Glu Glu 
1160 1165 1170 

Thr Leu Glu Pro Glu Ala Cys Phe Thr Glu Gly Cys val Gin Arg 
1175 1180 1185 

Phe Lys Cys Cys Gin lie Asn Val Glu Glu Gly Arg Gly Lys Gin 
1190 1195 1200 

Trp Trp Asn Leu Arg Arg Thr Cys Phe Arg lie Val Glu His Asn 
1205 1210 1215 

Trp phe Glu Thr Phe lie val Phe Met lie Leu Leu ser Ser Gly 
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1220 1225 1230 

Ala Leu Ala Phe Glu Asp lie Tyr lie Asp Gin Arg Lys Thr lie 
1235 1240 1245 

Lys Thr Met Leu Glu Tyr Ala Asp Lys Val Phe Thr Tyr lie Phe 
1250 1255 1260 

lie Leu Glu Met Leu Leu Lys Trp val Ala Tyr Gly Tyr Gin Thr 
1265 x 1270 1275 

Tyr Phe Thr Asn Ala Trp cys Trp Leu Asp Phe Leu lie val Asp 
1280 1285 1290 

val ser Leu Val ser Leu Thr Ala Asn Ala Leu Gly Tyr ser Glu 
1295 1300 1305 

Leu Gly Ala lie Lys Ser Leu Arg Thr Leu Arg Ala Leu Arg Pro 
1310 1315 1320 

e 

Leu Arg Ala Leu Ser Arg Phe Glu Gly Met Arg Val val Val Asn 
1325 1330 1335 

Ala Leu Leu Gly Ala lie Pro Ser lie Met Asn val Leu Leu Val 
1340 1345 1350 

♦ 

Cys Leu lie Phe Trp Leu lie Phe Ser lie Met Gly Val Asn Leu 
1355 1360 ^ 1365 

Phe Ala Gly Lys Phe Tyr His Cys lie Asn Thr Thr Thr Gly Asp 
1370 1375 1380 

Arg Phe Asp lie Glu Asp val Asn Asn His Thr Asp Cys Leu Lys 
1385 1390 1395 

Leu lie Glu Arg Asn Glu Thr Ala Arg Trp Lys Asn val Lys val 
1400 1405 1410 . 

Asn Phe Asp Asn val Gly Phe Gly Tyr Leu Ser Leu Leu Gin val 
1415 1420 1425 

» 

Ala Thr Phe Lys Gly Trp Met Asp He Met Tyr Ala Ala Val Asp 
1430 1435 1440 

Ser Arg Asn val Glu Leu Gin Pro Lys Tyr Glu Lys Ser Leu Tyr 
1445 1450 1455 

Met Tyr Leu Tyr Phe Val lie Phe lie lie Phe Gly Ser Phe Phe 
1460 1465 1470 

Thr Leu Asn Leu Phe lie Gly Val lie lie Asp Asn Phe Asn Gin 
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1475 1480 1485 

Gin Lys Lys Lys Phe Gly Gly Gin Asp lie Phe Met Thr Glu Glu 
1490 1495 1500 

Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys Leu Gly Ser Lys Lys 
1505 1510 1515 

Pro Gin Lys Pro lie Pro Arg Pro Gly Asn Lys Phe Gin Gly Met 
1520 1525 1530 

val Phe Asp Phe val Thr Arg Gin Val Phe Asp lie Ser lie Met 
1535 1540 1545 

lie Leu lie cys Leu Asn Met val Thr Met Met val Glu Thr Asp 
1550 1555 1560 

* » 

Asp Gin Ser Glu Tyr val Thr Thr lie Leu ser Arg lie Asn Leu 
1565 1570 ' 1575 

val Phe lie val Leu Phe Thr Gly Glu cys val Leu Lys Leu lie 
1580 1585 1590 

Ser Leu Arg His Tyr Tyr Phe Thr lie Gly Trp Asn lie Phe Asp 
1595 1600 1605 

» 

Phe val val val lie Leu Ser lie val Gly Met Phe Leu Ala Glu 
1610 1615 1620 

Leu- lie Glu Lys Tyr Phe Val Ser Pro Thr Leu Phe Arg Val lie 
1625 1630 163 5 

Arg Leu Ala Arg lie Gly Arg lie Leu Arg Leu lie Lys Gly Ala 
1640 1645 1650 

Lys Gly lie Arg Thr Leu Leu Phe Ala Leu Met Met Ser Leu Pro 
1655 1660 1665 

Ala Leu Phe Asn lie Gly Leu Leu Leu Phe Leu val Met Phe lie 
1670 1675 1680 

Tyr Ala lie Phe Gly Met Ser Asn Phe Ala Tyr val Lys Arg Glu 
1685 1690 1695 

val Gly lie Asp Asp Met Phe Asn Phe Glu Thr phe Gly Asn Ser 
1700 1705 1710 

Met lie Cys Leu Phe Gin lie Thr Thr Ser Ala Gly Trp Asp Gly 
1715 1720 1725 

Leu Leu Ala Pro lie Leu Asn Ser Lys pro Pro Asp Cys Asp Pro 
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1730 1735 1740 

Asn Lys val Asn Pro Gly Ser Ser val Lys Gly Asp Cys Gly Ash 
1745 1750 1755 

Pro Ser val Gly lie Phe Phe Phe val ser Tyr lie lie lie Ser 
1760 1765 1770 

Phe Leu Val val Val Asn Met Tyr lie Ala Val lie Leu Glu Asn 
1775 1780 1785 

Phe Ser Val Ala Thr Glu Glu Ser Ala Glu Pro Leu Ser Glu Asp 
1790 1795 1800 

Asp Phe Glu Met Phe Tyr Glu Val Trp Glu Lys Phe Asp Pro Asp 
1805 1810 1815 

w 

Ala Thr Gin Phe Met Glu Phe Glu Lys Leu Ser Gin Phe Ala Ala 
1820 1825 1830 

Ala Leu Glu Pro Pro Leu Asn Leu Pro Gin Pro Asn Lys Leu Gin 
1835 1840 1845 

Leu lie Ala Met Asp Leu Pro Met Val Ser Gly Asp Arg lie His 
1850 1855 1860 

Cys Leu Asp lie Leu Phe Ala Phe Thr Lys Arg val Leu Gly Glu 
1865 1870 1875 

Ser Gly Glu Met Asp Ala Leu Arg lie Gin Met Glu Glu Arg Phe 
1880 1885 1890 

Met Ala Ser Asn Pro Ser Lys val Ser Tyr Gin Pro lie Thr Thr 
1895 1900 1905 

Thr Leu Lys Arg Lys Gin Glu Glu Val Ser Ala Val lie lie Gin 
1910 1915 1920 

Arg Ala Tyr Arg Arg His Leu Leu Lys Arg Thr val Lys Gin Ala 
1925 1930 1935 

V 

ser Phe Thr Tyr Asn Lys Asn Lys lie Lys Gly Gly Ala Asn Leu 
1940 1945 1950 

Leu lie Lys Glu Asp Met lie He Asp Arg lie Asn Glu Asn Ser 
1955 I960 1965 

lie Thr Glu Lys Thr Asp Leu Thr Met Ser Thr Ala Ala Cys Pro 
1970 1975 1980 

Pro ser Tyr Asp Arg Val Thr Lys Pro lie val Glu Lys His Glu 
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1985 1990 1995 

Gin Glu Gly Lys Asp Glu Lys Ala Lys Gly Lys 
2000 2005 

<210> 76 

<211> 2009 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Met Glu Gin Thr Val Leu Val Pro Pro Gly Pro Asp Ser Phe Asn Phe 
15 10 15 

Phe Thr Arg Glu Ser Leu Ala Ala lie Glu Arg Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Asn Pro Lys Pro Asp Lys Lys Asp Asp Asp Glu Asn Gly 
35 40 45 

Pro Lys Pro Asn Ser Asp Leu Glu Ala Gly Lys Asn Leu Pro Phe lie 
50 55 60 

Tyr Gly Asp lie Pro Pro Glu Met Val Ser Glu Pro Leu Glu Asp Leu 
65 70 75 80 

Asp Pro Tyr Tyr lie Asn Lys Lys Thr Phe lie Val Leu Asn Lys Leu 

85 90 95 

Lys Ala lie Phe Arg Phe Ser Ala Thr Ser Ala Leu Tyr lie Leu Thr 

100 105 110 

Pro Phe Asn Pro Leu Arg Lys lie Ala lie Lys lie Leu Val His Ser 
115 120 125 

Leu Phe Ser Met Leu He Met cys Thr lie Leu Thr Asn Cys Val Phe 
130 135 140 

Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn Val Glu Tyr Thr 
145 150 155 160 

Phe Thr Gly lie Tyr Thr Phe Glu ser Leu lie Lys lie lie Ala Arg 

165 170 175 

Gly Phe cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn Trp 

180 185 190 

Leu Asp Phe Thr Val lie Thr Phe Ala Tyr Val Thr Glu phe val Asp 
195 200 205 

Leu Gly Asn Val Ser Ala Leu Arg Thr Phe -Arg val Leu Arg Ala Leu 
210 215 220 
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Lys Thr lie ser val lie pro Gly Leu Lys Thr lie val Gly Ala Leu 
225 230 235 240 

lie Gin ser val Lys Lys Leu ser Asp val Met lie Leu Thr val Phe 

245 250 255 

Cys Leu ser Val Phe Ala Leu He Gly Leu Gin Leu Phe Met Gly Asn 

260 265 270 

Leu Arg Asn Lys Cys He Gin Trp Pro Pro Thr Asn Ala Ser Leu Glu 
275 280 285 

Glu His ser lie Glu Lys Asn lie Thr Val Asn Tyr Asn Gly Thr Leu 
290 295 300 

lie Asn Glu Thr Val Phe Glu Phe Asp Trp Lys Ser Tyr lie Gin Asp 
305 310 315 320 

Ser Arg Tyr His Tyr Phe Leu Glu Gly Phe Leu Asp Ala Leu Leu Cys 

325 330 335 

Gly Asn ser Ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr Met Cys Val 

340 345 350 

Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr Ser Phe Asp Thr Phe 
355 360 365 

Ser Trp Ala Phe Leu Ser Leu Phe Arg Leu Met Thr Gin Asp Phe Trp 
370 375 380 

► ■ 

Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr Tyr Met 
385 390 395 400 

lie Phe Leu Val Leu Val lie Phe Leu Gly Ser Phe Tyr Leu lie Asn 

405 410 415 

Leu He Leu Ala Val Val Ala Met Ala Tyr Glu Glu Gin Asn Gin Ala 

420 425 430 

Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin Met lie 
435 440 445 

Glu Gin Leu Lys Lys Gin Gin Glu Ala Ala Gin Gin Ala Ala Thr Ala 
450 455 . 460 

✓ 

Thr Ala Ser Glu His Ser Arg Glu Pro Ser Ala Ala Gly Arg Leu Ser 
465 470 475 480 

Asp ser ser ser Glu Ala Ser Lys Leu ser Ser Lys ser Ala Lys Glu 

485 490 495 
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Arg Arg Asn Arg Arg Lys Lys Arg Lys Gin Lys Glu Gin ser Gly Gly 

500 " 505 510 

Glu Glu Lys Asp Glu Asp Gl u Phe Gin Lys Ser Glu ser Glu Asp ser 
515 520 525 

lie Arg Arg Lys Gly Phe Arg Phe Ser lie Glu Gly Asn Arg Leu Thr 
530 535 540 

Tyr Glu Lys Arg Tyr Ser Ser Pro His Gin ser Leu Leu Ser lie Arg 
545 550 555 560 

Gly Ser Leu Phe Ser Pro Arg Arg Asn Ser Arg Thr ser Leu Phe Ser 

565 . 570 575 

phe Arg Gly Arg Ala Lys Asp Val Gly Ser Glu Asn Asp Phe Ala Asp 

580 585 590 

Asp Glu His Ser Thr Phe Glu Asp Asn Glu Ser Arg Arg Asp Ser Leu 
595 600 605 

Phe val Pro Arg Arg His Gly Glu Arg Arg Asn Ser Asn Leu Ser Gin 
610 615 620 

Thr Ser Arg Ser Ser Arg Met Leu Ala Val Phe Pro Ala Asn Gly Lys 
625 630 635 640 

Met His ser Thr Val Asp Cys Asn Gly Val Val Ser Leu Val Gly Gly 

645 650 655 

Pro Ser Val Pro Thr Ser Pro val Gly Gin Leu Leu pro Glu Val lie 

660 665 670 

He Asp Lys Pro Ala Thr Asp Asp Asn Gly Thr Thr Thr Glu Thr Glu 
675 680 685 

Met Arq Lys Arg Arg Ser Ser ser Phe His Val Ser Met Asp Phe Leu 
690 695 700 

Glu Asp Pro ser Gin Arg Gin Arg Ala Met Ser lie Ala Ser lie Leu 
705 710 715 720 

Thr Asn Thr Val Glu Glu Leu Glu Glu Ser Arg Gin Lys Cys Pro Pro 

725 730 735 

Cys Trp Tyr Lys Phe Ser Asn lie Phe Leu lie Trp Asp Cys Ser Pro 

740 745 750 

Tyr Trp Leu Lys Val Lys His Val val Asn Leu val Val Met Asp Pro 
755 760 765 
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Phe Val Asp Leu Ala lie Thr lie Cys lie val Leu Asn Thr Leu Phe 
770 775 780 

Met Ala Met Glu His Tyr Pro Met Thr Asp His Phe Asn Asn val Leu 
785 790 795 800 

Thr val Gly Asn Leu val Phe Thr Gly lie Phe Thr Ala Glu Met Phe 

805 810 815 

» 

Leu Lys lie lie Ala Met Asp Pro Tyr Tyr Tyr Phe Gin. Glu Gly Trp 

820 825 830 

Asn lie Phe Asp Gly Phe lie Val Thr Leu Ser Leu Val Glu Leu Gly 
835 840 ' 845 

Leu Ala Asn Val Glu Gly Leu ser Val Leu Arg Ser Phe Arg Leu Leu 
850 855 860 

Arg Val Phe Lys Leu Ala Lys Ser Trp Pro Thr Leu Asn Met Leu lie 
865 870 875 880 

Lys lie lie Gly Asn Ser Val Gly Ala Leu Gly Asn Leu Thr Leu Val 

885 890 895 

Leu Ala lie lie Val Phe lie Phe Ala val val Gly Met Gin Leu Phe 

900 905 910 

Gly Lys Ser Tyr Lys Asp cys Val Cys Lys lie Ala Ser Asp Cys Gin 
915 920 925 

Leu Pro Arg Trp His Met Asn Asp Phe Phe His ser Phe Leu lie val 
930 935 940 

Phe Arg Val Leu Cys Gly Glu Trp lie Glu Thr Met Trp Asp Cys Met 
945 950 955 960 

Glu val Ala Gly Gin Ala Met Cys Leu Thr val Phe Met Met Val Met 

965 970 975 

Val lie Gly Asn Leu Val Val Leu Asn Leu Phe Leu Ala Leu Leu Leu 

980 985 990 

ser ser phe Ser Ala Asp Asn Leu Ala Ala Thr Asp Asp Asp Asn Glu 
995 1000 1005 

> 

Met Asn Asn Leu Gin lie Ala val Asp Arg Met His Lys Gly val 
1010 1015 1020 

Ala Tyr val Lys Arg Lys lie Tyr Glu Phe lie Gin Gin Ser Phe 
1025 1030 1035 
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lie Arg l_ys Gin Lys lie Leu Asp Glu lie Lys Pro Leu Asp Asp 
1040 1045 1050 

Leu Asn Asn Lys Lys Asp Ser Cys Met Ser Asn His Thr Thr Glu 
1055 1060 - 1065 

lie Gly Lys Asp Leu Asp Tyr Leu Lys Asp Val Asn Gly Thr Thr 
1070 1075 1080 

Ser Gly lie Gly Thr Gly Ser Ser Val Glu Lys Tyr lie lie Asp 
1085 1090 1095 

Glu Ser Asp Tyr Met Ser Phe lie Asn Asn Pro ser Leu Thr val 
1100 1105 1110 

Thr Val Pro He Ala Val Gly Glu Ser Asp Phe Glu Asn Leu Asn 
1115 1120 1125 

Thr Glu Asp Phe Ser Ser Glu Ser Asp Leu Glu Glu Ser Lys Glu 
1130 1135 1140 

Lys Leu Asn Glu Ser Ser Ser Ser Ser Glu Gly ser Thr val Asp 
1145 1150 1155 

* 

lie Gly Ala Pro Val Glu Glu Gin Pro Val Val Glu Pro Glu Glu 
1160 1165 1170 

Thr Leu Glu Pro Glu Ala Cys Phe Thr Glu Gly Cys Val Gin Arg 
1175 1180 1185 

Phe Lys Cys Cys Gin lie Asn Val Glu Glu Gly Arg Gly Lys Gin 
1190 1195 1200 

Trp Trp Asn Leu Arg Arg Thr Cys Phe Arg lie Val Glu His Asn 
1205 1210 1215 

Trp Phe Glu Thr Phe lie Val Phe Met lie Leu Leu ser Ser Gly 
1220 1225 1230 . 

Ala Leu Ala Phe Glu Asp lie Tyr lie Asp Gin Arg Lys Thr lie 
1235 1240 1245 

Lys Thr Met Leu Glu Tyr Ala Asp Lys val Phe Thr Tyr lie Phe 
1250 1255 1260 

lie Leu Glu Met Leu Leu Lys Trp val Ala Tyr Gly Tyr Gin Thr 
1265 1270 1275 

Tyr Phe Thr Asn Ala Trp Cys Trp Leu Asp Phe Leu lie Val Asp 
1280 1285 1290 
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■ 

Val Ser Leu Val Ser Leu Thr Ala Asn Ala Leu Gly Tyr Ser Glu 

1295 1300 1305 

Leu Gly Ala lie Lys Ser Leu Arg Thr Leu Arg Ala Leu Arg Pro 

1310 1315 1320 

Leu Arg Ala Leu Ser Arg Phe Glu Gly Met Arg val Val Val Asn 

1325 1330 1335 

Ala Leu Leu Gly Ala lie Pro Ser lie Met Asn Val Leu Leu Val 

1340 1345 1350 

cys Leu lie Phe Trp Leu lie Phe ser lie Met Gly val Asn Leu 

1355 1360 1365 

Phe Ala Gly Lys Phe Tyr His cys lie Asn Thr Thr Thr Gly Asp 

1370 1375 1380 

Arg Phe Asp lie Glu Asp val Asn Asn His Thr Asp cys Leu Lys 

1385 1390 1395 

Leu lie Glu Arg Asn Glu Thr Ala Arg Trp Lys Asn val Lys val 

1400 1405 1410 

Asn Phe Asp Asn Val Gly Phe Gly Tyr Leu Ser Leu Leu Gin Val 

1415 1420 1425 

Ala Thr Phe Lys. Gly Trp Met Asp lie Met Tyr Ala Ala Val Asp 

1430 1435 1440 

Ser Arg Asn Val Glu Leu Gin Pro Lys Tyr Glu Lys Ser Leu Tyr 

1445 1450 1455 

* 

Met Tyr Leu Tyr Phe Val lie Phe lie lie phe Gly Ser Phe Phe 

1460 1465 1470 

Thr Leu Asn Leu Phe lie Gly Val lie lie Asp Asn Phe Asn Gin 

1475 1480 1485 

Gin Lys Lys Lys Phe Gly Gly Gin Asp lie Phe Met Thr Glu Glu 

1490 " ' • 1495 1500 

Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys Leu Gly Ser Lys Lys 

1505 1510 1515 

Pro Gin Lys Pro lie Pro Arg Pro Gly Asn Lys Phe Gin Gly Met 

1520 1525 1530 

Val Phe Asp Phe Val Thr Arg Gin Val Phe Asp lie Ser lie Met 

1535 1540 1545 
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lie Leu . lie Cys Leu Asn Met Val Thr Met Met Val Glu Thr Asp 
1550 1555 1560 

Asp Gin ser Glu Tyr Val Thr Thr lie Leu Ser Arg lie Asn Leu 
1565 1570 1575 

val Phe lie val Leu Phe Thr Gly Glu Cys Val Leu Lys Leu lie 
1580 1585 . 1590 

ser Leu Arg His Tyr Tyr Phe Thr lie Gly Trp Asn lie Phe Asp 
1595 1600 1605 

Phe Val Val val lie Leu Ser lie val Gly Met Phe Leu Ala Glu 
1610 1615 1620 

Leu lie Glu Lys Tyr Phe Val Ser Pro Thr Leu Phe Arg Val lie 
1625 1630 1635 

Arg Leu Ala Arg lie Gly Arg lie Leu Arg Leu lie Lys Gly Ala 
1640 1645 1650 

Lys Gly lie Arg Thr Leu Leu Phe Ala Leu Met Met Ser Leu Pro 
1655 1660 1665 

Ala Leu Phe Asn lie Gly Leu Leu Leu Phe Leu Val Met Phe lie 
1670 1675 1680 

Tyr Ala lie Phe Gly Met Ser Asn Phe Ala Tyr Val Lys Arg Glu 
1685 1690 1695 

Val Gly lie Asp Asp Met Phe Asn Phe Glu Thr Phe Gly Asn Ser 
1700 1705 1710 

Met lie Cys Leu Phe Gin lie Thr Thr Ser Ala Gly Trp Asp Gly 
1715 1720 1725 

Leu Leu Ala Pro lie Leu Asn Ser Lys Pro Pro Asp Cys Asp Pro 
1730 1735 1740 

Asn Lys val Asn Pro Gly Ser Ser val Lys Gly Asp Cys Gly Asn 
1745 1750 1755 



* ■ 



Pro Ser Val Gly lie Phe Phe Phe Val Ser Tyr lie lie lie Ser 
1760 1765 1770 

Phe Leu Val val val Asn Met Tyr lie Ala Val lie Leu Glu Asn 
1775 1780 1785 

Phe Ser val Ala Thr Glu Glu Ser Ala Glu Pro Leu ser Glu Asp 
1790 1795 1800 
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Asp Phe Glu Met Phe Tyr Glu val Trp Glu Lys Phe Asp Pro Asp 
1805 1810 1815 

Ala Thr Gin Phe Met Glu Phe Glu Lys Leu Ser Gin Phe Ala Ala 
1820 • 1825 1830 

Ala Leu Glu Pro Pro Leu Asn Leu Pro Gin Pro Asn Lys Leu Gin 
1835 1840 1845 

Leu lie Ala Met Asp Leu Pro Met Val ser Gly Asp Arg lie His 
1850 1855 I860 

cys Leu Asp He Leu Phe Ala Phe Thr Lys Arg Val Leu Gly Glu 
1865 1870 1875 

Ser Gly Glu Met Asp Ala Leu Arg He Gin Met Glu Glu Arg Phe 
1880 1885 1890 

* 

Met Ala Ser Asn Pro Ser Lys Val Ser Tyr Gin Pro lie Thr Thr 
1895 1900 1905 

Thr Leu Lys Arg Lys Gin Glu Glu Val ser Ala Val lie lie Gin • 
1910 1915 1920 

Arq Ala Tyr Arg Arg His Leu Leu Lys Arg Thr val Lys Gin Ala 
y 1925 1930 1935 

Ser Phe Thr Tyr Asn Lys Asn Lys lie Lys Gly Gly Ala Asn Leu 
1940 1945 1950 

Leu lie Lys Glu Asp Met lie lie Asp Arg lie Asn Glu Asn Ser 
1955 I960 1965 

lie Thr Glu Lys Thr Asp Leu Thr Met Ser Thr Ala Ala Cys Pro 
1970 1975 1980 

Pro Ser Tyr Asp Arg val Thr Lys Pro lie Val Glu Lys His Glu 
1985 1990 1995 

Gin Glu Gly Lys Asp Glu Lys Ala Lys Gly Lys 
2000 2005 

<210> 77 

<211> 2009 

<212> PRT 

<213> Homo sapiens 

<400> 77 

Met Glu Gin Thr val Leu Val Pro Pro Gly Pro Asp Ser Phe Asn Phe 
1 5 10 15 
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Phe Thr Arg Glu Ser Leu Ala Ala lie Glu Arg Arg lie Ala Glu Glu 

20 25 . 30 

Lys Ala Lys Asn Pro Lys Pro Asp Lys Lys Asp Asp Asp Glu Asn Gly 
35 40 45 

Pro Lys Pro Asn Ser Asp Leu Glu Ala Gly Lys Asn Leu Pro Phe lie 
50 55 60 

Tyr Gly Asp lie Pro Pro Glu Met Val ser Glu Pro Leu Glu Asp Leu 
65 70 75 80 

Asp Pro Tyr Tyr lie Asn Lys Lys Thr Phe lie Val Leu Asn Lys Leu 

85 90 95 

Lys Ala lie Phe Arg Phe Ser Ala Thr ser Ala Leu Tyr lie Leu Thr 

100 105 HO 

Pro Phe Asn Pro Leu Arg Lys lie Ala lie Lys lie Leu val His ser 
115 120 125 

Leu Phe ser Met Leu lie Met cys Thr lie Leu Thr Asn Cys Val Phe 
130 135 140 

Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn Val Glu Tyr Thr 
145 150 155 160 

Phe Thr Gly lie Tyr Thr Phe Glu Ser Leu lie Lys lie lie Ala Arg 

165 170 175 

Gly Phe Cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn Trp 

180 185 190 

Leu Asp Phe Thr Val lie Thr Phe Ala Tyr Val Thr Glu Phe Val Asp 
195 200 205 

Leu Gly Asn Val Ser Ala Leu Arg Thr Phe Arg val Leu Arg Ala Leu 
210 215 220 

Lys Thr lie Ser Val lie Pro Gly Leu Lys Thr lie Val Gly Ala Leu 
225 230 235 240 

lie Gin Ser val Lys Lys Leu Ser Asp Val Met He Leu Thr Val Phe 

245 250 ' 255 

Cys Leu Ser val Phe Ala Leu lie Gly Leu Gin Leu Phe Met Gly Asn 

260 265 270 

Leu Arq Asn Lys cys lie Gin Trp Pro Pro Thr Asn Ala Ser Leu Glu 
275 280 285 
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Glu His Ser lie Glu Lys Asn lie Thr Val Asn Tyr Asn Gly Thr Leu 
290 295 300 

lie Asn Glu Thr Val Phe Glu Phe Asp Trp Lys Ser Tyr lie Gin Asp 
305 310 315 320 

Ser Arq Tyr His Tyr Phe Leu Glu Gly Phe Leu Asp Ala Leu Leu Cys 

325 330 335 

Gly Asn Ser Ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr Met Cys Val 

340 345 350 

Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr ser phe Asp Thr Phe 
355 ^ 360 365 

» 

Ser Trp Ala Phe Leu Ser Leu Phe Arg Leu Met Thr Gin Asp Phe Trp 
370 375 380 

Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr Tyr Met 
385 390 395 400 

jle phe phe Val Leu val lie Phe Leu Gly Ser Phe Asn Leu lie Asn 

405 410 415 

/Leu lie Leu Ala val val Ala Met Ala Tyr Glu Glu Gin Asn Gin Ala 

420 425 430 

Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin Met lie 
435 440 445 

Glu Gin Leu Lys Lys Gin Gin Glu Ala Ala Gin Gin Ala Ala Thr Ala 
450 * 455 460 

• ■ 

Thr Ala ser Glu His Ser Arg Glu Pro Ser Ala Ala Gly Arg Leu Ser 
465 470 475 480 

Asp Ser Ser Ser Glu Ala ser Lys Leu Ser Ser Lys Ser Ala Lys Glu 

485 490 495 

Arg Arg Asn Arg Arg Lys Lys Arg Lys Gin Lys Glu Gin Ser Gly Gly 

500 505 510 

Glu Glu Lys Asp Glu Asp Gl u Phe Gin Lys Ser Glu Ser Glu Asp Ser 
515 520 525 

lie Arg Arg Lys Gly Phe Arg Phe Ser lie Glu Gly Asn Arg Leu Thr 
530 535 540 

Tyr Glu Lys Arq Tyr Ser Ser Pro His Gin Ser Leu Leu ser lie Arg 
545 550 555 560 
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Gly Ser Leu Phe Ser Pro Arg Arg Asn Ser Arg Thr Ser Leu Phe Ser 

565 570 575 

phe Arg Gly Arg Ala Lys Asp val Gly Ser Glu Asn Asp Phe Ala Asp 

. 580 - ' 585 590 

Asp Glu His ser Thr Phe Glu Asp Asn Glu Ser Arg Arg Asp Ser Leu 
595 600 605 

Phe val Pro Arg Arg His Gly Glu Arg Arg Asn ser Asn Leu Ser Gin 
610 615 620 

Thr Ser Arg Ser ser Arg Met Leu Ala Val Phe Pro Ala Asn Gly Lys 
625 630 635 640 

Met His ser Thr val Asp Cys Asn Gly val val Ser Leu val Gly Gly 

645 650 655 

Pro Ser val Pro Thr Ser Pro val Gly Gin Leu Leu pro Glu Val lie 

660 665 670 

lie Asp Lys Pro Ala Thr Asp Asp Asn Gly Thr Thr Thr Glu Thr Glu 
675 680 685 

Met Arg Lys Arg Arg Ser Ser ser Phe His Val Ser Met Asp Phe Leu 
690 695 700 

Glu Asp Pro Ser Gin Arg Gin Arg Ala Met Ser lie Ala ser lie Leu 
705 710 715 720 

Thr Asn Thr val Glu Glu Leu Glu Glu Ser Arg Gin Lys Cys Pro Pro 

725 730 735 

Cvs Trp Tyr Lys Phe ser Asn lie Phe Leu He Trp Asp Cys ser Pro 
y 740 745 750 

Tvr Trp Leu Lys Val Lys His val Val Asn Leu Val Val Met. Asp Pro 
755 760 765 

Phe val Asp Leu Ala He Thr lie cys lie val Leu Asn Thr Leu Phe 
770 775 780 

Met Ala Met Glu His Tyr Pro Met Thr Asp His Phe Asn Asn Val Leu 
785 790 795 800 

Thr val Gly Asn Leu Val Phe Thr Gly lie Phe Thr Ala Glu Met Phe 

805 810 815 

Leu Lys lie He Ala Met Asp Pro Tyr Tyr Tyr Phe Gin Glu Gly Trp 

820 825 830 
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Asn lie Phe Asp Gly Phe He Val Thr Leu ser Leu Val Glu Leu Gly 
835 840 845 

Leu Ala Asn val Glu Gly Leu Ser val Leu Arg Ser Phe Arg Leu Leu 
850 855 860 

Arg Val Phe Lys Leu Ala Lys Ser Trp Pro Thr Leu Asn Met Leu lie 
865 870 875 880 

Lys lie lie Gly Asn Ser Val Gly Ala Leu Gly Asn Leu Thr Leu Val 

885 890 895 

Leu Ala lie He Val Phe lie Phe Ala Val Val Gly Met Gin Leu Phe 

900 905 910 

Gly Lys ser Tyr Lys Asp Cys Val Cys Lys lie Ala Ser Asp Cys Gin 
915 920 925 

Leu Pro Arg Trp His Met Asn Asp Phe Phe His Ser Phe Leu lie Val 
930 935 940 

Phe Arg val Leu cys Gly Glu Trp lie Glu Thr Met Trp Asp Cys Met 
945 950 955 960 

Glu val Ala Gly Gin Ala Met cys Leu Thr Val Phe Met Met val Met 

965 970 975 

val lie Gly Asn Leu Val val Leu Asn Leu Phe Leu Ala Leu Leu Leu 

980 985 990 

Ser Ser Phe Ser Ala Asp Asn Leu Ala Ala Thr Asp Asp Asp Asn Glu 
995 1000 1005 , 

Met Asn Asn Leu Gin lie Ala Val Asp Arg Met His Lys Gly Val 
1010 1015 1020 

Ala Tyr Val Lys Arg Lys lie Tyr Glu Phe lie Gin Gin ser Phe 
1025 1030 1035 

lie Arg Lys Gin Lys Tie Leu Asp Glu lie Lys Pro Leu Asp Asp 
1040 1045 1050 

Leu Asn Asn Lys Lys Asp Ser Cys Met Ser Asn His Thr Thr Glu 
1055 1060 1065 

lie Gly Lys Asp Leu Asp Tyr Leu Lys Asp val Asn Gly Thr Thr 
1070 1075 1080 

Ser Gly lie Gly Thr Gly Ser ser Val Glu Lys Tyr He lie Asp 
1085 1090 1095 
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Glu Ser Asp Tyr Met ser Phe lie Asn Asn Pro Ser 'Leu Thr val 
1100 1105 1110 

Thr val Pro lie Ala val Gly Glu ser Asp Phe Glu Asn Leu Asn 
1115 1120 1125 

Thr Glu Asp Phe Ser ser Glu Ser Asp Leu Glu Glu Ser Lys Glu 
1130 ' 1135 1140 

Lys Leu Asn Glu ser Ser Ser Ser ser Glu Gly Ser Thr val Asp 
1145 1150 1155 

lie Gly Ala Pro val Glu Glu Gin Pro val Val Glu Pro Glu Glu 
1160 1165 1170 

Thr Leu Glu Pro Glu Ala Cys Phe Thr Glu Gly Cys Val Gin Arg 
1175 1180 1185 

Phe Lys Cys Cys Gin lie Asn val Glu Glu Gly Arg Gly Lys Gin 
1190 1195 1200 

Trp Trp Asn Leu Arg Arg Thr Cys Phe Arg lie val Glu His Asn 
1205 1210 1215 

Trp Phe Glu Thr Phe lie val Phe Met lie Leu Leu Ser Ser Gly 
1220 1225 1230 

Ala Leu Ala Phe Glu Asp lie Tyr lie Asp Gin Arg Lys Thr lie 
1235 1240 1245 

Lys Thr Met Leu Glu Tyr Ala Asp Lys val Phe Thr Tyr lie Phe 
1250 1255 1260 

lie Leu Glu Met Leu Leu Lys Trp val Ala Tyr Gly Tyr Gin Thr 
1265 1270 1275 

Tyr Phe Thr Asn Ala Trp Cys Trp Leu Asp Phe Leu lie Val Asp 
1280 1285 1290 

val ser Leu val ser Leu Thr Ala Asn Ala Leu Gly Tyr Ser Glu 
1295 1300 1305 

Leu Gly Ala lie Lys Ser Leu Arg Thr Leu Arg Ala Leu Arg Pro 
1310 1315 1320 

Leu Arq Ala Leu Ser Arg Phe Glu Gly Met Arg val Val Val Asn 
1325 1330 1335 

Ala Leu Leu Gly Ala lie Pro Ser lie Met Asn val Leu Leu Val 
1340 1345 1350 
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cys- Leu lie Phe Trp Leu lie Phe Ser lie Met Gly val Asn Leu 
1355 1360 1365 

Phe Ala Gly Lys Phe Tyr His cys lie Asn Thr Thr Thr Gly Asp 
1370 1375 1380 

Arg Phe Asp lie Glu Asp Val Asn Asn His Thr Asp Cys Leu Lys 
1385 1390 1395 

Leu lie Glu Arg Asn Glu Thr Ala Arg Trp Lys Asn Val Lys Val 
1400 1405 1410 

Asn Phe Asp Asn Val Gly Phe Gly Tyr Leu Ser Leu Leu Gin Val 
1415 1420 1425 

Ala Thr Phe Lys Gly Trp Met Asp lie Met Tyr Ala Ala Val Asp 
1430 1435 1440 

ser Arg Asn Val Glu Leu Gin Pro Lys Tyr Glu Lys Ser Leu Tyr . 
1445 1450 145 5 

Met Tyr Leu Tyr Phe Val lie Phe lie lie Phe Gly Ser Phe Phe 
1460 1465 1470 

Thr Leu Asn Leu Phe lie Gly Val lie lie Asp Asn Phe Asn Gin 
1475 1480 1485 

Gin Lys Lys Lys Phe Gly Gly Gin Asp lie Phe Met Thr Glu Glu 
1490 1495 1500 

Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys Leu Gly Ser Lys Lys 
1505 1510 1515 

pro Gin Lys Pro lie Pro Arg Pro Gly Asn Lys Phe Gin Gly Met 
1520 1525 1530 

val Phe Asp Phe Val Thr Arg Gin Val Phe Asp lie Ser lie Met 
1535 • 1540 • 1545 

lie Leu lie Cys Leu Asn Met val Thr Met Met Val Glu Thr Asp 
1550 1555 1560 

Asp Gin ser Glu Tyr val Thr Thr lie Leu ser Arg lie Asn Leu 
1565 1570 1575 

Val Phe He Val Leu Phe Thr Gly Glu Cys Val Leu Lys Leu lie 
1580 1585 1590 

Ser Leu Arg His Tyr Tyr Phe Thr lie Gly Trp Asn lie Phe Asp 
1595 1600 1605 
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phe Val val val He Leu ser He Val Gly Met Phe Leu Ala Glu 
1610 1615 1620 

Leu lie Glu Lys Tyr Phe val Ser Pro Thr Leu Phe Arg val lie 
1625 1630 1635 

Arg Leu Ala Arg lie Gly Arg lie Leu Arg Leu lie Lys Gly Ala 
1640 • 1645 1650 

Lys Gly lie Arg Thr Leu Leu Phe Ala Leu Met Met Ser Leu Pro 
1655 1660 1665 

Ala Leu Phe Asn lie Gly Leu Leu Leu Phe Leu Val Met phe lie 
1670 1675 1680 

Tyr Ala lie Phe Gly Met Ser Asn Phe Ala Tyr Val Lys Arg Glu 
1685 1690 1695 

Val Gly lie Asp Asp Met Phe Asn Phe Glu Thr Phe Gly Asn Ser 
1700 1705 1710 

Met lie cys Leu Phe Gin lie Thr Thr ser Ala Gly Trp Asp Gly 
1715 1720 " 1725 

Leu Leu Ala Pro lie Leu Asn Ser Lys Pro Pro Asp Cys Asp Pro 
1730 1735 1740 

Ash Lys val Asn Pro Gly Ser Ser Val Lys Gly Asp Cys Gly Asn 
1745 1750 1755 

Pro Ser val Gly lie Phe Phe Phe Val ser Tyr He He lie Ser 
1760 1765 1770 

Phe Leu val Val val Asn Met Tyr lie Ala Val He Leu Glu Asn 
1775 1780 1785 

Phe Ser val Ala Thr Glu Glu Ser Ala Glu Pro Leu ser Glu Asp 
1790 1795 1800 

Asp Phe Glu Met Phe Tyr Glu val Trp Glu Lys Phe Asp Pro Asp 
1805 1810 1815 

Ala Thr Gin Phe Met Glu Phe Glu Lys Leu Ser Gin Phe Ala Ala 
1820 1825 1830 

Ala Leu Glu Pro Pro Leu Asn Leu Pro Gin Pro Asn Lys Leu Gin 
1835 1840- 1845 

Leu lie Ala Met Asp Leu Pro Met val ser Gly Asp Arg He His 
1850 1855 1860 
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cys Leu Asp lie Leu Phe Ala Phe Thr Lys Arg val Leu Gly Glu 
1865 1870 1875 

ser Gly Glu Met Asp Ala Leu Arg lie Gin Met Glu Glu Arg Phe 
1880 1885 1890 

Met Ala Ser Asn Pro Ser Lys Val Ser Tyr Gin Pro lie Thr Thr 
1895 1900 1905 

Thr Leu Lys Arg Lys Gin Glu Glu val Ser Ala Val lie lie Gin 
1910 1915 1920 

Arg Ala Tyr Arg Arg His Leu Leu Lys Arg Thr val Lys Gin Ala 
1925 1930 " 1935 

Ser Phe Thr Tyr Asn Lys Asn Lys lie Lys Gly Gly Ala Asn Leu 
1940 1945 1950 

Leu lie Lys Glu Asp Met lie fie Asp Arg lie Asn Glu Asn Ser 
1955 I960 1965 

lie Thr Glu Lys Thr Asp Leu Thr Met ser Thr Ala Ala Cys Pro 
1970 1975 1980 

- ■ 

Pro Ser Tyr Asp Arg Val Thr Lys Pro lie Val Glu Lys His Glu 
1985 1990 1995 

Gin Glu Gly Lys Asp Glu Lys Ala Lys Gly Lys 
2000 2005 

<210> 78 

<211> 2009 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Met Glu Gin Thr val Leu Val Pro Pro Gly Pro Asp ser Phe Asn Phe 
1 5 10 15 

Phe Thr Arg Glu Ser Leu Ala Ala lie Glu Arg Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Asn Pro Lys Pro Asp Lys Lys Asp Asp Asp Glu Ash Gly 
35 40 45 

Pro Lys Pro Asn ser. Asp Leu Glu Ala Gly Lys Asn Leu Pro Phe lie 
50 55 60 

Tyr Gly Asp lie Pro Pro Glu Met Val Ser Glu Pro Leu Glu Asp Leu 
65 70 75 80 
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Asp Pro Tyr Tyr lie Asn Lys' Lys Thr Phe lie val Leu Asn Lys Leu 

85 90 95 

Lys Ala lie Phe Arg Phe Ser Ala Thr Ser Ala Leu Tyr lie Leu Thr 

100 105 110 

pro Phe Asn pro Leu Arg Lys lie Ala lie Lys lie Leu val His ser 
115 120 125 

Leu Phe ser wet Leu lie Met cys Thr lie Leu Thr Asn Cys Val Phe 
130 135 140 

Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn Val Glu Tyr Thr 
145 150 155 160 

Phe Thr Gly lie Tyr Thr Phe Glu Ser Leu He Lys lie lie Ala Arg 

165 170 175 

Gly Phe Cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn Trp 

180 185 190 

Leu Asp Phe Thr val He Thr Phe Ala Tyr val Thr Glu Phe Val Asp 
195 200 205 

Leu Gly Asn val ser Ala Leu Arg Thr Phe Arg val Leu Arg Ala Leu 
210 215 220 

Lys Thr lie ser val lie Pro Gly Leu Lys Thr He Val Gly Ala Leu 
225 230 235 240 

* 

lie Gin Ser Val Lys Lys Leu Ser Asp Val Met lie Leu Thr Val Phe 

245 250 255 

Cys Leu Ser Val Phe Ala Leu lie Gly Leu Gin Leu Phe Met Gly Asn 

260 265 270 

Leu Arg Asn Lys cys lie Gin Trp Pro Pro Thr Asn Ala Ser Leu Glu 
275 280 285 

Glu His Ser lie Glu Lys Asn lie Thr val Asn Tyr Asn Gly Thr Leu 
290 295 300 

He Asn Glu Thr Val Phe Glu Phe Asp Trp Lys Ser Tyr lie Gin Asp 
305 310 315 320 

Ser Arg Tyr His Tyr Phe Leu Glu Gly Phe Leu Asp Ala Leu Leu Cys 

325 330 335 

Gly Asn ser ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr Met Cys val 

340 345 350 
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Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr ser Phe Asp Thr Phe 
355 360 365 

Ser Trp Ala Phe Leu Ser Leu Phe Arg Leu Met Thr Gin Asp Phe Trp 
370 375 380 

* * 

Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr Tyr Met 
385 390 395 400 

He Phe Phe val Leu Val lie Phe Leu Gly Ser Phe Tyr Leu lie Asn 

405 410 415 

Leu He Leu Ala Val Glu Ala Met Ala Tyr Glu Glu Gin Asn Gin Ala 

420 425 430 

Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin Met lie 
435 440 445 

Glu Gin Leu Lys Lys Gin Gin Glu Ala Ala Gin Gin Ala Ala Thr Ala 
450 455 460 

* 

Thr Ala ser Glu His ser Arg Glu Pro Ser Ala Ala Gly Arg Leu Ser 
465 470 475 480 

Asp Ser ser ser Glu Ala Ser Lys Leu Ser Ser Lys ser Ala Lys Glu 

485 490 495 

Arg Arg Asn Arg Arg Lys Lys Arg Lys Gin Lys Glu Gin Ser Gly Gly 

500 505 510 

Glu Glu Lys Asp Glu Asp Gl u Phe Gin Lys Ser Glu Ser Glu Asp ser 
515 520 525 

lie Arg Arg Lys Gly Phe Arg Phe Ser lie Glu Gly Asn Arg Leu Thr 
530 535 540 

Tyr Glu Lys Arg Tyr Ser Ser Pro His Gin Ser Leu Leu Ser lie Arg 
545 550 555 560 

Gly ser Leu Phe Ser Pro Arg Arg Asn Ser Arg Thr ser Leu Phe Ser 

565 570 575 

Phe Arg Gly Arg Ala Lys Asp val Gly ser Glu Asn Asp Phe Ala Asp 

580 585 590 

Asp Glu His Ser Thr Phe Glu Asp Asn Glu Ser Arg Arg Asp ser Leu 
595 600 605 

Phe Val Pro Arg Arg His Gly Glu Arg Arg Asn Ser Asn Leu Ser Gin 
610 615 620 
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Thr ser Arg Ser Ser Arg Met Leu Ala Val Phe Pro Ala Asn Gly Lys 
625 630 635 640 

wet His ser Thr Val Asp cys Asn Gly val val ser Leu Val Gly Gly 

645 650 65b 

pro ser val pro Thr Ser Pro val Gly Gin Leu Leu Pro Glu val lie 

660 665 670 

lie Asp Lys Pro Ala Thr Asp Asp Asn Gly Thr Thr Thr Glu Thr Glu 
675 680 685 

« 

Met Arg Lys Arg Arg Ser Ser ser Phe His val ser Met Asp Phe Leu 
690 695 700 

Glu Asp Pro ser Gin Arg Gin Arg Ala Met Ser He Ala Ser He Leu 

Thr Asn Thr val Glu Glu Leu Glu Glu ser Arg Gin Lys Cys Pro Pro 

725 730 /3: > 

cvs Trp Tyr Lys Phe Ser Asn lie Phe Leu He Trp Asp cys ser Pro 
3 740 745 /iU 

Tyr Trp Leu Lys val Lys His val Val Asn Leu val Val Met Asp Pro 

Phe Val Asp Leu Ala He Thr He Cys He Val Leu Asn Thr Leu Phe 
770 775 

Met Ala Met Glu His Tyr Pro Met Thr Asp His Phe Asn Asn Val Leu 
785 790 /y 

Thr val Gly Asn Leu val Phe Thr Gly lie Phe Thr Ala Glu Met Phe 

805 810 v-*--* 

Leu Lys He lie Ala Met Asp Pro Tyr Tyr Tyr Phe Gin Glu Gly Trp 

Asn He Phe Asp Gly Phe He Val Thr Leu ser Leu val Glu Leu Gly 
835 840 • »45 

Leu Ala Asn val Glu Gly Leu ser val Leu Arg ser Phe Arg Leu Leu 
850 855 860 

Arg val Phe Lys Leu Ala Lys Ser Trp Pro Thr Leu Asn Met Leu lie 
865 870 87i 

Lys He He Gly Asn Ser val Gly Ala Leu Gly Asn Leu Thr Leu val' 



885 
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Leu Ala He lie val Phe He Phe Ala val val Gly Met Gin Leu Phe 

900 905 910 

Gly Lys Ser Tyr Lys Asp cys val Cys Lys He Ala Ser Asp cys Gin 
915 920 925 

Leu Pro Arg Trp His Met Asn Asp Phe Phe His Ser Phe Leu lie Val 
930 935 940 

Phe Arg val Leu Cys Gly Glu Trp He Glu Thr Met Trp Asp cys Met 
945 950 ' 955 960 

Glu val Ala Gly Gin Ala Met cys Leu Thr val Phe Met Met Val Met 

965 970 

val lie Gly Asn Leu val Val Leu Asn Leu Phe Leu Ala Leu Leu Leu 

980 985 y yu 

■ * 

Ser Ser Phe Ser Ala Asp Asn Leu Ala Ala Thr Asp Asp Asp Asn Glu 
995 1000 luu -> 

* 

Met Asn Asn Leu Gin. He Ala val Asp Arg Met His Lys Gly val 
1010 1015 1020 

Ala Tyr Val Lys Arg Lys He Tyr Glu Phe He Gin Gin Ser Phe 
1525 1030 1035 

He Arg Lys Gin Lys He Leu Asp Glu lie Lys Pro Leu Asp Asp 
1040 1° 45 

Leu Asn Asn Lys Lys Asp ser Cys Met ser Asn His Thr Thr Glu 
1055 1° 60 

He Gly Lys Asp Leu Asp Tyr Leu Lys Asp Val Asn Gly Thr Thr 
1070 1° 75 

ser Gly He Gly Thr Gly ser Ser val Glu Lys Tyr He He Asp 
1085 1090 1095 

Glu ser Asp Tyr Met ser Phe He Asn Asn Pro Ser Leu Thr val 

1100 1105 mo 

Thr val Pro lie Ala Val Gly Glu ser Asp Phe Glu Asn Leu Asn 
1115 112° ■ LL " 

Thr Glu Asp Phe ser Ser Glu Ser Asp Leu Glu Glu Ser Lys Glu 
1130 H35 . II 40 

Lys Leu Asn Glu ser Ser Ser Ser ser Glu Gly ser Thr val Asp 
y 1150 1155 
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He Gly Ala Pro val Glu Glu Gin pro Val Val Glu Pro Glu Glu 
1160 1165 1170 

Thr Leu Glu Pro Glu Ala cys Phe Thr Glu Gly cys Val Gin Arg 
1175 1180 1185 

Phe Lys Cys Cys Gin lie Asn Val Glu Glu Gly Arg Gly Lys Gin 
1190 1195 1200 

Trp Trp Asn Leu Arg Arg Thr cys Phe Arg lie val Glu His Asn 
K 1205 1210 1215 

Trp Phe Glu Thr Phe lie Val Phe Met lie Leu Leu Ser Ser Gly 
1220 1225 1230 

Ala Leu Ala Phe Glu Asp He Tyr lie Asp Gin Arg Lys Thr He 
1235 1240 1245 

Lys Thr Met Leu Glu Tyr Ala Asp Lys Val Phe Thr Tyr lie Phe 
1250 1255 1260 

lie Leu Glu Met Leu Leu Lys Trp Val Ala Tyr Gly Tyr Gin Thr 
1265 1270 1275 

Tyr Phe Thr Asn Ala Trp Cys Trp Leu Asp Phe Leu He val Asp 
1280 1285 1290 

val Ser Leu val Ser Leu Thr Ala Asn Ala Leu Gly Tyr ser Glu 
1295 1300 1305 

Leu Glv Ala lie Lys ser Leu Arg Thr Leu Arg Ala Leu Arg Pro 
1310 1315 1320 

Leu Arq Ala Leu Ser Arg Phe Glu Gly Met Arg val val val Asn 
1325 1330 1335 

Ala Leu Leu Gly Ala lie Pro ser He Met Asn Val Leu Leu Val 
1340 1345 1350 

Cys Leu He Phe Trp Leu lie Phe ser lie Met Gly val Asn Leu 
1355 1360 1365 

Phe Ala Gly Lys Phe Tyr- His Cys He Asn Thr Thr Thr Gly Asp 
1370 1375 1380 

Arg Phe Asp He Glu Asp Val Asn Asn His Thr Asp Cys Leu Lys 
y 1385 1390 1395 

Leu lie Glu Arg Asn Glu Thr Ala Arg Trp Lys Asn Val Lys val 
1400 1405 1410 
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Asn Phe Asp Asn val Gly Phe Gly Tyr Leu ser Leu Leu Gin Val 
1415 1420 1425 

Ala Thr Phe Lys Gly Trp Met Asp lie Met Tyr Ala Ala Val Asp 
1430 1435 1440 

ser Arg Asn Val Glu Leu Gin Pro Lys Tyr Glu Lys ser Leu Tyr - 
1445 1450 1455 

Met Tyr Leu Tyr Phe val lie Phe lie He Phe Gly Ser Phe Phe 
1460 1465 1470 

Thr Leu Asn Leu Phe He Gly val He lie Asp Asn Phe Asn Gin 
1475 1480 1485 

Gin Lys Lys Lys Phe Gly Gly Gin Asp lie Phe Met Thr Glu Glu 
1490 1495 1500 

Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys Leu Gly ser Lys Lys 
1505 _ 1510 1515 

Pro Gin Lys Pro He Pro Arg Pro Gly Asn Lys Phe Gin Gly Met 
1520 1525 1530 

val Phe Asp Phe Val Thr Arg Gin Val Phe Asp lie Ser lie Met 
1535 . 1540 1545 

He Leu He Cys Leu Asn Met Val Thr Met Met val Glu Thr Asp 
1550 1555 1560 

Asp Gin Ser Glu Tyr Val Thr Thr lie Leu Ser Arg He Asn Leu 
1565 1570 1575 

val Phe He Val Leu Phe Thr Gly Glu cys val Leu Lys Leu He 
1580 1585 159U 

ser Leu Arg His Tyr Tyr Phe Thr He Gly Trp Asn He Phe Asp 
1595 1600 1605 

Phe val val Val He Leu Ser He val Gly Met Phe Leu Ala Glu 
1610 1615 1620 

Leu He Glu Lys Tyr Phe val ser pro Thr Leu Phe Arg val He 
16 25 1630 163b 

Arg Leu Ala Arg He Gly Arg He Leu Arg Leu lie Lys Gly Ala 
1640 1645 165U 

Lys Gly He Arg Thr Leu Leu Phe Ala Leu Met Met Ser Leu Pro 
y 1660 1665 
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Ala Leu Phe Asn lie Gly Leu Leu Leu Phe Leu val Met Phe lie 
1670 1675 1680 

Tyr Ala lie Phe Gly Met Ser Asn Phe Ala Tyr Val Lys Arg Glu 
1685 1690 1695 

val Gly lie Asp Asp Met Phe Asn Phe Glu Thr Phe Gly Asn ser 
1700 1705 1710 

Met lie cys Leu Phe Gin lie Thr Thr Ser Ala Gly Trp Asp Gly 
1715 1720 1725 

Leu Leu Ala Pro lie Leu Asn ser Lys Pro Pro Asp cys Asp Pro 
1730 1735 1740 

Asn Lys Val Asn Pro Gly Ser Ser Val Lys Gly Asp Cys Gly Asn 
1745 1750 1755 

Pro ser val Gly lie Phe Phe Phe Val. Ser Tyr lie lie lie Ser . 
1760 1765 1770 

Phe Leu Val Val val Asn Met Tyr He Ala val lie Leu Glu Asn 
1775 1780 1785 

Phe Ser val Ala Thr Glu Glu Ser Ala Glu Pro Leu Ser Glu Asp 
1790 1795 1800 

■ 

asd Phe Glu Met Phe Tyr Glu val Trp Glu Lys Phe Asp Pro Asp 
K 1805 1810 1815 

Ala Thr Gin Phe Met Glu Phe Glu Lys Leu Ser Gin Phe Ala Ala 
1820 1825 1830 

Ala Leu Glu Pro Pro Leu Asn Leu Pro Gin Pro Asn Lys Leu Gin • 
1835 1840 1845 

Leu lie Ala Met Asp Leu Pro Met Val Ser Gly Asp Arg lie His 
1850 1855 I860 

Cys Leu Asp lie Leu Phe Ala Phe Thr Lys Arg val Leu Gly Glu 
1865 1870 1875 

ser Glv Glu Met Asp Ala Leu Arg lie Gin Met Glu Glu Arg Phe 
1880 1885 1890 

Met Ala ser Asn Pro ser Lys Val Ser Tyr Gin Pro lie Thr Thr 
1895 1900 1905 

Thr Leu Lys Arg Lys Gin Glu Glu Val ser Ala val lie lie Gin 
1910 1915 1920 

Page 154 



WO 2005/014863 PCT/AU2004/001051 

SSCP Update Sequences. ST2 5 
Arq Ala Tyr Arg Arg His Leu Leu Lys Arg Thr val Lys Gin Ala 
1925 1930 1935 

Ser Phe Thr Tyr Asn Lys Asn Lys He Lys Gly Gly Ala Asn Leu 
1940 1945 1950 

Leu He Lys Glu Asp Met lie lie Asp Arg lie Asn Glu Asn ser 
1955 I960 1965 

He Thr Glu Lys Thr Asp Leu Thr Met ser Thr Ala Ala cys pro 
1970 1975 1980 

pro Ser Tyr Asp Arg Val Thr Lys Pro lie Val Glu Lys His Glu 
1985 1990 1995 

Gin Glu Gly Lys Asp Glu Lys Ala Lys Gly Lys 
2000 2005 

<210> 79 

<211> 1406 

<212> PRT 

<213> Homo sapiens 

<400> 79 

Met Glu Gin Thr val Leu val pro Pro Gly Pro Asp Ser Phe Asn Phe 
1 5 1° -° 

Phe Thr Arg Glu ser Leu Ala Ala He Glu Arg Arg He Ala Glu Glu 

20 25 

Lys Ala Lys Asn Pro Lys Pro Asp Lys Lys Asp Asp Asp Glu Asn Gly 
35 40 • 4* 

Pro Lys Pro Asn ser Asp Leu Glu Ala Gly Lys Asn Leu Pro Phe He 
50 55 * °0 

Tyr Gly Asp lie Pro Pro Glu Met Val Ser Glu Pro Leu Glu Asp Leu 
65 70 75 bu 

Asp Pro Tyr Tyr He Asn Lys Lys Thr Phe He Val Leu Asn Lys Leu 

8 5 

Lys Ala He Phe Arg Phe Ser Ala Thr Ser Ala Leu Tyr lie Leu Thr 

100 105 XJ - U 

Pro Phe Asn Pro Leu Arg Lys lie Ala lie Lys He Leu val His ser 
115 120 1" 

Leu Phe ser Met Leu He Met cys Thr He Leu Thr Asn cys val Phe 
130 135 14U 

Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn Val Glu Tyr Thr 
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145 150 155 160 

Phe Thr Gly He Tyr Thr Phe Glu Ser Leu lie Lys lie lie Ala Arg 

165 170 175 

» 

Gly Phe cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn Trp 

180 185 190 

i 

Leu Asp Phe Thr Val lie Thr Phe Ala Tyr Val Thr Glu Phe Val Asp 
195 200 205 

Leu Gly Asn Val Ser Ala Leu Arg Thr Phe Arg Val Leu Arg Ala Leu 
210 215 220 

* 

Lys Thr lie Ser Val He Pro Gly Leu Lys Thr lie val Gly Ala Leu 
225 230 235 240 

• 

lie Gin ser Val Lys Lys Leu Ser Asp val Met lie Leu Thr Val Phe 

245 250 255 

cys Leu ser val Phe Ala Leu lie Gly Leu Gin Leu Phe Met Gly Asn 

260 265 270 

Leu Arq Asn Lys Cys lie Gin Trp Pro Pro Thr Asn Ala Ser Leu Glu 
275 280 285 

Glu His Ser lie Glu Lys Asn lie Thr Val Asn Tyr Asn Gly Thr Leu 
290 295 " 300 

He Asn Glu Thr val Phe Glu Phe Asp Trp Lys Ser Tyr He Gin Asp 
305 310 315 320 

Ser Arg Tyr His Tyr Phe Leu Glu Gly Phe Leu Asp Ala Leu Leu cys 

Gly Asn ser ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr Met cys val 

340 345 350 

Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr ser phe Asp Thr Phe 
355 360 365 

Ser Tro Ala Phe Leu Ser Leu Phe Arg Leu Met Thr Gin Asp Phe Trp 
370 375 380 

Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr Tyr Met 
385 390 395 400 

lie Phe Phe val Leu Val lie Phe Leu Gly Ser Phe Tyr Leu He Asn 

405 410 415 

Leu lie Leu Ala Val Val Ala Met Ala Tyr Glu Glu Gin Asn Gin Ala 
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420 425 430 

# 

Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin Met lie 
435 440 445 

Glu Gin Leu Lys Lys Gin Gin Glu Ala Ala Gin Gin Ala Ala Thr Ala 
450 455 460 

Thr Ala ser Glu His Ser Arg Glu pro Ser Ala Ala Gly Arg Leu Ser 
465 470 475 480 

Asp ser ser Ser Glu Ala Ser Lys Leu Ser ser Lys ser Ala Lys. Glu 

485 490 

Arg Arg Asn Arg Arg Lys Lys Arg Lys Gin Lys Glu Gin ser Gly Gly 

500 " 505 510 

Glu Glu Lys Asp Glu Asp Gl u phe Gin Lys Ser Glu Ser Glu Asp Ser 
515 520 

He Arg Arg Lys Gly Phe Arg Phe Ser lie Glu Gly Asn Arg Leu Thr 
530 535 540 

T yr Glu Lys Arg Tyr ser ser pro His Gin ser Leu Leu Ser lie Arg 

Gly ser Leu Phe Ser Pro Arg Arg Asn Ser Arg Thr Ser Leu Phe ser 

565 570 

Phe Arg Gly Arg Ala Lys Asp val Gly Ser Glu Asn Asp Phe Ala Asp 

Asp Glu His ser Thr Phe Glu Asp Asn Glu Ser Arg Arg Asp Ser Leu 
r 595 600 "Ub 

Phe val Pro Arg Arg His Gly Glu Arg Arg Asn Ser Asn Leu Ser Gin 
610 615 620 

Thr ser Arg ser ser Arg Met Leu Ala Val Phe Pro Ala Asn Gly Lys 
625 630 635 04U 

Met His ser Thr val Asp Cys Asn Gly val Val Ser Leu val Gly Gly 

545 650 D:>:> 

Pro ser val Pro Thr ser Pro val Gly Gin Leu Leu Pro Glu val He 

660 665 o/u 

He Asp Lys Pro Ala Thr Asp Asp Asn Gly Thr Thr Thr Glu Thr Glu 
H 675 680 685 

Met Arg Lys Arg Arg Ser Ser Ser Phe His val Ser Met Asp Phe Leu 
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690 695 700 

Glu Asp Pro Ser Gin Arg Gin Arg Ala Met Ser lie Ala Ser lie Leu 
705 710 715 720 

Thr Asn Thr val Glu Glu Leu Glu Glu Ser Arg Gin Lys cys Pro Pro 

725 730 735 

Cvs Trp Tvr Lys Phe Ser Asn lie Phe Leu lie Trp Asp Cys Ser Pro 

740 745 750 

Tyr Trp Leu Lys val Lys His val val Asn Leu val Val Met Asp Pro 
755 760 765 

Phe Val Asp Leu Ala He Thr lie Cys lie Val Leu Asn Thr Leu Phe 
770 775 780 

Met Ala Met Glu His Tyr Pro Met Thr Asp His Phe Asn Asn val Leu 
785 790 795 800 

Thr val Gly Asn Leu Val Phe Thr Gly He Phe Thr Ala Glu Met Phe 

805 , 810 815 

Leu Lys lie He Ala Met Asp pro Tyr Tyr Tyr Phe Gin Glu Gly Trp 

820 825 o5U 

Asn lie Phe Asp Gly Phe lie val Thr Leu ser Leu Val Glu Leu Gly 
835 840 ° 4 -> 

Leu Ala Asn Val Glu Gly Leu Ser Val Leu Arg ser Phe Arg Leu Leu 
850 855 860 

Arg val Phe Lys Leu Ala Lys ser Trp Pro Thr Leu Asn Met Leu lie 
865 870 875 880 

lvs He He Gly Asn ser Val Gly Ala Leu Gly Asn Leu Thr Leu val 

885 890 

Leu Ala He He val Phe He Phe Ala Val val Gly Met Gin Leu Phe 

900 905 y-LU 

Gly Lys ser Tyr Lys Asp cys val cys Lys He Ala Ser Asp Cys Gin 
915 920 925 

Leu Pro Arg Trp His Met Asn Asp Phe Phe His Ser Phe Leu He Val 
930 935 940 



\ 



Phe Arg Val Leu Cys Gly Glu Trp lie Glu Thr Met Trp Asp Cys Met 

945 " 950 955 sou 

Glu val Ala Gly Gin Ala Met cys Leu Thr val Phe Met Met val Met 
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965 970 975 

Val He Gly Asn Leu Val Val Leu Asn Leu Phe Leu Ala Leu Leu Leu 

980 985 990 

Ser Ser Phe Ser Ala Asp Asn Leu Ala Ala Thr Asp Asp Asp Asn Glu 
995 1000 1005 

Met Asn. Asn Leu Gin lie Ala Val Asp Arg Met His Lys Gly val 
1010 1015 1020 

Ala Tyr val Lys Arg Lys lie Tyr Glu Phe lie Gin Gin Ser Phe 
1025 1030 1035 

lie Arq Lys Gin Lys lie Leu Asp Glu He Lys Pro Leu Asp Asp 
1040 1045 1050 

Leu Asn Asn Lys Lys Asp Ser Cys Met Ser Asn His Thr Thr Glu 
1055 1060 1065 

lie Gly Lys Asp Leu Asp Tyr Leu Lys Asp Val Asn Gly Thr Thr 
1070 1075 1080 

ser Gly lie Gly Thr Gly Ser Ser Val Glu Lys Tyr lie lie Asp 
1085 • 1090 1095 

Glu ser Asp Tyr Met Ser Phe lie Asn Asn Pro Ser Leu Thr val 
1100 1105 1110 

Thr val Pro He Ala Val Gly Glu Ser Asp Phe Glu Asn Leu Asn 
1115 1120 H25 

Thr Glu Asp Phe Ser Ser Glu Ser Asp Leu Glu Glu Ser Lys Glu 
1130 1135 . 1140 

Lys Leu Asn Glu Ser Ser Ser Ser Ser Glu Gly Ser Thr val Asp 
1145 1150 1155 

lie Gly Ala Pro val Glu Glu Gin Pro val Val Glu Pro Glu Glu 
11(50 H65 H70 

Thr Leu Glu Pro Glu Ala cys Phe Thr Glu Gly Cys Val Gin Arg 
1175 1180 1185 

Phe Lys cys Cys Gin lie Asn val Glu Glu Gly Arg Gly Lys Gin 
1190 1195 1200 

Trp Trp Asn Leu Arg Arg Thr Cys Phe Arg lie yal Glu His Asn 
1205 121° 1215 

t 

Trp Phe Glu Thr Phe lie val Phe Met lie Leu Leu ser ser Gly 
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1220 1225 1230 

Ala Leu Ala Phe Glu Asp He Tyr lie Asp Gin Arg Lys Thr He 
1235 1240 1245 

Lys Thr Met Leu Glu Tyr Ala Asp Lys Val Phe Thr Tyr lie Phe 
1250 1255 1260 

lie Leu Glu Met Leu Leu Lys Trp val Ala Tyr Gly^ Tyr Gin Thr 
1265 1270 1275 

Tyr Phe Thr Asn Ala Trp cys Trp Leu Asp Phe Leu He val Asp 
1280 1285 1290 

Val Ser Leu val Ser Leu Thr Ala Asn Ala Leu Gly Tyr Ser Glu 
1295 1300 1305 

■ 

Leu Gly Ala lie Lys ser Leu Arg Thr Leu Arg Ala Leu Arg Pro 
1310 1315 1320 

Leu Arg Ala Leu Ser Arg Phe Glu Gly Met Arg val val Val Asn 
1325 1330 1335 

Ala Leu Leu Gly Ala He Pro ser He Met Asn val Leu Leu val 
1340 1345 1350 

* 

cys Leu He Phe Trp Leu He Phe ser He Met Gly val Asn Leu 
y 1355 1360 1365 

Phe Ala Gly Lys Phe Tyr His Cys He Asn Thr Thr Thr Gly Asp 
1370 1375 1380 

Arg Phe Asp He Glu Asp Val Asn Asn His Thr Asp Cys Leu Lys 
y 1385 1390 1395 

Leu lie Glu Arg Asn Glu Thr Ala 
1400 1405 

<210> 80 

<211> 2009 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Met Glu Gin Thr val Leu val Pro Pro Gly Pro Asp Ser Phe Asn Phe 
1 5 10 x:> 

Phe Thr Arg Glu Ser Leu Ala Ala He Glu Arg Arg He Ala Glu Glu 

20 25 *v 

lvs Ala Lys Asn Pro Lys Pro Asp Lys Lys Asp Asp Asp Glu Asn Gly 
35 40 45 
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Pro Lvs Pro Asn Ser Asp Leu Glu Ala Gly Lys Asn Leu Pro phe lie 
50 55 60 

Tvr Glv asd lie Pro Pro Glu Met val ser Glu Pro Leu Glu Asp Leu 
6 l y 70 75 80 

Asp Pro Tyr Tyr He Asn Lys Lys Thr Phe lie Val Leu Asn Lys Leu 

85 90 

Lvs Ala lie Phe Arg Phe Ser Ala Thr ser Ala Leu Tyr lie Leu Thr 
7 100 105 110 . 

t m 

pro Phe Asn Pro Leu Arg Lys lie Ala He Lys He Leu Val His Ser 
115 120 125 

Leu Phe ser Met Leu lie Met cys Thr lie Leu Thr Asn cys val Phe 
130 135 140 

Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn Val Glu Tyr Thr 
145 150 155 J-ou 

Phe Thr Gly lie Tyr Thr Phe Glu ser Leu He Lys lie He Ala Arg 

165 170 

Gly Phe cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn Trp 

Leu Asp Phe Thr val lie Thr Phe' Ala Tyr val Thr Glu Phe Val Asp 
195 200 ^ u:> 

Leu Gly Asn Val ser Ala Leu Arg Thr Phe Arg Val Leu Arg Ala Leu 
210 215 " u 

Lys Thr lie ser val He Pro Gly Leu Lys Thr lie val Gly Ala Leu 
225 230 

He Gin ser val Lys Lys Leu ser Asp val Met He Leu Thr Val Phe 

cys Leu ser Val Phe Ala Leu He Gly Leu Gin Leu phe Met Gly Asn 
■ ' 260 265 

Leu Arg Asn Lys Cys He Gin Trp Pro pro Thr Asn Ala ser Leu Glu 

Glu His ser He Glu Lys Asn He Thr Val Asn Tyr Asn Gly Thr Leu 
290 295 iUU 

He Asn Glu Thr Val Phe Glu Phe Asp Trp Lys Ser Tyr He Gin Asp , 
305 310 
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ser Arg Tyr His Tyr Phe Leu Glu Gly Phe Leu Asp Ala Leu Leu cys 

325 330 335 

Glv Asn Ser Ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr Met cys Val 
y 340 345 350 

lvs Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr Ser Phe Asp Thr Phe 
355 360 365 

Ser trp Ala Phe Leu Ser Leu Phe Arg Leu Met Thr Gin Asp Phe Trp 
370 375 380 

Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr Tyr Met 
385 390 395 400 

lie Phe Phe Val Leu val lie phe Leu Gly Ser Phe Tyr Leu lie Asn 

405 410 415 

Leu lie Leu Ala val val Ala Met Ala Tyr Glu Glu Gin Asn Gin Ala 

420 425 430 

Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin Met lie 
435 440 445 . 

Glu Gin Leu Lys Lys Gin Gin Glu Ala Ala Gin Gin Ala Ala Thr Ala 
450 455 460 

Thr Ala ser Glu His Ser Arg Glu Pro Ser Ala Ala Gly Arg Leu Ser 
465 470 475 480 

asp ser ser Ser Glu Ala Ser Lys Leu Ser Ser Lys Ser Ala Lys Glu 

485 490 4y-> 

Arg Arg Asn Arg Arg Lys Lys Arg Lys Gin Lys Glu Gin Ser Gly Gly 
y 500 505 510 

Glu Glu Lys Asp Glu Asp Gl u Phe Gin Lys Ser Glu ser Glu Asp Ser 
515 520 525 

lie Arg Arg Lys Gly Phe Arg Phe Ser lie Glu Gly Asn Arg Leu Thr 
530 535 . 540 

Tvr Glu Lys Arg Tyr ser ser Pro His Gin ser Leu Leu Ser lie Arg 
545 550 555 560 

Gly ser Leu Phe Ser Pro Arg Arg Asn ser Arg Thr ser Leu Phe Ser 

565 570 57^ 

Phe Arg Gly Arg Ala Lys Asp val Gly Ser Glu Asn 'Asp Phe Ala Asp 

580 . 585 59U 
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Asp Glu His Ser Thr Phe Glu Asp Asn Glu ser Arg Arg Asp Ser Leu 
595 600 605 

Phe val Pro Arg Arg His Gly Glu Arg Arg Asn Ser Asn Leu ser Gin 
. 610 615 620 

Thr ser Arg Ser ser Arg Met Leu Ala Val Phe Pro Ala Asn Gly Lys 
625 630 635 640 

Met His ser Thr val Asp Cys Asn Gly val Val Ser Leu Val Gly Gly 

645 650 655 

« 

pro Ser Val Pro Thr Ser Pro Val Gly Gin Leu Leu Pro Glu val lie 

660 665 670 

♦ * 

* * 

He Asp Lys Pro Ala Thr Asp Asp Asn Gly Thr Thr Thr Glu Thr Glu 
675 680 685 

Met Arg Lys Arg Arg Ser Ser ser Phe His val Ser Met Asp Phe Leu 
690 695 700 

♦ 

Glu Asp Pro ser Gin Arg Gin Arg Ala Met Ser He Ala ser lie Leu 
705 710 715 720 

Thr Asn Thr val Glu Glu Leu Glu Glu Ser Arg Gin Lys cys Pro Pro 

725 730 735 

cys Trp Tyr Lys Phe ser Asn He Phe Leu He Trp Asp Cys Ser Pro 

Tyr Trp Leu Lys Val Lys His val Val Asn Leu Val Val Met Asp Pro 
755 760 7o5 

Phe Val Asp Leu Ala He Thr lie Cys lie Val Leu Asn Thr Leu Phe 
770 775 780 

Met Ala Met Glu His Tyr Pro. Met Thr Asp His Phe Asn Asn Val Leu 
785 790 795 800 

Thr Val Gly Asn Leu val Phe Thr Gly lie Phe Thr Ala Glu Met Phe 

805 810 815 

Leu Lys He He Ala Met Asp Pro Tyr Tyr Tyr Phe Gin Glu Gly Trp 

820 825 ° 3 

Asn He Phe Asp Gly Phe He val Thr Leu ser Leu val Glu Leu Gly 
835 840 845 

Leu Ala Asn Val Glu Gly Leu Ser val Leu Arg ser Phe Arg Leu Leu 
850 855 860 
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Arg val Phe Lys Leu Ala Lys Ser Trp Pro Thr Leu Asn Met Leu lie 
865 870 875 880 

Lys He lie Gly Asn ser val Gly Ala Leu Gly Asn Leu Thr Leu val 

885 . 890 895 

Leu Ala lie lie val Phe lie Phe Ala val Val Gly Met Gin Leu Phe ■ 

900 905 910 

Gly Lys ser Tyr Lys Asp cys val cys Lys lie Ala ser Asp Cys Gin 
915 920 925 

Leu Pro Arg Trp His Met Asn Asp Phe Phe His ser Phe Leu lie Val 
930 935 940 

Phe Arg val Leu Cys Gly Glu Trp He Glu Thr Met Trp Asp Cys Met 
945 950 955 SOU 

Glu val Ala Gly Gin Ala Met cys Leu Thr val Phe Met Met Val Met 

965 970 »'5 

Val He Gly Asn Leu Val Val Leu Asn Leu Phe Leu Ala Leu Leu Leu 

980 985 y yu 

Ser Ser Phe Ser Ala Asp Asn Leu Ala Ala Thr Asp Asp Asp Asn Glu 
995 1000 

• » 

Met Asn Asn Leu Gin He Ala Val Asp Arg Met His Lys Gly Val 
1010 1015 1020 

Ala Tyr val Lys Arg Lys lie Tyr Glu Phe lie Gin Gin Ser Phe 
!025 1° 30 10 " 

lie Arg Lys Gin Lys He Leu Asp Glu lie Lys Pro Leu Asp Asp 
1040 1045 1050 

Leu Asn Asn Lys Lys Asp Ser Cys Met Ser Asn His Thr Thr Glu 
1055 1060 1065 

He Gly Lys Asp Leu Asp Tyr Leu Lys Asp Val Asn Gly Thr Thr 
1070 1075 1080 

ser Gly He Gly Thr Gly ser Ser val Glu Lys Tyr He He Asp 
1085 1090 1095 

Glu ser Asp Tyr Met Ser Phe lie Asn Asn Pro Ser Leu Thr Val 
1100 H05 111° 

Thr val Pro lie Ala Val Gly Glu Ser Asp Phe Glu Asn Leu Asn 
1115 1120 
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* 

Thr Glu Asp Phe ser ser Glu Ser Asp Leu Glu Glu ser Lys Glu 
1130 1135 1140 

Lvs Leu Asn Glu ser ser ser ser ser Glu Gly Ser Thr val Asp 
1145 1150 1155 

lie Gly Ala Pro val Glu Glu Gin Pro Val Val Glu Pro Glu Glu 
1160 1165 1170 

Thr Leu Glu Pro Glu Ala Cys Phe Thr Glu Gly Cys Val Gin Arg 
1175 1180 1185 

Phe Lys Cys Cys Gin lie Asn Val Glu Glu Gly Arg Gly Lys Gin 
1190 .1195 1200 

♦ 

TrD Trp Asn Leu Arg Arg Thr Cys Phe Arg lie Val Glu His Asn 
M 1205 1210 1215 

Tm Phe Glu Thr Phe lie Val Phe Met lie Leu Leu Ser Ser Gly 
1220 1225 1230 

Ala Leu Ala Phe Glu Asp lie Tyr lie Asp Gin Arg Lys Thr lie 
1235 1240 1245 

lvs Thr Met Leu Glu Tyr Ala Asp Lys Val Phe Thr Tyr lie Phe 
1250 1255 1260 

He Leu Glu Met Leu Leu Lys Trp Val Ala Tyr Gly Tyr Gin Thr 
1265 1270 1275 

Tyr Phe Thr Asn Ala Trp cys Trp Leu Asp Phe Leu He Val- Asp 
1280 1285 1290 

Val Ser Leu val Ser Leu Thr Ala Asn Ala Leu Gly Tyr Ser Glu 
1295 1300 1305 

Leu Gly Ala lie Lys Ser Leu Arg Thr Leu Arg Ala Leu Arg Pro 
1310 1315 1320 

Leu Arq Ala Leu Ser Arg Phe Glu Gly Met Arg Val Val Val Asn 
1325 1330 1335 

Ala Leu Leu Gly Ala He Pro ser lie Met Asn val Leu Leu val 
1340 1345 1350 

Cvs Leu He Phe Trp Leu He Phe ser lie Met Gly val Asn Leu 
1355 1360 1365 

Phe Ala Gly Lys Phe Tyr His cys He Asn Thr Thr Thr Gly Asp 
1370 1375 1380 
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Arq Phe Asp lie Glu Asp val Asn Asn His Thr Asp Cys Leu Lys 
y 1385 1390 1395 

Leu He Glu Arq Asn Glu Thr Ala Arg Trp Lys Asn Val Lys val 
1400 1405 1410 

Asn Phe Asp Asn Val Gly Phe Gly Tyr Leu ser Leu Leu Gin Val 
1415 1420 1425 

Ala Thr Phe Lys Gly Trp Met Asp He Met Tyr Ala Ala Val Asp 
1430 1435 1440 

Ser Arg Asn Val Glu Leu Gin Pro Lys Tyr Glu Lys ser Leu Tyr 
1445 1450 14 5 s 

Met Tyr Leu Tyr Phe Val He Phe He He Phe Gly Ser Phe Phe 
1460 I 455 14 /U 

* 

Thr Leu Asn Leu Phe He Gly val He He Asp Asn Phe Asn Gin 
1475 1480 1485 

Gin Lys Lys Lys Phe Gly Gly Gin Asp lie phe M|t Q Thr Glu. Glu 
1490 

Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys Leu Gly Ser Lys Lys 
1505 1510 J- 513 

Pro Gin Lys Pro lie Pro Arg Pro Gly Asn Lys Phe Gin Gly Met 
1520 1525 

* « 

val Phe Asp Phe val Thr Arg Gin val Phe Asp lie Ser He Met 
1535 I 540 

He Leu He cys Leu Asn Met Val Thr Met Met Val Glu Thr Asp 
1550 I 555 lbbU 

Asp Gin ser Glu Tyr val Thr Thr He Leu Ser Arg He Asn Leu 
1565 I 570 

Val Phe He val Leu Phe Thr Gly Glu cys val Leu Lys Leu He 
1580 I 585 lb9U 

ser Leu Arg His Tyr Tyr Phe Thr He Gly Trp Asn He. Phe Asp 
1595 1600 

Phe val val val He Leu ser He val Gly Met Phe Leu Ala Glu 
1610 I 615 

Leu He Glu Lys Tyr Phe val ser Pro Thr Leu Phe Arg val He 
1625 I 630 
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Arg ueu Ala Arg lie Gly Arg lie Leu Arg Leu lie Lys Gly Ala 
1640 1645 1650 

Lvs Glv He Arg Thr Leu Leu Phe Ala Leu Met Met ser Leu Pro 
3 1655 1660 1665 

Ala Leu Phe Asn He Gly Leu Leu Leu Phe Leu Val Met Phe lie 
1670 1675 1680 

Tvr Ala lie Phe Gly Met ser Asn Phe Ala Tyr yal Lys Arg Glu 
1685 1690 1695 

- ► 

val Gly lie Asp Asp Met Phe Asn Phe Glu Thr Phe Gly Asn Ser 
1700 1705 1710 

Met He cys Leu Phe Gin lie Thr Thr Ser Ala Gly Trp Asp Gly 
17 15 1720 1725 

Leu Leu Ala Pro He Leu Asn Ser Lys Pro Pro Asp Cys Asp Pro 
1730 1735 1740 

Asn Lys val Asn Pro Gly ser Ser val Lys Gly Asp cys Gly Asn 
1745 1750 1755 

» 

Pro ser Val Gly He Phe Phe Phe val ser Tyr lie He He Ser 
1760 1765 1770 

Phe Leu Val Val Val Asn Thr Tyr He Ala Val lie Leu Glu Asn 
1775 1780 1785 

Phe ser Val Ala Thr Glu Glu Ser Ala Glu Pro Leu Ser Glu Asp 
1790 1795 1800 

Asp Phe Glu Met Phe Tyr Glu Val Trp Glu Lys Phe Asp Pro Asp 
1805 1810 I 815 

Ala Thr Gin Phe Met Glu Phe Glu Lys Leu Ser Gin Phe Ala Ala 
1820 I 825 

Ala Leu Glu Pro Pro Leu Asn Leu Pro Gin Pro Asn Lys Leu Gin 
1835 1840 1845 

Leu He Ala Met Asp Leu Pro Met val Ser Gly Asp Arg He His 
1850 1855 I860 

cys Leu Asp lie Leu Phe Ala Phe Thr Lys Arg val Leu Gly Glu 
1865 1870 187b 

ser Gly Glu Met Asp Ala Leu Arg He Gin Met Glu Glu Arg Phe 
1880 • 1885 1890 
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Met Ala Ser Asn Pro ser Lys val ser Tyr Gin Pro lie Thr Thr 
1895 1900 1905 

Thr Leu Lys Arg Lys Gin Glu Glu val Ser Ala Val lie lie Gin 
1910 1915 1920 

Arq Ala Tyr Arg Arg His Leu Leu Lys Arg Thr val Lys Gin Ala 
1925 1930 1935 

ser Phe Thr Tyr Asn Lys Asn Lys lie Lys Gly Gly Ala Asn Leu 
1940 1945 1950 

Leu lie Lys Glu Asp Met lie lie Asp Arg lie Asn Glu Asn ser 
1955 I960 1965 

lie Thr Glu Lys Thr Asp Leu Thr Met Ser Thr Ala Ala Cys pro 
1970 1975 1980 

Pro Ser Tyr Asp Arg val Thr Lys Pro lie val Glu Lys His Glu 
1985 1990 1995 

Gin Glu Gly Lys Asp Glu Lys Ala Lys Gly Lys 
2000 2005 

<210> 81 

<211> 1891 

<212> PRT 

<213> Homo sapiens 

<400> 81 

Met Glu Gin Thr val Leu Val Pro Pro Gly Pro Asp Ser Phe Asn Phe 
15 10 15 

« 

Phe Thr Arg Glu Ser Leu Ala Ala lie Glu Arg Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Asn Pro Lys Pro Asp Lys Lys Asp Asp Asp Glu Asn Gly 
J 35 40 45 

Pro Lys Pro Asn ser Asp Leu Glu Ala Gly Lys Asn Leu Pro Phe lie 
50 55 60 

Tvr Gly Asp He Pro Pro Glu Met val ser Glu Pro Leu Glu Asp Leu 
65 70 75 80 

Asp pro Tyr Tyr He Asn Lys Lys Thr Phe He val Leu Asn Lys Leu 

85 90 

Lys Ala lie Phe Arg Phe Ser Ala Thr Ser Ala Leu Tyr lie Leu Thr 

100 105 110 

♦ 
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Pro Phe Asn Pro Leu Arg Lys lie Ala *le Lys lie Leu val His ser 
1X5 120 125 

Leu Phe Ser Met Leu lie Met cys Thr lie Leu Thr Asn Cys Val Phe 
130 135 140 

Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn Val Glu Tyr Thr 
145 150 155 160 . 

Phe Thr Gly lie Tyr Thr Phe Glu Ser Leu lie Lys lie lie Ala Arg 

165 170 175 

Gly Phe Cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn Trp 

180 185 190 

Leu Asp Phe Thr Val lie Thr Phe Ala Tyr Val Thr Glu Phe val Asp 
195 200 205 

Leu Gly Asn val ser Ala Leu Arg Thr Phe Arg val Leu Arg Ala Leu 
210 215 220 

Lys Thr lie Ser val lie Pro Gly Leu Lys Thr He val Gly Ala Leu 
225 230 235 240 

lie Gin ser val Lys Lys Leu ser Asp val Met He Leu Thr Va] Phe 

245 250 .255 

cvs Leu ser val Phe Ala Leu lie Gly Leu Gin Leu phe Met Gly Asn 
y 260 265 270 

Leu Arq Asn Lys Cys lie Gin Trp Pro Pro Thr Asn Ala Ser Leu Glu 
y 275 280 285 

Glu His ser lie Glu Lys Asn lie Thr val Asn Tyr Asn Gly Thr Leu 
290 295 300 

lie Asn Glu Thr val Phe Glu phe Asp Trp Lys Ser Tyr lie Gin Asp 
305 310 315 320 

Ser Arg Tyr His Tyr Phe Leu Glu Gly Phe Leu Asp Ala Leu Leu cys 

325 330 335 

Gly Asn ser Ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr Met cys val 

340 345 350 

Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr Ser Phe Asp Thr Phe 
355 360 365 . 

Ser Trp Ala Phe Leu Ser Leu Phe Arg Leu Met Thr Gin Asp Phe Trp 
370 375 380 
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Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr Tyr Met 
385 390 395 400 

lie Phe Phe val Leu val lie Phe Leu Gly ser Phe Tyr Leu He Asn 

405 410 415 

Leu lie Leu Ala Val Val Ala Met Ala Tyr Glu Glu Gin Asn Gin Ala 

420 425 430 

Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin Met lie 
435 440 445 

Glu Gin Leu Lys Lys Gin Gin Glu Ala Ala Gin Gin Ala Ala Thr Ala 
450 455 460 

Thr Ala Ser Glu His ser Arg Glu Pro Ser Ala Ala Gly Arg Leu Ser 
465 470 475 480 

Asp Ser Ser Ser Glu Ala Ser Lys Leu Ser ser Lys Ser Ala Lys Glu 

485 490 49b 

Arg Arg Asn Arg Arg Lys Lys Arg Lys Gin Lys Glu Gin ser Gly Gly 

500 505 

■ 

Glu Glu Lys Asp Glu Asp Glu phe Gin Lys Ser Glu Ser Glu Asp Ser 
515 520 525 

lie Arg Arg Lys Gly Phe Arg Phe ser lie Glu Gly Asn Arg Leu Thr 
530 535 540 

Tyr Glu Lys Arg Tyr ser .ser Pro His Gin Ser Leu Leu Ser He Arg 
545 550 555 ™v 

Gly ser Leu Phe Ser Pro Arg Arg Asn ser Arg Thr Ser Leu Phe Ser 

565 570 ->'3 

Phe Arg Gly Arg Ala Lys Asp val Gly Ser Glu Asn Asp Phe Ala Asp 

580 585 

Asp Glu His ser Thr Phe Glu Asp Asn Glu Ser Arg Arg Asp ser Leu 
595 600 oOb 

Phe val Pro Arg Arg His Gly Glu Arg Arg Asn ser Asn Leu ser Gin 
610 615 620 

Thr ser Arg ser ser Arg Met Leu Ala val Phe Pro Ala Asn Gly Lys 
625 630 635 640 

Met His ser Thr val Asp Cys Asn Gly Val val Ser Leu Val Gly Gly 

645 650 obb 
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Pro Ser val Pro Thr Ser Pro Val Gly Gin Leu Leu Pro Glu Val He 

660 665 . 670 

lie Asp Lys Pro Ala Thr Asp Asp Asn Gly Thr Thr Thr Glu Thr Glu 
675 680 685 

Met Arg Lys Arq Arg Ser ser ser Phe His val Ser Met Asp Phe Leu 
690 695 700 

Glu Asp Pro ser Gin Arg Gin Arg Ala Met ser lie Ala ser lie Leu 
705 710 715 720 

Thr Asn Thr val Glu Glu Leu Glu Glu Ser Arg Gin Lys cys Pro Pro 

725 730 735 

cys Trp Tyr Lys Phe ser Asn lie Phe Leu lie Trp Asp Cys Ser Pro 
y 740 745 750 

Tvr Tro Leu Lys val Lys His val val Asn Leu Val Val Met Asp Pro 
755 760 765 

Phe val Asp Leu Ala lie Thr lie Cys lie val Leu Asn Thr Leu Phe 
770 . '775 780 

Met Ala Met Glu His Tyr Pro Met Thr Asp His Phe Asn Asn Val Leu 
785 790 795 800 

Thr val Gly Asn Leu val Phe Thr Gly lie Phe Thr Ala Glu Met Phe 

805 810 815 

Leu Lys He He Ala Met Asp Pro Tyr Tyr Tyr Phe Gin Glu Gly Trp 

820 • 825 830 

Asn lie Phe Asp Gly Phe lie val Thr Leu Ser Leu val Glu Leu Gly 
835 840 845 

Leu Ala Asn Val Glu Gly Leu ser Val Leu Arg Ser Phe Arg Leu Leu 
850 855 860 

Arq val Phe Lys Leu Ala Lys ser Trp Pro Thr Leu Asn Met Leu lie 
865 870 * 875 880 

Lvs lie lie Gly Asn Ser val Gly Ala Leu Gly Asn Leu Thr Leu val 

885 890 895 

Leu Ala lie He Val Phe lie Phe Ala val Val Gly Met Gin Leu Phe 

900 905 910 

Glv Lys Ser Tyr Lys Asp cys Val Cys Lys lie Ala Ser Asp cys Gin 
y 915 920 925 
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Leu Pro Arg Trp His Met Asn Asp' Phe Phe His Ser phe Leu lie val 
930 935 940 

Phe Arg val Leu cys Gly Glu Trp lie Glu Thr Met Trp Asp cys Met 
945 950 955 960 

Glu Val Ala Gly Gin Ala Met cys Leu Thr val Phe Met Met val Met 

965 970 975 

Val lie Gly Asn Leu Val Val Leu Asn Leu Phe Leu Ala Leu Leu Leu 

980 985 990 

Ser Ser Phe Ser Ala Asp Asn Leu Ala Ala Thr Asp Asp Asp Asn Glu 
995 1000 1005 

Met Asn Asn Leu Gin lie Ala Val Asp Arg Met His Lys Gly Val 
1010 1015 1020 

Ala Tyr val Lys Arg Lys lie Tyr Glu Phe lie Gin Gin Ser Phe 
1025 1030 1035 

lie Arg Lys Gin Lys lie Leu Asp Glu lie Lys Pro Leu Asp Asp 
1040 1045 1050 

Leu Asn Asn Lys Lys Asp Ser cys Met ser Asn His Thr Thr Glu 
1055 1060 .1065 

lie Gly Lys Asp Leu Asp Tyr Leu Lys Asp val Asn Gly Thr Thr 
1070 1075 1080 

Ser Gly lie Gly Thr Gly Ser Ser Val Glu Lys Tyr lie lie Asp 
1085 1090 1095 

» 

Glu ser Asp Tyr Met Ser Phe He Asn Asn Pro Ser Leu Thr Val 
1100 1105 1110 

Thr val Pro lie Ala val. Gly Glu Ser Asp Phe Glu Asn Leu Asn 
1115 1120 1125 

Thr Glu Asp Phe Ser Ser Glu Ser Asp Leu Glu Glu Ser Lys Glu 
1130 1135 1140 

Lys Leu Asn Glu Ser Ser Ser Ser Ser Glu Gly Ser Thr val Asp 
1145 1150 1155 

* 

He Gly Ala Pro val Glu Glu Gin Pro Val val Glu Pro Glu Glu 
1160 1165 1170 

Thr Leu Glu Pro Glu Ala cys Phe Thr Glu Gly Cys val Gin Arg 
. 1175 1180 1185 
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Phe Lys cys cys Gin lie Asn val Glu Glu Gly Arg Gly Lys Gin 
1190 1195 .1200 

Trp Trp Asn Leu Arg Arg Thr Cys Phe Arg lie val Glu His Asn 
1205 1210 1215 

Trp Phe Glu Thr Phe lie Val Phe Met lie Leu Leu Ser Ser Gly 
1220 1225 1230 

Ala Leu Ala Phe Glu Asp lie Tyr lie Asp Gin Arg Lys Thr He 
1235 1240 1245 

Lys Thr Met Leu Glu Tyr Ala Asp Lys Val Phe Thr Tyr lie Phe 
1250 1255 1260 

lie Leu Glu Met Leu Leu Lys Trp Val Ala Tyr Gly Tyr Gin Thr 
1265 1270 1275 

r- 

Tyr Phe Thr Asn Ala Trp cys Trp Leu Asp Phe Leu lie val Asp 
1280 1285 1290 

val Ser Leu val Ser Leu Thr Ala Asn Ala Leu Gly Tyr ser Glu 
1295 1300 1305 

Leu Gly Ala lie Lys Ser Leu Arg Thr Leu Arg Ala Leu Arg Pro 
1310 1315 1320 

Leu Arq Ala Leu Ser Arg Phe Glu Gly Met Arg val Val val Asn 
.1325 1330 1335 

Ala Leu Leu Gly Ala lie Pro Ser lie Met Asn Val Leu Leu val 
1340 1345 1350 

Cvs Leu lie Phe Trp Leu lie Phe Ser lie Met Gly val Asn Leu 
1355 1360 1365 . 

Phe Ala Gly Lys Phe Tyr His Cys lie Asn Thr Thr Thr Gly Asp. 
1370 1375 1380 

Arq Phe Asp lie Glu Asp Val Asn Asn His Thr Asp Cys Leu Lys 
1385 1390 1395 

Leu lie Glu Arg Asn Glu Thr Ala Arg Trp Lys Asn val Lys val 
1400 1405 1410 

Asn Phe Asp Asn val Gly Phe Gly Tyr Leu Ser Leu Leu Gin val 
1415 1420 1425 

Ala Thr Phe Lys Gly Trp Met Asp lie Met Tyr Ala Ala Val Asp 
1430 1435 1440 
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Ser Arg Asn Val Glu Leu Gin Pro Lys Tyr Glu Lys Ser Leu Tyr 
1445 1450 1455 

Met Tyr Leu Tyr Phe val lie Phe lie lie Phe Gly Ser Phe Phe 
1460 1465 1470 

Thr Leu Asn Leu Phe He Gly val He lie Asp Asn Phe Asn Gin 
1475 .1480 1485 

Gin Lys Lys Lys Phe Gly Gly Gin Asp lie Phe Met Thr Glu Glu 
1490 1495 1500 

Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys Leu Gly ser Lys Lys 
1505 1510 . 1515 

Pro Gin Lys Pro lie Pro Arg. Pro Gly Asn Lys Phe Gin Gly Met 
1520 1525 1530 

Val Phe Asp Phe Val Thr Arg Gin Val Phe Asp He Ser He Met 
1535 1540 1545 

0 

lie Leu lie Cys Leu Asn Met Val Thr Met Met val Glu Thr Asp 
1550 1555 1560 

asd Gin ser Glu Tyr Val Thr Thr lie Leu ser Arg lie Asn Leu 
V 1565 1570 1575 

val Phe He val Leu Phe Thr Gly Glu cys val Leu Lys Leu lie 
1580 1585 1590 



ser Leu Arg His Tyr Tyr Phe Thr lie Gly Trp Asn lie Phe Asp 
1595 " 1600 1605 

Phe val val Val He Leu Ser lie val Gly Met Phe Leu Ala Glu 
1610 1615 1620 

Leu He Glu Lys Tyr Phe val ser Pro Thr Leu Phe Arg Val He 
1625 1630 1635 

Arg Leu Ala Arg lie Gly Arg lie Leu Arg Leu lie Lys Gly Ala 
1640 1645 16 5U 

Lys Gly He Arg Thr Leu Leu Phe Ala Leu Met Met Ser Leu Pro 
y 1655 1660 1665 

Ala Leu Phe Asn He Gly Leu Leu Leu Phe Leu Val Met Phe He 
1670 1675 I 680 

Tvr Ala He Phe Gly Met Ser Asn Phe Ala Tyr val Lys Arg Glu 
y 1685 1690 1695 
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Val Gly lie asp Asp Met Phe Asn Phe Glu Thr Phe Gly Asn Ser 
1700 1705 1710 

Met lie Cys Leu Phe Gin lie Thr Thr Ser Ala Gly Trp Asp Gly 
1715 1720 1725 

Leu Leu Ala Pro lie Leu Asn Ser Lys Pro Pro Asp cys Asp Pro 
1730 1735 1740 

Asn Lys val Asn Pro Gly Ser Ser Val Lys Gly Asp Cys Gly Asn 
1745 1750 1755 

Pro Ser val Gly lie Phe Phe Phe Val Ser Tyr lie He lie Ser 
1760 1765 1770 

Phe Leu val val val Asn Met Tyr lie Ala Val lie Leu Glu Asn 
1775 1780 1785 

Phe Ser Val Ala Thr Glu Glu Ser Ala Glu Pro Leu Ser Glu Asp 
1790 1795 1800 

* 

asp Phe Glu Met Phe Tyr Glu Val Trp Glu Lys Phe Asp Pro Asp 
1805 1810 1815 

Ala Thr Gin Phe Met Glu Phe Glu Lys Leu Ser Gin Phe Ala Ala 
1820 1825 1830 

Ala Leu Glu Pro Pro Leu Asn Leu Pro Gin Pro Asn Lys Leu Gin 
1835 1840 1845 

Leu lie Ala Met Asp Leu Pro Met val Ser Gly Asp Arg He His 
1850 1855 I860 

Cvs Leu Asp lie Leu Phe Ala Phe Thr Lys Arg val Leu Gly Glu 
1865 1870 1875 

ser Gly Glu Met Asp Ala Leu Arg He Gin Met Glu Glu 
1880 1885 1890 

<210> 82 

<211> 218 

<212> PRT 

<213> Homo sapiens 

<400> 82 

Met Gly Arg Leu Leu Ala Leu val val Gly Ala Ala Leu Val ser ser 
1 5 10 15 

Ala Cys Gly Gly Cys Val Glu Val Asp ser Glu Thr Glu Ala Val Tyr 

20 25 . 30 
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Gly Met Thr Phe Lys lie Leu cys lie Ser Cys Lys Arg Arg ser Glu 
35 40 45 

Thr Asn Ala Glu Thr Phe Thr Glu Trp Thr Phe Arg Gin Lys Gly Thr 
50 55 60 

Glu Glu Phe val Lys lie Leu Arg Tyr Glu Asn Glu Val Leu Gin Leu 
65 70 75 80 

Glu Glu Asp Glu His Phe Glu Gly Arg Val Val Trp Asn Gly Ser Arg 

85 90 95 

Gly Thr Lys Asp Leu Gin Asp Leu Ser lie Phe lie Thr Asn Val Thr 

100 105 110 

Tyr Asn His Ser Gly Asp Tyr Glu Cys His Val Tyr Arg Leu Leu Phe 
115 120 * 125 

Phe Glu Asn Tyr Glu His Asn Thr ser val val Lys Lys lie His lie 
130 135 140 

• ■ 

Glu Val Val Asp Lys Ala Asn Arg Asp Met Ala Ser lie val Ser Glu 
145 150 155 160 

lie Met Met Tyr Val Leu lie val Val Leu Thr lie Trp Leu val Ala 

165 170 175 

Glu Met lie Tyr Cys Tyr Lys Lys lie Ala Ala Ala Thr Glu Thr* Ala 

180 185 190 

Ala Gin Glu Asn Ala ser Glu Tyr Leu Ala lie Thr ser Glu Ser Lys 
195 200 205 

Glu Asn Cys thr Gly Val Gin val Ala Glu 
210 215 

<210> 83 

<211> 2005 

<212> PRT 

<213> Homo sapiens 

<400> 83 

Met Ala Gin Ser val Leu Val Pro Pro Gly Pro Asp Ser Phe Arg Phe 
15 10 15 

Phe Thr Arg Glu Ser Leu Ala Ala lie Glu Gin Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Arg Pro Lys Gin Glu Arg Lys Asp Glu Asp Asp Glu Asn 
35 40 45 

Gly Pro Lys Pro Asn ser Asp Leu Glu Ala Gly Lys ser Leu Pro Phe 
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50 55 60 

lie Tyr Gly Asp lie Pro Pro Glu Met Val Ser Val Pro Leu Glu Asp 
65 70 75 80 

Leu Asp Pro Tyr Tyr lie Asn Lys Lys Thr Phe lie Val Leu Asn Lys 

85 90 95 

Gly Lys Ala lie Ser Arg Phe Ser Ala Thr Pro Ala Leu Tyr lie Leu 

100 105 . HO 

Thr Pro Phe Asn Pro lie Arg Lys Leu Ala lie Lys lie Leu val His 
115 120 125 

Ser Leu Phe Asn Met Leu lie Met cys Thr lie Leu Thr Asn Cys Val 
130 135 140 

Phe Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn val Glu Tyr 
145 150 155 160 

Thr Phe Thr Gly lie Tyr Thr Phe Glu Ser Leu lie Lys He Leu Ala 

165 170 175 

Arq Gly Phe cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn 

180 185 190 

Tro Leu Asp Phe Thr val lie Thr Phe Ala Tyr val Thr Glu Phe val 
K 195 200 205 

asd Leu Gly Asn val Ser Ala Leu Arg Thr Phe Arg Val Leu Gin Ala 
210 215 220 

Leu Lys Thr lie ser val lie Pro Gly Leu Lys Thr lie val Gly Ala 
225 230 235 240 

Leu lie Gin ser Val Lys Lys Leu Ser Asp val Met lie Leu Thr Val 

245 250 255 

Phe Cys Leu ser val Phe Ala Leu lie Gly Leu Gin Leu Phe Met Gly 

260 265 270 

Asn Leu Arg Asn Lys Cys Leu Gin Trp Pro Pro Asp Asn Ser Ser Phe 
275 280 285 

Glu lie Asn lie Thr Ser Phe Phe Asn Asn Ser Leu Asp Gly Asn Gly 
290 295 300 

* 

Thr Thr Phe Asn Arg Thr Val ser lie Phe Asn Trp Asp Glu Tyr lie 
305 310 315 320 

Glu Asp Lys ser His Phe Tyr Phe Leu Glu Gly Gin Asn Asp Ala Leu 
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325 330 335 

Leu Cys Gly Asn Ser Ser Asp Ala Gly Gin cys Pro Glu Gly Tyr lie 

340 345 350 

Cys Val Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr Ser Phe Asp 
355 360 365 

Thr Phe ser Trp Ala Phe Leu ser Leu Phe Arg Leu Met Thr Gin Asp 
370 375 380 

Phe Trp Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr 
385 390 395 400 

Tyr Met lie Phe Phe val Leu Val He Phe Leu Gly Ser Phe Tyr Leu 

405 410 415 

lie Asn Leu lie Leu Ala Val Val Ala Met Ala Tyr Glu Glu Gin Asn 

420 425 430 

Gin Ala Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin 
435 440 445 

Met Leu Glu Gin Leu Lys Lys Gin Gin Glu Glu Ala Gin Ala Ala Ala 
450 455 460 

Ala Ala Ala Ser Ala Glu Ser Arg Asp Phe Ser Gly Ala Gly Gly lie 
465 470 475 480 

Glv Val Phe Ser Glu Ser Ser Ser Val Ala Ser Lys Leu Ser Ser Lys 
y . 485 490 495 

ser Glu Lys Glu Leu Lys Asn Arg Arg Lys Lys Lys Lys Gin Lys Glu 

500 505 510 

Gin ser Gly Glu Glu Glu Lys Asn Asp Arg val Leu Lys Ser Glu Ser 
515 520 525 

Glu Asp ser He Arg Arg Lys Gly Phe Arg Phe Ser Leu Glu Gly Ser 
530 535 540 

Arq Leu Thr Tyr Glu Lys Arg Phe ser ser Pro His Gin ser Leu Leu 
545 550 555 560 

Ser lie Arg Gly Ser Leu Phe ser Pro Arg Arg Asn Ser Arg Ala Ser 

565 570 575 

Leu Phe Ser Phe Arg Gly Arg Ala Lys Asp lie Gly Ser Glu Asn Asp 

580 585 590 

Phe Ala Asp. Asp Glu His Ser Thr Phe Glu Asp Asn Asp Ser Arg Arg 
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595 600 605 

Asp ser Leu Phe val Pro His Arg His Gly Glu Arg Arg His ser Asn 
610 615 ~ 620 

- 

val Ser Gin Ala Ser Arg Ala ser Arg Val Leu pro lie Leu pro Met 
625 630 635 640 

Asn Gly Lys Met His Ser Ala val Asp Cys Asn Gly val val ser Leu 

645 650 655 

val Gly Gly Pro ser Thr Leu Thr ser Ala Gly Gin Leu Leu Pro Glu 

660 665 670 

Gly Thr Thr Thr Glu Thr Glu lie Arg Lys Arg Arg ser Ser ser Tyr 
675 680 685 

His val ser Met Asp Leu Leu Glu Asp Pro Thr ser Arg Gin Arg Ala 
690 695 700 

Met ser lie Ala Ser lie Leu Thr Asn Thr Met Glu Glu Leu Glu Glu 
705 t ■ 710 715 720 

r 

Ser Arq Gin Lys Cys Pro Pro Cys Trp Tyr Lys Phe Ala Asn Met Cys 

725 730 735 

Leu lie Trp Asp Cys Cys Lys Pro Trp Leu Lys val Lys His Leu Val 

740 745 750 

Asn Leu val val Met Asp Pro Phe val Asp Leu Ala lie Thr lie Cys 
755 760 765 

lie Val Leu Asn Thr Leu Phe Met Ala Met Glu His Tyr Pro Met Thr 
770 775 780 

* 

Glu Gin Phe ser ser Val Leu ser val Gly Asn Leu val Phe Thr Gly 
785 790 795 800 

lie Phe Thr Ala Glu Met Phe Leu Lys lie lie Ala Met Asp Pro Tyr 

805 810 815 

Tvr Tvr Phe Gin Glu Gly Trp Asn lie Phe Asp Gly Phe lie Val Ser 
■ 820 825 830 

Leu Ser Leu Met Glu Leu Gly Leu Ala Asn Val Glu Gly Leu Ser val 
835 840 845 

Leu Arq ser Phe Arq Leu Leu Arg Val Phe Lys Leu Ala Lys Ser Trp 
850 . 855 860 

Pro Thr Leu Asn Met Leu lie Lys lie lie Gly Asn Ser Val Gly Ala 
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865 870 875 880 

Leu Gly Asn Leu Thr Leu Val Leu Ala lie lie val Phe lie Phe Ala 

885 890 895 

Val val Gly Met Gin Leu Phe Gly Lys Ser Tyr Lys Glu cys val cys 

900 905 910 

Lys lie ser Asn Asp cys Glu Leu Pro Arg Trp His Met His Asp Phe 
915 920 925 

Phe His ser phe Leu lie val Phe Arg val Leu cys Gly Glu Trp He 
930 935 940 

Glu Thr Met Trp Asp cys Met Glu val Ala Gly Gin Thr Met Cys Leu 
945 950 955 960 

Thr val Phe Met Met Val Met val lie Gly Asn Leu val Val Leu Asn 

965 970 975 

Leu Phe Leu Ala Leu Leu Leu ser Ser Phe Ser Ser Asp Asn Leu Ala 

980 985 990 

Ala Thr Asp Asp Asp Asn Glu Met Asn Asn. Leu Gin lie Ala Val Gly 
995 1000 1005 

Arg Met Gin Lys Gly lie Asp Phe Val Lys Arg Lys lie Arg Glu 
y 1010 1015 1020 

Phe lie Gin Lys Ala Phe val Arg Lys Gin Lys Ala Leu Asp Glu 
1025 1030 1035 

He Lys Pro Leu Glu Asp Leu Asn Asn Lys Lys Asp Ser Cys lie 
1040 1045 1050 

Ser Asn His Thr Thr lie Glu lie Gly Lys Asp Leu Asn Tyr Leu 
1055 1060 1065 

Lys asp Gly Asn Gly Thr Thr ser Gly lie Gly ser Ser val Glu 
1070 1075 1080 

Lvs Tvr Val Val Asp Glu Ser Asp Tyr Met Ser Phe lie Asn Asn 
1085 1090 1095 

Pro Ser Leu Thr Val Thr Val Pro lie Ala Val Gly Glu Ser Asp 
1100 1105 1110 

Phe Glu Asn Leu Asn Thr Glu Glu Phe Ser Ser Glu Ser Asp Met 
1115 . 1120 1125 

Glu Glu Ser Lys Glu Lys Leu Asn Ala Thr ser Ser Ser Glu Gly 

Page 180 



WO 2005/014863 PCT/AU2004/001051 

* 

SSCP Update Sequences. ST25 
1130 - 1135 1140 

Ser Thr Val Asp lie Gly Ala Pro Ala Glu Gly Glu Gin Pro Glu 
1145 1150 1155 

val Glu Pro Glu Glu ser Leu Glu Pro Glu Ala cys Phe Thr Glu 
1160 1165 1170 

Asp Cys val Arg Lys Phe Lys Cys Cys Gin He Ser lie Glu Glu 
1175 1180 1185 

Gly Lys Gly Lys Leu Trp Trp Asn Leu Arg Lys Thr Cys Tyr Lys 
1190 1195 1200 

lie Val Glu His Asn trp Phe Glu Thr Phe lie val Phe Met lie 
1205 1210 1215 

Leu Leu Ser Ser Gly Ala Leu Ala Phe Glu Asp lie Tyr lie Glu 
1220 1225 1230 

Gin Arq Lys Thr lie Lys Thr Met Leu Glu Tyr Ala Asp Lys Val 
1235 1240 1245 

Phe Thr Tyr lie Phe lie Leu Glu Met Leu Leu Lys Trp val Ala 
1250 1255 1260 

Tyr Gly Phe Gin Val Tyr Phe Thr Asn Ala Trp Cys Trp Leu Asp 
1265 1270 1275 

Phe Leu lie Val Asp val Ser Leu Val Ser Leu Thr Ala Asn Ala 
1280 1285 . 1290 

Leu Gly Tyr Ser Glu Leu Gly Ala He Lys Ser Leu Arg Thr Leu 
1295 1300 1305 

Arq Ala Leu Arg Pro Leu Arg Ala Leu Ser Arg Phe Glu Gly Met 
•1310 1315 1320 

Arq Val Val Val Asn Ala Leu Leu Gly Ala lie Pro Ser lie Met 
1325 1330 1335 

Asn Val Leu Leu val Cys Leu lie Phe Trp Leu He Phe Ser lie 
1340 1345 1350 

Met Gly Val Asn Leu Phe Ala Gly Lys Phe Tyr His cys lie Asn 
1355 1360 1365 

Tvr Thr Thr Gly Glu Met Phe Asp val ser Val Val Asn Asn Tyr 
1370 1375 1380 

Ser Glu cys- Lys Ala Leu He Glu ser Asn Glh Thr Ala Arg Trp 
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1385 1390 1395 

Lys Asn val Lys val Asn Phe Asp Asn val Gly Leu Gly Tyr Leu 
1400 1405 . 1410 

Ser Leu Leu Gin Val Ala Thr ■ Phe Lys Gly Trp Met Asp lie Met 
1415 1420 1425 

Tyr Ala Ala Val Asp Ser Arg Asn Val Glu Leu Gin Pro Lys Tyr 
1430 1435 1440 

Glu Asp Asn Leu Tyr Met Tyr Leu Tyr phe Val lie Phe lie lie 
1445 1450 1455 

Phe Gly Ser Phe Phe Thr Leu Asn Leu phe lie Gly Val lie lie 
1460 1465 1470 

Asp Asn Phe Asn Gin Gin Lys Lys Lys Phe Gly Gly Gin Asp lie 
1475 1480 1485 

Phe Met Thr Glu Glu Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys 
1490 1495 1500 

Leu Gly Ser Lys Lys Pro Gin Lys Pro lie Pro Arg Pro Ala Asn 
1505 1510 1515 

Lys Phe Gin Gly Met Val Phe Asp Phe val Thr Lys Gin Val Phe 
1520 1525 1530 

Asp lie Ser lie Met lie Leu lie cys Leu Asn Met Val Thr Met 
1535 1540 1545 

Met Val Glu Thr Asp Asp Gin. Ser Gin Glu Met Thr Asn lie Leu 
1550 1555 1560 

Tyr Trp He Asn Leu val Phe lie Val Leu Phe Thr Gly Glu Cys 
1565 1570 1575 

val Leu. Lys Leu lie Ser Leu Arg Tyr Tyr Tyr Phe Thr lie Gly 
1580 1585 1590 

Trp Asn lie Phe Asp Phe val val val lie Leu Ser lie val Gly 
1595 1600 1605 

Met Phe Leu Ala Glu Leu lie Glu Lys Tyr Phe Val Ser Pro Thr 
1610 1615 1620 

Leu Phe Arg Val lie Arg Leu Ala Arg lie Gly Arg lie Leu Arg 
1625 1630 1635 

Leu lie Lys Gly Ala Lys Gly He Arg Thr Leu Leu Phe Ala Leu 
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1640 1645 1650 

Met Met Ser Leu Pro Ala Leu Phe Asn lie Gly Leu Leu Leu Phe 
1655 1660 1665 

Leu val Met Phe lie Tyr Ala lie Phe Gly Met ser Asn Phe Ala 
1670 1675 1680 

Tyr Val Lys Arg Glu Val Gly lie Asp Asp Met Phe Asn Phe Glu 
' 1685 1690 1695 

Thr Phe Gly Asn Ser Met lie cys Leu phe Gin lie Thr Thr ser 
1700 1705 1710 

Ala Gly Trp Asp Gly Leu Leu Ala Pro lie Leu Asn ser Gly Pro 
1715 1720 1725 

Pro Asp Cys Asp Pro Asp Lys Asp His Pro Gly Ser Ser val Lys 
1730 1735 1740 

Gly Asp Cys Gly Asn Pro Ser val Gly lie Phe Phe Phe val Ser 
1745 1750 1755 

Tyr lie lie lie ser Phe Leu val val Leu Asn Met Tyr lie Ala 
1760 1765 1770 

val lie Leu Glu Asn Phe Ser val Ala Thr Glu Glu Ser Ala Glu 
1775 1780 ' 1785 

Pro Leu Ser Glu Asp Asp Phe Glu Met Phe Tyr Glu val Trp Glu 
1790 1795 1800 

Lys Phe Asp Pro' Asp Ala Thr Gin Phe lie Glu Phe Ala Lys Leu i 
1805 1810 1815 

* 

Ser Asp Phe Ala Asp Ala Leu Asp Pro pro Leu Leu lie Ala Lys 
1820 1825 1830 

Pro Asn Lys val Gin Leu lie Ala Met Asp Leu Pro Met val Ser 
1835 1840 1845 

Gly Asp Arg lie His cys Leu Asp lie Leu Phe Ala Phe Thr Lys 
1850 1855 I860 

Arq Val Leu Gly Glu Ser Gly Glu Met Asp Ala Leu Arg lie Gin 
1865 1870 1875 

Met Glu Glu Arg Phe Met Ala Ser Asn Pro Ser Lys Val Ser Tyr 
1880 1885 1890 

Glu Pro lie Thr Thr Thr Leu Lys Arg Lys Gin Glu Glu val Ser 
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1895 1900 1905 

Ala lie lie He Gin Arg Ala Tyr Arg Arg Tyr Leu Leu Lys Gin 
1910 1915. 1920 

Lys val Lys Lys val Ser ser He Tyr Lys Lys Asp Lys Gly Lys 
1925 1930 1935 

Glu cys Asp Gly Thr Pro lie Lys Glu Asp Thr Leu lie Asp Lys 
1940 1945 1950 

Leu Asn Glu Asn ser Thr Pro Glu Lys Thr Asp Met Thr Pro Ser 
1955 I960 1965 

Thr Thr Ser Pro Pro Ser Tyr Asp Ser val Thr Lys Pro Glu Lys 
1970 1975 1980 

Glu Lys Phe Glu Lys Asp Lys Ser Glu Lys Glu Asp Lys Gly Lys 
1985 1990 1995 

Asp lie Arg Glu Ser Lys Lys 
2000 2005 

<210> 84 

<211> 2005 

<212> PRT 

<213> Homo sapiens 

<400> 84 

Met Ala Gin ser val Leu val Pro Pro Gly Pro Asp Ser Phe Arg Phe 
1 5 10 15 

Phe Thr Arg Glu Ser Leu Ala Ala lie Glu Gin Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Arg Pro Lys Gin Glu Arg Lys Asp Glu Asp Asp Glu Asn 
35 40 45 

♦ 

Gly Pro Lys Pro Asn ser Asp Leu Glu Ala Gly Lys ser Leu Pro Phe 
50 55 60 

lie Tyr Gly Asp lie Pro Pro Glu Met Val ser val pro Leu Glu Asp 
65 70 75 80 

Leu Asp Pro Tyr Tyr lie Asn Lys Lys Thr Phe lie val Leu Asn Lys 

85 90 95 

Gly Lys Ala lie Ser Arg Phe Ser Ala Thr Pro Ala Leu Tyr lie Leu 

100 105 110 

Thr pro Phe Asn Pro lie Arg Lys Leu Ala lie Lys lie Leu Val His 
115 120 125 
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Ser Leu Phe Asn Met Leu lie Met Cys Thr lie Leu Thr Asn Cys Val 
130 135 140 

Phe Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn Val Glu tyr 
145 150 155 160 

Thr Phe Thr Gly lie Tyr Thr Phe Glu ser Leu lie Lys lie Leu Ala 

165 170 175 

Arg Gly Phe Cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn 

180 185 190 

Trp Leu Asp Phe Thr val lie Thr Phe Ala Tyr val Thr Glu Phe val 
195 200 205 

Asp Leu Gly Asn Val Ser Ala Leu Arg Thr Phe Arg Val Leu Arg Ala 
210 215 220 

Leu Lys Thr lie Ser Val lie Pro Gly Leu Lys Thr lie Val Gly Ala 
225 230 235 240 

Leu lie Gin Ser Val Lys Lys Leu ser Asp val Met lie Leu Thr val 

245 250 255 

Phe Cys Leu Ser Val Phe Ala Leu lie Gly Leu Gin Leu Phe Met Gly 

260 265 270 

Asn Leu Arg Asn Lys Cys Leu Gin Trp Pro Pro Asp.Asn Ser ser Phe 
275 280 285 

Glu lie Asn lie Thr Ser Phe Phe Asn Asn ser Leu Asp Gly Asn Gly 
290 295 300 

Thr Thr Phe Asn Arg Thr Val Ser lie Phe Asn Trp Asp Glu Tyr lie 
305 310 - 315 320 

Glu Asp Lys Ser His Phe Tyr Phe Leu Glu Gly Gin Asn Asp Ala Leu . 

325 330 335 

Leu Cys Gly Asn Ser Ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr lie 

340 345 350 

Cys val Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr ser Phe Asp 

355 360 365 

« 

Thr Phe Ser Trp Ala Phe Leu Ser Leu Phe Arg Leu Met Thr Gin Asp 
370 375 380 

Phe Trp Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr 
385 390 395 400 
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Tyr Met lie Phe Phe Val Leu Val lie Phe Leu Gly Ser Phe Tyr Leu 

405 410 415 

■ 

lie Asn Leu He Leu Ala Val Val Ala Met Ala Tyr Glu Glu Gin Asn 

420 425 430 

Gin Ala Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin 
435 440 445 

Met Leu Glu Gin Leu Lys Lys Gin Gin Glu Glu Ala Gin Ala Ala Ala 
450 455 460 

Ala Ala Ala ser Ala Glu ser Arg Asp Phe Ser Gly Ala Gly Gly He 
465 470 475 480 

Gly Val Phe ser Glu ser Ser ser val Ala ser Lys Leu Ser Ser Lys 

485 490 495 

ser Glu Lys Glu Leu Lys Asn Arg Arg Lys Lys Lys Lys Gin Lys Glu 

500 505 510 

Gin Ser Gly Glu Glu Glu Lys Asn Asp Arg val Leu Lys Ser Glu Ser 
515 520 525 

Glu Asp ser He Arg Arg Lys Gly Phe Arg Phe Ser Leu Glu Gly ser 
530 535 540 

Arg Leu Thr Tyr Glu Lys Arg Phe Ser Ser Pro His Gin Ser Leu Leu 
545 550 555 560 

Ser lie Arg Gly Ser Leu Phe Ser Pro Arg Arg Asn ser Arg Ala Ser 

565 570 575 - 

Leu Phe ser Phe Arg Gly Arg Ala Lys Asp lie Gly Ser Glu Asn Asp 

580 585 590 

Phe Ala Asp Asp Glu His Ser Thr Phe Glu Asp Asn Asp Ser Arg Arg 
595 600 605 

asd ser Leu Phe val Pro His Arg His Gly Glu Arg Arg His ser Asn 
610 615 620 

val ser Gin Ala Ser Arg Ala ser Arg val Leu Pro lie Leu Pro Met 
625 630 635 640 

Asn Gly Lys Met His Ser Ala val Asp cys Asn Gly val Val Ser Leu 

645 650 655 

■ * 

val Glv Gly Pro Ser Thr Leu Thr Ser Ala Gly Gin Leu Leu Pro Glu 

660 665 670 
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Gly Thr Thr Thr Glu Thr Glu lie Arg Lys Arg Arg Ser Ser Ser Tyr 
675 680 685 

His Val Ser Met Asp Leu Leu Glu Asp Pro Thr Ser Arg Gin Arg Ala 
690 695 700 

Met Ser lie Ala Ser lie Leu Thr Asn Thr Met Glu Glu Leu Glu Glu 
705 710 .715 720 

Ser Arq Gin Lys cys Pro Pro Cys Trp Tyr Lys Phe Ala Asn Met Cys 

725 730 735 

Leu lie Trp Asp Cys Cys Lys pro Trp Leu Lys Val Lys His Leu val 

740 745 750 

Asn Leu val Val Met Asp Pro Phe Val Asp Leu Ala lie Thr lie Cys 
755 • 760 765 

He Val Leu Asn Thr Leu Phe Met Ala Met Glu His Tyr Pro Met Thr 
770 775 780 

Glu Gin Phe Ser Ser val Leu Ser val Gly Asn Leu Val Phe Thr Gly 
785 790 795 800 

He Phe Thr Ala Glu Met Phe Leu Lys lie lie Ala Met Asp Pro Tyr 

805 810 815 

Tyr Tyr Phe Gin Glu Gly Trp Asn lie Phe Asp Gly Phe lie val ser 

820 825 830 

Leu Ser Leu Met Glu Leu Gly Leu Ala Asn val Glu Gly Leu Ser Val 
835 840 845 

Leu Arq ser Phe Arg Leu Leu Arg Val Phe Lys Leu Ala Lys Ser Trp 
850 855 860 

Pro Thr Leu Asn Met Leu He Lys lie He Gly Asn Ser val Gly Ala 
865 .870 875 880 

Leu Gly Asn Leu Thr Leu Val Leu Ala He He He Phe lie Phe Ala 

885 890 895 

val val Gly Met Gin Leu Phe Gly Lys ser Tyr Lys Glu cys val cys 

900 905 910 

Lys He ser Asn Asp Cys Glu Leu Pro Arg Trp His Met His Asp Phe 
J 915 920 925 . 

Phe His ser Phe Leu lie Val Phe Arg val Leu Cys Gly Glu Trp He 
930 935 940 
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Glu Thr Met Trp Asp Cys Met Glu val Ala Gly Gin Thr Met cys Leu 
945 950 955 960 

Thr val Phe Met Met val Met val lie Gly Asn Leu Val val Leu Asn 

965 970 975 

Leu Phe Leu Ala Leu Leu Leu ser Ser Phe Ser Ser Asp Asn Leu Ala 

980 985 990 

Ala Thr Asp Asp Asp Asn Glu Met Asn Asn Leu Gin lie Ala Val Gly 
995 1000 1005 

Arg Met Gin Lys Gly lie Asp Phe Val Lys Arg Lys lie Arg Glu 
1010 1015 1020 

Phe lie Gin Lys Ala Phe val Arg Lys Gin Lys Ala Leu Asp Glu 
1025 1030 1035 

lie Lys Pro Leu Glu Asp Leu Asn Asn Lys Lys Asp Ser cys He 
1040 1045 1050 

Ser Asn His Thr Thr lie Glu . lie Gly Lys Asp Leu Asn Tyr Leu 
1055 1060 1065 

Lvs Asp Gly Asn Gly Thr Thr Ser Gly lie Gly Ser ser val Glu 
y 1070 1075 1080 

« • 

Lvs Tyr val val Asp Glu ser Asp Tyr Met ser Phe lie Asn Asn 
1085 1090 1095 

Pro ser Leu Thr val Thr Val Pro lie. Ala Val Gly Glu ser Asp 
1100 1105 1110 

Phe Glu Asn Leu Asn Thr Glu Glu Phe ser ser Glu Ser Asp Met 
1115 1120 1125 

Glu Glu Ser Lys Glu Lys Leu Asn Ala Thr Ser Ser Ser Glu Gly 
1130 1135 1140 

Ser Thr Val Asp lie Gly Ala Pro Ala Glu Gly Glu Gin Pro Glu 
1145 1150 1155 

Val Glu Pro Glu Glu Ser Leu Glu Pro Glu Ala cys Phe Thr Glu 
1160 1165 1170 

Asp cys val Arg Lys Phe Lys Cys Cys Gin He ser He Glu Glu 
1175 1180 1185 

Gly Lys Gly Lys Leu Trp Trp Asn Leu Arg Lys Thr Cys Tyr Lys 
1190 1195 1200 
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lie val Glu His Asn Trp Phe Glu Thr phe lie val Phe Met lie 
1205 1210 1215 

Leu Leu Ser Ser Gly Ala Leu Ala Phe Glu Asp lie Tyr He Glu 
1220 1225 1230 

Gin Arq Lys Thr lie Lys Thr Met Leu Glu Tyr Ala Asp Lys val 
1235 1240 1245 

Phe Thr Tyr lie Phe lie Leu Glu Met Leu Leu Lys Trp Val Ala 
1250 1255 1260 

Tyr Gly Phe Gin val Tyr Phe Thr Asn Ala Trp cys Trp Leu Asp 
1265 1270 1275 

■ 

Phe Leu lie Val Asp Val Ser Leu Val ser Leu Thr Ala Asn Ala 
1280 1285 1290 

Leu Gly Tyr Ser Glu Leu Gly Ala lie Lys ser Leu Arg Thr Leu 
1295 • 1300 1305 

Arg Ala Leu Arg Pro Leu Arg Ala Leu. Ser Arg Phe Glu Gly Met 
1310 1315 1320 

Arq val Val Val Asn Ala Leu Leu Gly Ala lie Pro Ser He Met 
y 1325 1330 1335 

Asn val Leu Leu Val Cys Leu lie Phe Trp Leu lie Phe Ser lie 
1340 1345 1350 

Met Gly Val Asn Leu Phe Ala Gly Lys Phe Tyr His Cys lie Asn 
1355 1360 1365 

Tvr Thr Thr Gly Glu Met Phe Asp val Ser Val val Asn Asn Tyr 
1370 1375 1380 

Ser Glu Cys Lys Ala Leu lie Glu Ser Asn Gin Thr Ala Arg Trp 
1385 1390 1395 

Lys Asn val Lys Val Asn Phe Asp Asn val Gly Leu Gly Tyr Leu 
1400 1405 1410 

Ser Leu Leu Gin val Ala Thr Phe Lys Gly Trp Met Asp lie Met 
1415 1420 1425 

Tvr Ala Ala val Asp Ser Arg Asn val Glu Leu Gin Pro Lys Tyr 
1430 1435 1440 

Glu Asp Asn Leu Tyr Met Tyr Leu Tyr Phe Val lie Phe He lie 
1445 1450 1455 
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Phe Gly Ser Phe Phe Thr Leu Asn Leu Phe lie Gly Val lie lie 
1460 1465 . 1470 

Asp Asn Phe Asn Gin Gin Lys Lys Lys phe Gly Gly Gin Asp lie 
1475 1480 1485 

phe Met Thr Glu Glu Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys 
1490 1495 1500 

* 

Leu Gly Ser Lys Lys Pro Gin Lys Pro lie Pro Arg Pro Ala Asn 
1505 1510 1515 

Lys Phe Gin Gly Met Val Phe Asp Phe Val Thr Lys Gin Val Phe 
1520 1525 1530 

Asp lie Ser lie Met lie Leu lie Cys Leu Asn Met Val Thr Met 
1535 1540 1545 

Met Val Glu Thr Asp Asp Gin Ser Gin Glu Met Thr Asn lie Leu 
1550 1555 1560 

Tyr Trp lie Asn Leu Val Phe lie Val Leu Phe Thr Gly Glu cys 
1565 1570 1575 

val Leu Lys Leu lie ser Leu Arg Tyr Tyr Tyr Phe Thr lie Gly 
1580 1585 1590 

Trp Asn lie Phe Asp Phe val val val lie Leu ser lie val Gly 
1595 1600 1605 

Met Phe Leu Ala Glu Leu He Glu Lys Tyr Phe val ser Pro Thr 
1610 1615 1620 

Leu Phe Arg val lie Arg Leu Ala Arg lie Gly Arg lie Leu Arg 
1625 1630 1635 

Leu lie Lys Gly Ala Lys Gly He Arg Thr Leu Leu Phe Ala Leu 
1640 1645 1650 

Met Met Ser Leu Pro Ala Leu Phe Asn lie Gly Leu Leu Leu Phe 
1655 1660 1665 

Leu val Met Phe lie Tyr Ala lie Phe Gly Met ser Asn Phe Ala 
1670 1675 1680 

Tyr Val Lys Arg Glu Val Gly lie Asp Asp Met Phe Asn Phe Glu 
1685 1690 1695 

Thr Phe Gly Asn Ser Met lie Cys Leu Phe Gin lie Thr Thr Ser 
1700 1705 1710 
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Ala Gly Trp Asp Gly Leu Leu Ala Pro lie Leu Asn Ser Gly Pro 
1715 1720 1725 

Pro Asd cys Asp Pro Asp Lys Asp His Pro Gly Ser Ser val Lys 
1730 1735 1740 

Gly asp cys Gly Asn Pro ser val Gly lie Phe Phe Phe val ser 
1745 1750 1755 

Tvr lie He lie Ser Phe Leu Val val Leu Asn Met Tyr lie Ala 
1760 1765 1770 

val lie Leu Glu Asn Phe Ser val Ala Thr Glu Glu ser Ala Glu 
1775 1780 1785 

.pro Leu ser Glu Asp Asp Phe Glu Met phe' Tyr Glu Val Trp Glu 
1790 1795 1800 

Lvs Phe Asp Pro Asp Ala Thr Gin Phe lie Glu Phe Ala Lys Leu 
y 1805 1810 1815 

ser Asp Phe Ala Asp Ala Leu Asp Pro Pro Leu Leu He Ala Lys 
1820 1825 1830 

pro Asn Lys val Gin Leu lie Ala Met Asp Leu Pro Met Val ser 
1835 1840 1845 

t > 

i 

Gly Asp Arg He His cys Leu Asp lie Leu Phe Ala Phe Thr Lys 
1850 1855 I860 

Arq val Leu Gly Glu ser Gly Glu Met Asp Ala Leu Arg He Gin 
1865 1870 1875 

Met Glu Glu Arg Phe Met Ala ser Asn Pro ser Lys Val ser Tyr 
1880 1885 1890 

Glu Pro lie Thr Thr Thr Leu Lys Arg Lys Gin Glu Glu val ser 
1895 1900 1905 

Ala He lie He Gin Arg Ala Tyr Arg Arg Tyr Leu Leu Lys Gin 
1910 1915 I 920 

Lys val Lys Lys Val Ser ser He Tyr Lys Lys Asp Lys Gly Lys 
1925 193° 

Glu cys Asp Gly Thr Pro He Lys Glu Asp Thr Leu He Asp Lys 
1940 1945 l y ->U 

Leu Asn Glu Asn ser Thr Pro Glu Lys Thr Asp Met Thr Pro ser 
I955 1960 1965 
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Thr Thr Ser Pro Pro Ser Tyr Asp Ser val Thr Lys Pro Glu Lys 
1970 1975 1980 

Glu Lys phe Glu Lys Asp Lys . Ser Glu Lys Glu Asp Lys Gly Lys 
1985 1990 1995 

Asp lie Arg Glu Ser Lys Lys 
2000 2005 

<210> 85 

<211> 2005 

<212> PRT 

<213> Homo sapiens 

<400> 85 

Met Ala Gin Ser Val Leu Val Pro Pro Gly Pro Asp ser Phe Arg Phe 
1 5 10 15 

Phe Thr Arg Glu Ser Leu Ala Ala He Glu Gin Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Arg Pro Lys Gin Glu Arg Lys Asp Glu Asp Asp Glu Asn 
35 40 45 ^ 

Gly Pro Lys Pro Asn Ser Asp Leu Glu Ala Gly Lys ser Leu pro Phe 
50 55 60 

lie Tvr Gly Asp lie Pro Pro Glu Met val Ser val pro Leu Glu Asp 
65 .70 75 80 

Leu Asp Pro Tyr Tyr lie Asn Lys Lys Thr Phe lie val Leu Asn Lys • 

85 90 95 

Gly Lys Ala lie Ser Arg Phe Ser Ala Thr Pro Ala Leu Tyr lie Leu 

100 105 110 

Thr Pro Phe Asn Pro He Arg Lys Leu Ala lie Lys lie Leu val His 
115 120 125 

Ser Leu Phe Asn Met Leu lie Met Cys Thr lie Leu Thr Asn Cys val 
130 135 140 

Phe Met Thr Met Ser Asn Pro Pro Asp Trp Thr Lys Asn val Glu Tyr 
145 150 155 160 

Thr phe Thr Gly He Tyr Thr Phe Glu ser Leu lie Lys He Leu Ala 

165 170 175 

Arg Gly Phe cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn 

180 185 190 

Page 192 



WO 2005/014863 PCT/AU2004/001051 

SSCP Update Sequences .ST25 

Trp Leu Asp Phe Thr val He Thr Phe Ala Tyr val Thr Glu Phe val 
195 200 205 

Asp Leu Gly Asn Val ser Ala Leu Arg Thr Phe Arg Val Leu Arg Ala 
210 215 220 

Leu Lys Thr lie Ser val lie pro Gly Leu Lys Thr lie val Gly Ala 
225 230 235 240 

Leu lie Gin Ser Val Lys Lys Leu Ser Asp val Met lie Leu Thr val 

245 250 255 

Phe Cys Leu Ser val Phe Ala Leu lie Gly Leu Gin Leu Phe Met Gly 

260 265 270 

Asn Leu Arg Asn Lys cys Leu Gin Trp Pro Pro Asp Asn Ser ser Phe 
275 280 285 

Glu lie Asn lie Thr ser Phe Phe Asn Asn Ser Leu Asp Gly Asn Gly 
290 295 300 

Thr Thr Phe Asn Arg Thr Val ser lie Phe Asn Trp Asp Glu Tyr He 
305 310 315 320 

Glu Asp Lys ser His Phe Tyr phe Leu Glu Gly Gin Asn.Asp Ala Leu 

325 330 335 

ft 

Leu Cys Gly Asn Ser Ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr lie 

340 345 350 

Cvs val Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr Ser Phe Asp 
355 360 365 

Thr Phe Ser Trp Ala Phe Leu ser Leu Phe Arg Leu Met Thr Gin Asp 
370 375 380 

Phe Trp Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr 
385 390 395 400 

Tyr Met lie Phe Phe val Leu Val lie Phe Leu Gly ser Phe Tyr Leu 

405 410 415 

lie Asn Leu lie Leu Ala val Val Ala Met Ala Tyr Glu Glu Gin Asn 

420 425 430 

Gin Ala Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin 
435 440 . 445 

Met Leu Glu Gin Leu Lys Lys Gin Gin Glu Glu Ala Gin Ala Ala Ala 
450 455 460 
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Ala Ala Ala Ser Ala Glu Ser Arg Asp Phe Ser Gly Ala Gly Gly lie 
465 470 475 480 

Gly Val Phe Ser Glu Ser Ser ser Val Ala Ser Lys Leu Ser Ser Lys 

485 490 495 

ser Glu Lys Glu Leu Lys Asn Arg Arg Lys Lys Lys Lys Gin Lys Glu 

500 505 510 

Gin Ser Gly Glu Glu Glu Lys Asn Asp Arg Val Leu Lys Ser Glu Ser 
515 520 525 

Glu Asp ser lie Arg Arg Lys Gly Phe Arg Phe Ser Leu Glu Gly ser 
530 535 540 

Arg Leu Thr Tyr Glu Lys Arg Phe Ser Ser Pro His Gin Ser Leu Leu 
545 550 555 560 

Ser lie Arg Gly Ser Leu Phe Ser Pro Arg Arg Asn Ser Arg Ala Ser 

565 570 575 

Leu Phe ser Phe Arg Gly Arg Ala Lys Asp lie Gly ser Glu Asn Asp 

580 585 590 

♦ * 

Phe Ala Asp Asp Glu His ser Thr Phe Glu Asp Asn Asp Ser Arg Arg 
595 600 605 

Asp Ser Leu Phe val Pro His Arg His Gly Glu Arg Arg His Ser Asn 
610 615 620 

Val Ser Gin Ala Ser Arg Ala ser Arg Val Leu Pro lie Leu pro Met 
625 630 635 640 

Asn Gly Lys Met His Ser Ala val Asp Cys Asn Gly val val Ser Leu 

645 650 655 

Val Gly Gly Pro Ser Thr Leu Thr Ser Ala Gly Gin Leu Leu Pro Glu 

660 665 670 

Gly Thr Thr Thr Glu Thr Glu lie Arg Lys Arg Arg ser ser ser Tyr 
675 680 685 

His val Ser Met Asp Leu Leu Glu Asp Pro Thr Ser Arg Gin Arg Ala 
690 695 700 

Met Ser lie Ala Ser lie Leu Thr Asn Thr Met Glu Glu Leu Glu Glu 
705 710 715 720 

Ser Arg Gin Lys Cys Pro Pro Cys Trp Tyr Lys Phe Ala Asn Met Cys 

725 730 735 
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Leu lie Trp Asp Cys Cys Lys Pro Trp Leu Lys val Lys His Leu Val 

740 745 750 

Asn Leu val val Met Asp Pro Phe Val Asp Leu Ala lie Thr lie cys 
755 760 765 

lie Val. Leu Asn Thr Leu Phe Met Ala Met Glu His Tyr pro Met Thr - 
770 775 780 

Glu Gin Phe ser ser val Leu ser val Gly Asn Leu Val Phe Thr Gly 
785 790 795 800 

He Phe Thr Ala Glu Met Phe Leu Lys lie lie Ala Met Asp Pro Tyr 

805 810 815 

* 

Tyr Tyr Phe Gin Glu Gly Trp Asn lie Phe Asp Gly Phe lie Val Ser 

820 825 830 

Leu Ser Leu Met Glu Leu Gly Leu Ala Asn val Glu Gly Leu Ser Val 
835 840 845 

Leu Arg ser Phe Arg Leu Leu Arg VaV Phe Lys Leu Ala Lys Ser Trp 
850 855 860 

Pro Thr Leu Asn Met Leu lie Lys lie lie Gly Asn ser val Gly Ala 
865 870 875 880 

Leu Gly Asn Leu Thr Leu val Leu Ala lie lie val Phe lie Phe Ala 

885 890 895 

val val Gly Met Gin Leu Phe Gly Lys Ser Tyr Lys Glu Cys Val cys 

900 ■ 905 910 

Lys He ser Asn Asp cys Glu Leu Pro Arg Trp His Met His Asp Phe 
915 920 925 

Phe His ser Phe Leu lie val Phe Arg val Leu cys Gly Glu Trp lie 
930 935 940 

Glu Thr Met Trp Asp Cys Met Glu Val Ala Gly Gin Thr Met Cys Leu 
945 950 955 960 

Thr Val Phe Met Met val Met Val lie Gly Asn Leu val Val Leu Asn 

965 970 975 

Leu Phe Leu Ala Leu Leu Leu Ser Ser Phe Ser Ser Asp Asn Leu Ala 

. 980 985 990 

Ala Thr Asp Asp Asp Asn Glu Met Asn Asn He Gin lie Ala Val Gly 
995 1000 1005 
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Arg Met Gin Lys Gly lie Asp Phe val Lys Arg Lys He Arg Glu 
1010 1015 1020 

Phe lie Gin Lys Ala Phe Val Arg Lys Gin Lys Ala Leu Asp Glu 
1025 1030 1035 

lie Lys Pro Leu Glu Asp Leu Asn Asn Lys Lys Asp Ser cys lie 
1040 1045 1050 

ser Asn His Thr Thr lie Glu lie Gly Lys Asp Leu Asn Tyr Leu 
1055 1060 1065 

Lys Asp Gly Asn Gly Thr Thr Ser Gly lie Gly Ser Ser val Glu 
1070 1075 1080 

Lys Tyr Val Val Asp Glu Ser Asp Tyr Met Ser Phe lie Asn Asn 
1085 1090 1095 

Pro ser Leu Thr val Thr Val Pro lie Ala val Gly Glu Ser Asp 
1100 1105 1110 

Phe Glu Asn Leu Asn Thr Glu Glu Phe Ser ser Glu ser Asp Met 
1115 1120 1125 

Glu Glu Ser Lys Glu Lys Leu Asn Ala Thr Ser ser Ser Glu Gly 
1130 1135 1140 

Ser Thr Val Asp lie Gly Ala Pro Ala Glu Gly Glu Gin Pro Glu 
1145 1150 1155 

val Glu Pro Glu Glu Ser Leu Glu Pro Glu Ala cys Phe Thr Glu 
1160 1165 1170 

Asp Cys Val Arg Lys Phe Lys Cys Cys Gin lie Ser lie Glu Glu 
1175 1180 1185 

Gly Lys Gly Lys Leu Trp Trp Asn Leu Arg Lys Thr cys Tyr Lys 
1190 1195 1200 

lie Val Glu His Asn Trp Phe Glu Thr Phe lie val Phe Met lie 
1205 1210 1215 

Leu Leu Ser Ser Gly Ala Leu Ala Phe Glu Asp lie Tyr lie Glu 
1220 1225 ' 1230 

Gin Arg Lys Thr lie Lys Thr Met Leu Glu Tyr Ala Asp Lys val 
1235 1240 1245 

- t 

Phe Thr Tyr lie Phe lie Leu Glu Met Leu Leu Lys Trp Val Ala 
1250 1255 1260 
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Tyr Gly Phe Gin val Tyr Phe Thr Asn Ala Trp Cys Trp Leu Asp 
1265 1270 1275 

Phe Leu lie Val Asp val Ser Leu val ser Leu Thr Ala Asn Ala 
1280 1285 1290 

Leu Gly Tyr Ser Glu Leu Gly Ala lie Lys ser Leu Arg Thr Leu 
1295 1300 1305 

Arg Ala Leu Arg Pro Leu Arg Ala Leu ser Arg Phe Glu Gly Met 
1310 1315 1320 

Arg val Val val Asn Ala Leu Leu Gly Ala lie Pro Ser lie Met 
1325 1330 1335 

Asn val Leu Leu val cys Leu He Phe Trp Leu lie Phe Ser lie 
1340 1345 1350 

- 

Met Gly val Asn Leu Phe Ala Gly Lys Phe Tyr His cys lie Asn 
1355 1360 1365 

* 

Tvr Thr Thr Gly Glu Met Phe Asp val Ser val val Asn Asn Tyr 
1370 1375 1380 

Ser Glu Cys Lys Ala Leu lie Glu Ser Asn Gin Thr Ala Arg Trp 
1385 . 1390 1395 

Lvs Asn val Lys val Asn Phe Asp Asn val Gly Leu Gly Tyr Leu 
1400 1405 1410 

ser Leu Leu Gin val Ala Thr Phe Lys Gly Trp Met Asp lie Met 
1415 1420 1425 

Tvr Ala Ala val Asp Ser Arg Asn Val Glu Leu Gin Pro Lys Tyr 
1430 1435 1440 

Glu Asp Asn Leu Tyr Met Tyr Leu Tyr Phe val lie Phe lie lie 
1445 1450 1455 

Phe Gly ser Phe Phe Thr Leu Asn Leu phe lie Gly Val lie He 
1460 1465 1470 

Asp Asn Phe Asn Gin Gin Lys Lys Lys Phe Gly Gly Gin Asp lie 
1475 1480 1485 

Phe Met Thr Glu Glu Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys 
1490 1495 1500 

Leu Glv Ser Lys Lys Pro Gin Lys Pro lie Pro Arg Pro Ala Asn 
1505 1510 1515 
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Lys Phe Gin Gly Met val Phe Asp Phe Val Thr Lys Gin val Phe 
1520 1525 1530 

Asp lie Ser lie Met lie Leu lie Cys Leu Asn Met Val Thr Met. 
1535 1540 1545 

Met Val Glu Thr Asp Asp Gin Ser Gin Glu Met Thr Asn lie Leu 
1550 1555 1560 

Tyr Trp lie Asn Leu Val Phe lie val Leu Phe Thr Gly Glu cys 
1565 1570 1575 

Val Leu Lys Leu lie Ser Leu Arg Tyr Tyr Tyr Phe Thr lie Gly 
1580 ' 1585 1590 

Trp Asn lie Phe Asp Phe val val val lie Leu ser lie val Gly 
1595 1600 1605 

Met Phe Leu Ala Glu Leu lie Glu Lys Tyr Phe Val Ser Pro Thr 
1610 1615 1620 

Leu Phe Arg Val lie Arg Leu Ala Arg lie Gly Arg lie Leu Arg 
1625 1630 1635 

Leu lie Lys Gly Ala Lys Gly lie Arg Thr Leu Leu Phe Ala Leu 
1640 1645 1650 

Met Met Ser Leu Pro Ala Leu Phe Asn lie Gly Leu Leu Leu Phe 
1655 1660 1665 

Leu Val Met Phe lie Tyr Ala lie Phe Gly Met Ser Asn Phe Ala 
1670 1675 1680 

Tyr val Lys Arg Glu Val Gly lie Asp Asp Met Phe Asn Phe Glu 
1685 1690 1695 

T h r phe Gly Asn ser Met lie Cys Leu Phe Gin lie Thr Thr ser 
1700 1705 1710 

Ala Gly Trp Asp Gly Leu Leu Ala Pro lie Leu Asn Ser Gly Pro 
1715 1720 1725 

Pro Asp cys Asp Pro Asp Lys Asp His Pro Gly ser Ser val Lys 
1730 . 1735 1740 

Gly Asp cys Gly Asn Pro Ser val Gly lie Phe Phe Phe Val Ser 
1745 1750 1755 

Tyr lie lie He Ser Phe Leu Val Val Leu Asn Met Tyr lie Ala 
1760 1765 1770 
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Val He Leu Glu Asn Phe Ser val Ala Thr Glu Glu ser Ala Glu 
1775 1780 1785 

Pro Leu ser Glu Asp Asp Phe Glu Met phe Tyr Glu Val Trp Glu 
1790 1795 1800 

■ • 

* 

Lys Phe Asp pro Asp Ala Thr Gin Phe lie Glu Phe Ala Lys Leu 
1805 1810 1815 

Ser Asp Phe Ala Asp Ala Leu Asp Pro Pro Leu Leu lie Ala Lys 
1820 1825 1830 

Pro Asn Lys val Gin Leu lie Ala Met Asp Leu Pro Met val Ser 
1835 1840 1845 

Glv Asp Arg lie His Cys Leu Asp lie Leu Phe Ala Phe Thr Lys 
1850 1855 I860 

Arq Val Leu Gly Glu Ser Gly Glu Met Asp Ala Leu Arg lie Gin 
1865 1870 1875 

Met Glu Glu Arg Phe Met Ala Ser Asn Pro Ser Lys Val Ser Tyr 
1880 1885 1890 

— * 

Glu Pro lie Thr Thr Thr Leu Lys Arg Lys Gin Glu Glu Val Ser 
1895 1900 1905 

Ala He He lie Gin Arg Ala Tyr Arg Arg Tyr Leu Leu Lys Gin 
1910 1915 1920 

lvs val Lys Lys val Ser ser lie Tyr Lys Lys Asp Lys Gly Lys 
y 1925 1930 1935 

Glu cys Asp Gly Thr Pro lie Lys Glu Asp Thr Leu lie Asp Lys 
1940 1945 1950 

Leu Asn Glu Asn ser Thr Pro Glu Lys Thr Asp Met Thr Pro Ser 
1955 1960 1965 

Thr Thr Ser Pro Pro Ser Tyr Asp Ser Val Thr Lys Pro Glu Lys 
1970 1975 1980 

Glu Lys Phe Glu Lys Asp Lys Ser Glu Lys Glu Asp Lys Gly Lys 
!985 1990 1995 

Asp lie Arg Glu ser Lys Lys 
2000 2005 

<210> 86 
<211> 2005 
<212> Pin- 
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<213> Homo sapiens 
<400> 86 

Met Ala Gin Ser val Leu Val pro Pro Gly Pro Asp Ser Phe Arg Phe 
* 1 5 10 15 

Phe Thr Arg Glu Ser Leu Ala Ala lie Glu Gin Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Arg Pro Lys Gin Glu Arg Lys Asp Glu Asp Asp Glu Asn 
35 40 45 

Gly Pro Lys Pro Asn Ser Asp Leu Glu Ala Gly Lys ser Leu Pro Phe 
50 55 60 

lie Tyr Gly Asp He Pro Pro Glu Met val Ser Val Pro Leu Glu Asp 
65 70 75 80 

Leu Asp Pro Tyr Tyr lie Asn Lys Lys Thr Phe lie Val Leu Asn Lys 

85 90 95 

« 

Glv Lys Ala lie Ser Arg Phe ser Ala Thr Pro Ala Leu Tyr lie Leu 

100 105 110 

1 

i 

Thr Pro Phe Asn Pro lie Arg Lys Leu Ala lie Lys lie Leu Val His 
115 120 125 

» 

Ser Leu Phe Asn Met Leu lie Met Cys Thr lie Leu Thr Asn Cys val 
130 135 140 

Phe Met Thr Met Ser Asn Pro pro Asp Trp Thr Lys Asn val Glu Tyr 
145 150 155 160 

Thr Phe Thr Gly lie Tyr Thr Phe Glu Ser Leu lie Lys lie Leu Ala 

165 170 175 

Arq Gly Phe Cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn 

180 185 190 

Trp Leu Asp Phe Thr Val lie Thr Phe Ala Tyr val Thr Glu Phe val 
195 200 205 

Asp Leu Gly Asn val ser Ala Leu Arg Thr Phe Arg Val Leu Arg Ala 
210 215 220 

Leu Lys Thr lie ser val lie Pro Gly Leu Lys Thr lie Val Gly Ala 
225 230 235 240 

Leu lie Gin Ser Val Lys Lys Leu Ser Asp val Met He Leu Thr Val 

245 250 255 
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Phe Cys Leu Ser Val Phe Ala Leu lie Gly Leu Gin Leu Phe Met Gly 

260 265 270 

Asn Leu Arg Asn Lys Cys Leu Gin Trp Pro Pro Asp Asn Ser Ser Phe 
275 280 285 

Glu lie Asn lie Thr Ser Phe Phe Asn Asn Ser Leu Asp Gly Asn Gly 
290 295 300 

Thr Thr Phe Asn Arg Thr val Ser lie Phe Asn Trp Asp Glu Tyr lie 
305 310 .315 320 

Glu Asp Lys Ser His Phe Tyr Phe Leu Glu Gly Gin Asn Asp Ala Leu 

325 330 335 

Leu Cys Gly Asn Ser Ser Asp Ala Gly Gin Cys Pro Glu Gly Tyr lie 

340 345 . 350 

«' 

Cys val Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr Ser Phe Asp 
355 360 365 

Thr Phe Ser Trp Ala Phe Leu Ser Leu Phe Arg Leu Met Thr Gin Asp 
370 375 380 

Phe Trp Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr 
385 390 395 400 

Tyr Met He Phe Phe Val Leu Val lie Phe Leu Gly Ser Phe Tyr Leu 
y 405 410 415 

lie Asn Leu lie Leu Ala Val Val Ala Met Ala Tyr Glu Glu Gin Asn 

420 425 430 

Gin Ala Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin 
435 440 445 

Met Leu Glu Gin Leu Lys Lys Gin Gin Glu Glu Ala Gin Ala Ala Ala 
450 455 460 

Ala Ala Ala Ser Ala Glu Ser Arg Asp Phe Ser Gly Ala Gly Gly lie 
465 470 475 480 

Glv Val Phe ser Glu Ser ser ser val Ala ser Lys Leu ser ser Lys 
y 485 490 495 

Ser Glu Lys Glu Leu Lys Asn Arg Arg Lys Lys Lys Lys Gin Lys Glu 

500 505 510 

Gin ser Gly Glu Glu Glu Lys Asn Asp Arg Val Leu Lys Ser. Glu Ser 
515 520 525 
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Gin Asp Ser lie Arg Arg .Lys Gly Rhe Arg Phe Ser Leu Glu Gly ser 
530 535 540 

Arg Leu Thr Tyr Glu Lys Arg Phe ser ser Pro His Gin ser Leu Leu 
545 550 555 560 

Ser lie Arg Gly ser Leu Phe Ser Pro Arg Arg Asn Ser Arg Ala ser 

565 570 575 

Leu Phe Ser Phe Arg Gly Arg Ala Lys Asp lie Gly Ser Glu Asn Asp 

580 585 590 

Phe Ala Asp Asp Glu His Ser Thr Phe Glu Asp Asn Asp Ser Arg Arg 
595 600 605 

Asp ser Leu Phe Val Pro His Arg His Gly Glu Arg Arg His Ser. Asn 
610 615 620 

Val ser Gin Ala Ser Arg Ala Ser Arg val Leu Pro lie Leu Pro Met 
625 630 635 640 

Asn Gly Lys Met His ser Ala Val Asp Cys Asn Gly val Val Ser Leu 

645 650 655 

Val Gly Gly Pro Ser Thr Leu Thr Ser Ala Gly Gin Leu Leu Pro Glu 

660 665 670 

Gly Thr Thr Thr Glu Thr Glu lie Arg Lys Arg Arg ser Ser Ser Tyr 
675 680 685 

His val ser Met Asp Leu Leu Glu Asp Pro Thr Ser Arg Gin Arg Ala 
690 695 700 

Met Ser lie Ala Ser lie Leu Thr Asn Thr Met Glu Glu Leu Glu Glu 
705 710 715 720 

Ser Arg Gin Lys Cys Pro Pro Cys Trp Tyr Lys Phe Ala Asn Met Cys 

725 730 735 

Leu lie Trp Asp Cys Cys Lys Pro Trp Leu Lys val Lys His Leu val 

740 745 750 

Asn Leu Val val Met Asp Pro Phe val Asp Leu Ala lie Thr He Cys 
755 760 765 

lie Val Leu Asn Thr Leu Phe Met Ala Met Glu His Tyr Pro Met Thr 
770 775 780 

Glu Gin Phe Ser Ser Val Leu Ser Val Gly Asn Leu val Phe Thr Gly 
785 790 795 800 
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lie Phe Thr Ala Glu Met Phe Leu Lys lie lie Ala Met Asp Pro Tyr 

805 810 815 

Tvr Tyr Phe Gin Glu Gly Trp Asn lie Phe Asp Gly Phe lie val Ser 
y 820 825 830 

Leu Ser Leu Met Glu Leu Gly Leu Ala Asn Val Glu Gly Leu % ser Val 
835 840 845 

Leu Arg Ser Phe Arg Leu Leu Arg val Phe Lys Leu Ala Lys Ser Trp 
850 855 860 

pro Thr Leu Asn Met Leu lie Lys He lie Gly Asn ser Val Gly Ala 
865 870 875 880 

* 

Leu Gly Asn Leu Thr Leu val Leu Ala He lie Val Phe He Phe Ala 

885 890 895 

val Val Gly Met Gin Leu Phe Gly Lys Ser Tyr Lys Glu cys Val Cys 

900 905 910 

Lvs lie ser Asn Asp cys Glu Leu Pro Arg Trp His Met His Asp Phe 
915 920 925 

Phe His ser Phe Leu He val Phe Arg Val Leu Cys Gly Glu Trp lie 
930 935 940 

» 

Glu Thr Met Trp Asp Cys Met Glu Val Ala Gly Gin Thr Met Cys Leu 
945 950 955 960 

Thr Val Phe Met Met val Met val lie Gly Asn Leu val Val Leu Asn 

965 970 9'J 

» ■ 

Leu Phe Leu Ala Leu Leu Leu Ser ser Phe Ser Ser Asp Asn Leu Ala 

980 985 990 

i 

Ala Thr Asp Asp Asp Asn Glu Met Asn Asn Leu Gin lie Ala val Gly 
995 1000 1005 

Arg Met Gin Lys Gly He Asp Phe val Lys Arg Lys lie Arg Glu 
s 1010 1015 1020 

Phe lie Gin Lys Ala Phe val Arg Lys Gin Lys Ala Leu Asp Glu 
1025 1030 1035 

lie Lys Pro Leu Glu Asp Leu Asn Asn Lys Lys Asp Ser Cys lie 
1040 1045 1050 

Ser Asn His Thr Thr lie Glu He Gly Lys Asp Leu Asn Tyr Leu 
105 5 1060 1065 
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Lys Asp Gly Asn Gly Thr Thr ser Gly lie Gly Ser Ser val Glu 
1070 1075 1080 

Lys Tyr Val Val Asp Glu ser Asp Tyr Met ser Phe lie Asn Asn 
1085 1090 1095 

Pro Ser Leu Thr val Thr val Pro lie Ala Val Gly Glu Ser Asp 
1100 1105 1110 

■ 

phe Glu Asn Leu Asn Thr Glu Glu Phe ser ser Glu ser Asp Met 
1115 1120 1125 

Glu Glu Ser Lys Glu Lys Leu Asn Ala Thr ser Ser Ser Glu Gly 
1130 1135 1140 

Ser Thr val Asp lie Gly Ala Pro Ala Glu Gly Glu Gin Pro Glu 
1145 1150 1155 

val Glu Pro Glu Glu Ser Leu Glu Pro Glu Ala cys Phe Thr Glu 
1160 1165 1170 

Asp cys val Arg Lys Phe Lys cys cys Gin lie ser lie Glu Glu 
1175 1180 1185 

Glv Lvs Gly Lys Leu Trp Trp Asn Leu Arg Lys Ala Cys Tyr Lys 
y 1190 1195 1200 

lie Val Glu His Asn Trp Phe Glu Thr Phe lie Val Phe Met lie 
1205 1210 ' 1215 

Leu Leu Ser ser Gly Ala Leu Ala Phe Glu Asp lie Tyr lie Glu 
1220 1225 1230 

Gin Arg Lys Thr lie Lys Thr Met Leu Glu Tyr Ala Asp Lys Val 
1235 1240 1245 

Phe Thr Tyr lie Phe lie Leu Glu Met Leu Leu Lys Trp val Ala 
1250 1255 1260 

Tvr Gly Phe Gin val Tyr Phe Thr Asn Ala Trp cys Trp Leu Asp 
y 1265 1270 1275 

Phe Leu lie val Asp val ser Leu val ser Leu Thr Ala Asn Ala 
1280 1285 1290 

Leu Gly Tyr ser Glu Leu Gly Ala He Lys ser Leu Arg Thr Leu 
1295 1300 1305 

Arg Ala Leu Arg Pro Leu Arg Ala Leu Ser Arg Phe Glu Gly Met 
1310 1315 1320 
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Arg Val val Val Asn Ala Leu Leu Gly Ala lie Pro Ser lie Met 
' 1325 . 1330 1335 . 

Asn Val Leu Leu val cys Leu lie Phe Trp Leu lie Phe ser lie 
1340 1345 1350 

Met Gly val Asn Leu Phe Ala Gly Lys Phe Tyr His Cys lie Asn 
1355 1360 1365 

Tyr Thr Thr Gly Glu Met Phe Asp val ser val val Asn Asn Tyr 
1370 1375 1380 

♦ 

Ser Glu Cys Lys Ala Leu lie Glu ser Asn Gin Thr Ala Arg Trp 
1385 1390 1395 

Lys Asn Val Lys Val Asn Phe Asp Asn val Gly Leu Gly Tyr Leu 
1400 1405 1410 

Ser Leu Leu Gin Val Ala Thr Phe Lys Gly Trp Met Asp lie Met 
1415 1420 1425 

Tyr Ala Ala Val Asp Ser Arg Asn val Glu Leu Gin Pro Lys Tyr 
1430 1435 1440 

Glu Asp Asn Leu Tyr Met Tyr Leu Tyr Phe val lie Phe lie lie 
1445 1 1450 1455 

Phe Gly Ser Phe Phe Thr Leu Asn Leu Phe lie Gly Val lie lie 
1460 1465 1470 

Asp Asn Phe Asn Gin Gin Lys Lys Lys Phe Gly. Gly Gin Asp lie 
1475 1480 1485 

Phe Met Thr Glu Glu Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys 
1490 1495 . 1500 

Leu Gly Ser Lys Lys Pro Gin Lys Pro lie Pro Arg Pro Ala Asn 
1505 1510 1515 

Lys Phe Gin Gly Met val Phe Asp Phe val Thr Lys Gin Val Phe 
1520 1525 1530 

Asp lie Ser lie Met lie Leu lie Cys Leu Asn Met val Thr Met 
1535 1540 1545 

Met val Glu Thr Asp Asp Gin Ser Gin Glu Met Thr Asn He Leu 
1550 1555 1560 

Tyr Trp lie Asn Leu val Phe lie Val Leu Phe Thr Gly Glu Cys 
1565 1570 1575 
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val Leu* Lys Leu lie Ser Leu Arg Tyr Tyr Tyr Phe Thr lie Gly 
1580 . 1585 1590 

Trp Asn lie Phe Asp Phe val val val lie Leu Ser lie val Gly 
1595 - 1600 1605 

Met Phe Leu Ala Glu Leu lie Glu Lys Tyr Phe val Ser pro Thr 
1610 1615 1620 

Leu Phe Arg Val lie Arg Leu Ala Arg lie Gly Arg lie Leu Arg 
1625 1630 1635 

r 

Leu lie Lys Gly Ala Lys Gly He Arg Thr Leu Leu Phe Ala Leu 
1640 1645 1650 

Met Met Ser Leu Pro Ala Leu Phe Asri lie Gly Leu Leu Leu Phe 
1655 ' 1660 1665 

Leu Val Met Phe lie Tyr Ala He Phe Gly Met Ser Asn Phe Ala 
1670 1675 1680 

Tvr Val Lys Arg Glu Val Gly He Asp Asp Met Phe Asn Phe Glu 
1685 1690 1695 

Thr Phe Gly Asn Ser Met lie Cys Leu Phe Gin lie Thr Thr Ser 
1700 1705 1710 

Ala Gly Trp Asp Gly Leu Leu Ala Pro lie Leu Asn Ser Gly Pro 
1715 1720 1725 

Pro Asp cys Asp Pro Asp Lys Asp His Pro Gly Ser ser Val Lys 
1730 1735 1740 

Gly Asp Cys Gly Asn Pro Ser Val Gly lie Phe Phe Phe val Ser 
1745 " 1750 1755 

Tvr lie He lie ser Phe Leu val val Leu Asn Met Tyr lie Ala 
* 1760 1765 1770 

val lie Leu Glu Asn Phe Ser Val Ala Thr Glu Glu Ser Ala Glu 
1775 1780 1785 

pro Leu ser Glu Asp Asp Phe Glu Met Phe Tyr Glu Val Trp Glu 
1790 1795 1800 

Lvs Phe Asp Pro Asp Ala Thr Gin Phe lie Glu Phe Ala Lys Leu 
y 1805 1810 1815 

Ser Asp Phe Ala Asp Ala Leu Asp Pro Pro Leu Leu lie Ala Lys 
1820 1825 1830 
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Pro Asn Lys val Gin Leu lie Ala Met Asp Leu Pro Met Val ser 
1835 1840 1845 

Gly Asp Arg lie His Cys Leu Asp lie Leu Phe Ala Phe Thr Lys 
1850 • 1855 1860 

Arq val Leu Gly Glu Ser Gly Glu Met Asp Ala Leu Arg He Gin 
1865 1870 1875 

Met Glu Glu Arg Phe Met Ala Ser Asn Pro Ser Lys val Ser Tyr 
. 1880 1885 1890 

Glu Pro lie Thr Thr Thr Leu Lys Arg Lys Gin Glu Glu val Ser 
1895 . 1900 1905 

Ala lie lie lie Gin Arg Ala Tyr Arg Arg Tyr Leu Leu Lys Gin 
1910 1915 1920 

Lys val Lys Lys Val Ser Ser He Tyr Lys Lys Asp Lys Gly Lys 
1925 1930 1935 

Glu cys Asp Gly Thr Pro lie Lys Glu Asp Thr Leu lie Asp Lys 
1540 1945 1950 

Leu Asn Glu Asn Ser Thr Pro Glu Lys Thr Asp Met Thr Pro Ser 
1955 1960 1965 

Thr Thr Ser Pro Pro Ser Tyr Asp Ser Val Thr Lys Pro Glu Lys 
1970 1975 1980 

Glu Lys Phe Glu Lys Asp Lys Ser Glu Lys Glu Asp Lys Gly Lys 
1985 1990 1995 

Asp lie Arg Glu ser Lys Lys 
2000 2005 

<210> 87 

<211> 2005 

<212> PRT 

<213> Homo sapiens 

<400> 87 

Met Ala Gin ser Val Leu val Pro Pro Gly Pro Asp Ser Phe Arg Phe 
1 5 10 15 

Phe Thr Arg Glu ser Leu Ala Ala lie Glu Gin Arg lie Ala Glu Glu 

20 25 30 

Lys Ala Lys Arg Pro Lys Gin Glu Arg Lys Asp Glu Asp Asp Glu Asn 
35 40 45 

Gly pro Lys Pro Asn Ser Asp Leu Glu Ala Gly Lys ser Leu Pro Phe 
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50 55 60 

lie Tyr Gly Asp lie Pro Pro Glu Met Val Ser Val Pro Leu Glu Asp 
65 70 75 80 

Leu Asp Pro Tyr Tyr lie Asn Lys Lys Thr Phe lie Val Leu Asn Lys 

85 90 95 

Gly Lys Ala lie ser Arg Phe Ser Ala Thr Pro Ala Leu Tyr lie Leu 

100 105 110 

* m 

Thr Pro phe Asn Pro lie Arg Lys Leu Ala lie Lys lie Leu val His 
115 120 125 

Ser Leu Phe Asn Met Leu lie Met Cys Thr lie Leu Thr Asn Cys val 
130 135 . 140 

Phe Met Thr Met ser Asn Pro Pro Asp Trp Thr Lys Asn Val Glu Tyr 
145 150 155 160 

Thr Phe Thr Gly lie Tyr Thr Phe Glu ser Leu lie Lys lie Leu Ala 

. 165 170 175. . 

Arq Gly Phe Cys Leu Glu Asp Phe Thr Phe Leu Arg Asp Pro Trp Asn 

180 185 4 190 

Trp Leu Asp Phe Thr val lie Thr Phe Ala Tyr Val Thr Glu Phe val 
195 200 205 

Asp Leu Gly Asn Val Ser Ala Leu Arg Thr Phe Arg val Leu Arg Ala 
210 215 220 

Leu Lys Thr lie Ser Val He Pro Gly Leu Lys Thr He Val Gly Ala 
225 230 235 240 

Leu lie Gin ser val Lys Lys Leu Ser Asp val Met lie Leu Thr val . 

245 250 255 

Phe cys Leu ser Val Phe Ala Leu lie Gly Leu Gin Leu Phe Met Gly 

260 265 270 

Asn Leu Arq Asn Lys Cys Leu Gin Trp Pro Pro Asp Asn ser Ser Phe 
275 280 285 

Glu lie Asn lie Thr Ser Phe Phe Asn Asn Ser Leu Asp Gly Asn Gly 
290 295 300 

Thr Thr Phe Asn Arg Thr Val Ser lie Phe Asn Trp Asp Glu Tyr He 
305 310 315 320 

Glu Asp Lys ser His Phe Tyr Phe Leu Glu Gly Gin Asn Asp Ala Leu 
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325 330 335 

* 

Leu Cys Gly Asn Ser Ser Asp Ala Gly Gin cys Pro Glu Gly Tyr He 

340 345 350 

i 

Cys Val Lys Ala Gly Arg Asn Pro Asn Tyr Gly Tyr Thr Ser Phe Asp 
355 360 365 

Thr Phe Ser Trp Ala Phe Leu ser Leu Phe Arg Leu Met Thr Gin Asp 
370 375 380 

Phe Trp Glu Asn Leu Tyr Gin Leu Thr Leu Arg Ala Ala Gly Lys Thr 
385 390 395 400 

Tyr Met lie Phe Phe val Leu Val lie Phe Leu Gly Ser Phe Tyr Leu 

405 410 415 

He Asn Leu lie Leu Ala Val Val Ala Met Ala Tyr Glu Glu Gin Asn 

420 425 430 

Gin Ala Thr Leu Glu Glu Ala Glu Gin Lys Glu Ala Glu Phe Gin Gin 
435 440 445 

Met Leu Glu Gin Leu Lys Lys Gin Gin Glu Glu Ala Gin Ala Ala Ala 
450 455 460 

Ala Ala Ala Ser Ala Glu Ser Arg Asp Phe Ser Gly Ala Gly Gly lie 
465 470 475 480 

Gly Val Phe Ser Glu ser Ser Ser val Ala Ser Lys Leu ser ser Lys 

485 490 495 

Ser Glu Lys Glu Leu Lys Asn Arg Arg Lys Lys Lys Lys Gin Lys Glu 

500 505 510 

Gin Ser Gly Glu Glu Glu Lys Asn Asp Arg Val Leu Lys ser Glu ser . 
515 520 525 

Glu Asp Ser lie Arg Arg Lys Gly Phe Arg Phe Ser Leu Glu Gly ser 
530 535 540 

Arq Leu Thr Tyr Glu Lys Arg Phe Ser Ser Pro His Gin Ser Leu Leu 
545 550 555 560 

Ser lie Arq Gly Ser Leu Phe Ser Pro Arg Arg Asn Ser Arg Ala Ser 

565 570 575 

Leu Phe ser Phe Arg Gly Arg Ala Lys Asp lie Gly Ser Glu Asn Asp 

580 585 590 

Phe Ala Asp Asp Glu His Ser Thr Phe Glu Asp Asn Asp Ser Arg Arg 
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595 600 605 

Asp Ser Leu Phe Val Pro His Arg His Gly Glu Arg Arg His Ser Asn 
.610 615 620 

val Ser Gin Ala Ser Arg Ala Ser Arg Val Leu Pro lie Leu Pro Met 
6.25 630 635 640 

Asn Gly Lys Met His ser Ala val Asp Cys Asn Gly Val Val Ser Leu 

645 650 655 

val Gly Gly Pro Ser Thr Leu Thr Ser Ala Gly Gin Leu Leu Pro Glu 

660 665 670 

Gly Thr Thr Thr Glu Thr Glu He Arg Lys Arg Arg Ser ser Ser Tyr 
675 680 685 

His Val Ser Met Asp Leu Leu Glu Asp Pro Thr Ser Arg Gin Arg Ala 
690 695 700 

Met Ser lie Ala Ser lie Leu Thr Asn Thr Met Glu Glu Leu Glu Glu 
705 710 715 720 

Ser Arg Gin Lys Cys Pro Pro Cys Trp Tyr Lys Phe Ala Asn Met cys 

725 730 735 

Leu lie Trp Asp Cys Cys Lys Pro Trp Leu Lys Val Lys His Leu Val 

740 745 750 

Asn Leu val val Met Asp Pro Phe val Asp Leu Ala He Thr lie Cys 
755 760 765 

lie Val Leu Asn Thr Leu Phe Met Ala Met Glu His Tyr Pro Met Thr 
770 775 780 

Glu Gin Phe Ser Ser Val Leu Ser Val Gly Asn Leu Val Phe Thr Gly 
785 790 795 800 

lie Phe Thr Ala Glu Met Phe Leu Lys lie lie Ala Met Asp Pro Tyr 

805 810 815 

Tyr Tyr Phe Gin Glu Gly Trp Asn lie Phe Asp Gly Phe lie Val Ser 

820 825 830 

Leu ser Leu Met Glu Leu Gly Leu Ala Asn val Glu Gly Leu ser val 
835 840 845 

Leu Arg ser Phe Arg Leu Leu Arg val Phe Lys Leu Ala Lys ser Trp 
850 855 860 

pro Thr Leu Asn Met Leu lie Lys lie lie Gly Asn ser val Gly Ala 

Page 210 



865 



WO 2005/014863 PCT/AU2004/001051 

SSCP Update sequences. ST25 
870 875 880 



Leu Gly Asn Leu Thr Leu val Leu Ala He He val Phe He Phe Ala 

885 890 895 

val Val Gly Met Gin Leu Phe Gly Lys Ser Tyr Lys Glu cys Val Cys 

900 905 ' 91° 

Lvs lie Ser Asn Asp Cys Glu Leu Pro Arg Trp His Met His Asp Phe 
1 915 920 925 

Phe His ser Phe Leu lie val Phe Arg' val Leu cys Gly Glu Trp He 
930 935 . 940 

Glu Thr Met Trp Asp Cys Met Glu val Ala Gly Gin Thr Met cys Leu 
945 950 955 So" 

Thr val Phe Met Met val Met val lie Gly Asn Leu val val Leu Asn 

965 970 y 

Leu Phe Leu Ala Leu Leu Leu Ser ser Phe ser ser Asp Asn Leu Ala 

980 985 yyu 

Ala Thr Asp Asp Asp Asn Glu Met Asn Asn Leu Gin lie Ala val Gly 
995 1000 J-Uud 

Arg Met Gin Lys Gly He Asp__ Phe val Lys Arg LyS Q He Arg Glu 

Phe He" Gin Lys Ala Phe val Arg Lys Gin Lys Ala Leu Asp Glu 
1025 1030 b 

He Lys Pro Leu Glu Asp Leu Asn Asn Lys Lys Asp ser Cys He 
1040 IO 45 

ser Asn His Thr Thr He Glu He Gly Lys Asp Leu Asn Tyr Leu 
1055 1060 luto 

Lys Asp Q Gly Asn Gly Thr Th^ ser Gly He Gly Se^ ser Val Glu 

Lys Tyr Val val Asp Glu ser Asp Tyr Met Ser Phe He Asn Asn 
1085 1090 1095 

Pro ser Leu Thr Val Thr val Pro lie Ala val Gly Glu Ser Asp 
1100 1105 111° 

Phe Glu Asn Leu Asn Thr Glu Glu Phe ser Ser Glu Ser Asp Met 
1115 112° 1J -" 

Glu Glu ser Lys Glu Lys Leu Asn Ala Thr Ser Ser Ser Glu Gly 
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1130 1135 1140 

Ser T!?^ Val AS P Ile Gl y Ala pro Ala Gl «J Gly Glu Gin pro Glu 
1145 1150 1155 

val Glu Pro Glu Glu ser Leu Glu Pro Glu Ala cys Phe Thr Glu 
1160 . 1165 1170 

Asp cys val Arg Lys Phe Lys Cys cys Gin He Ser lie Glu Glu 
1175 1180 1185 

Gly Lys Gly Lys Leu Trp Trp Asn Leu Arg Lys Thr Cys Tyr Lys 
1190 1195 * ■ 1200 

Ile val Glu His Asn Trp Phe Glu Thr Phe lie Val Phe Met lie 
1205 1210 1215 

Leu Leu Ser Ser Gly Ala Leu Ala Phe Glu Asp Ile Tyr He Glu 
1220 1225 1230 

Gin Arg Lys Thr lie Lys Thr Met Leu Glu Tyr Ala Asp Lys Val 
1235 . 1240 1245 

Phe Thr Tyr Ile Phe lie Leu Glu Met Leu Leu Lys Trp val Ala 
1250 1255 1260 

Tyr Gly Phe Gin Val Tyr Phe Thr Asn Ala Trp cys Trp Leu Asp 
1265 1270 1275 

Phe Leu lie Val Asp Val ser Leu Val Ser Leu Thr Ala Asn Ala 
1280 1285 1290 

Leu Gly Tyr Ser Glu Leu Gly Ala Ile Lys Ser Leu Arg Thr Leu 
1295 1300 . 1305 

Arg Ala Leu Arg Pro Leu Arg Ala Leu Ser Gin Phe Glu Gly Met 
1310 1315 1320 

Arg Val Val Val Asn Ala Leu Leu Gly Ala lie Pro Ser lie Met 
1325 1330 1335 

Asn val Leu Leu Val Cys Leu ile Phe Trp Leu lie Phe ser lie 
1340 1345 1350 

* 

Met Gly Val Asn Leu Phe Ala Gly Lys Phe Tyr His cys Ile Asn 
1355 1360 1365 

Tyr Thr Thr Gly Glu Met Phe Asp val Ser Val val Asn Asn Tyr 
1370 .1375 1380 

Ser Glu Cys Lys Ala Leu lie Glu Ser Asn Gin Thr Ala Arg Trp 
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1385 1390 1395 

Lys Asn val Lys Val Asn Phe Asp Asn Val Gly Leu Gly Tyr Leu 
1400 1405 1410 

Ser Leu Leu Gin Val Ala Thr Phe Lys Gly Trp Met Asp lie Met 
1415 1420 1425 

Tyr Ala Ala Val Asp Ser Arg Asn Val Glu Leu Gin Pro Lys Tyr 
1430 1435 1440 

Glu Asp Asn Leu Tyr Met Tyr Leu Tyr Phe val lie Phe He He 
1445 • 1450 1455. 

Phe Gly Ser Phe Phe Thr Leu Asn Leu Phe lie Gly val lie lie 
1460 1465 1470 

Asp Asn Phe Asn Gin Gin Lys Lys Lys Phe Gly Gly Gin Asp He 
. 1475 1480 1485 

Phe Met Thr Glu Glu Gin Lys Lys Tyr Tyr Asn Ala Met Lys Lys 
1490 1495 1500 

Leu Gly Ser Lys Lys Pro Gin Lys Pro He Pro Arg Pro Ala Asn 
1505 1510 1515 

Lys Phe Gin Gly Met Val Phe Asp Phe val Thr Lys Gin Val Phe 
1520 1525 1530 

Asp lie ser He Met lie Leu lie Cys Leu Asn Met val Thr Met 
1535 1540 1545 

Met Val Glu Thr Asp Asp Gin ser Gin Glu Met Thr Asn He Leu 
1550 1555 1560 

Tyr Trp He Asn Leu val Phe lie Val Leu Phe Thr Gly Glu cys 
1565 1570 1575 

val Leu Lys Leu lie Ser Leu Arg Tyr Tyr Tyr Phe Thr lie Gly 
1580 1585 1590 

Trp Asn He Phe Asp Phe val Val val He Leu Ser He val Gly 
1595 1600 * 1605 

Met Phe Leu Ala Glu Leu He Glu Lys Tyr Phe Val Ser Pro Thr 
1610 1615 1620 

Leu Phe Arg Val He Arg Leu Ala Arg He Gly Arg lie Leu Arg 
1625 1630 1635 

Leu lie Lys Gly Ala Lys Gly lie Arg Thr Leu Leu Phe Ala Leu 
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1640 1645 1650 

Met Met Ser Leu Pro Ala Leu Phe Asn lie Gly Leu Leu Leu Phe 
1655 1660 1665 

Leu Val Met Phe lie Tyr Ala lie Phe Gly Met Ser Asn Phe Ala 
1670 1675 1680 

« 

Tyr val Lys Arg Glu val Gly lie Asp Asp Met Phe Asn Phe Glu 
1685 1690 1695 

Thr Phe Gly Asn Ser Met lie cys Leu Phe Gin lie Thr Thr Ser 
1700 1705 1710 

Ala Gly Trp Asp Gly Leu Leu Ala Pro lie Leu Asn Ser Gly Pro 
1715 1720 1725 

Pro Asp Cys Asp Pro Asp Lys Asp His Pro Gly Ser Ser Val Lys 
1730 1735 1740 

Gly Asp Cys Gly Asn Pro Ser Val Gly lie phe Phe Phe val Ser 
1745 1750 1755 

Tyr lie He lie Ser Phe Leu Val val Leu Asn Met Tyr He Ala 
1760 1765 1770 

Val lie Leu Glu Asn Phe Ser Val Ala Thr Glu Glu Ser Ala Glu 
1775 1780 1785 

Pro Leu Ser Glu Asp Asp Phe Glu Met Phe Tyr Glu Val Trp Glu 
1790 1795 1800 

Lys Phe Asp Pro Asp Ala Thr Gin Phe lie Glu Phe Ala Lys Leu 
1805 1810 1815 

Ser Asp Phe Ala Asp Ala Leu Asp Pro Pro Leu Leu He Ala Lys 
1820 1825 1830 

Pro Asn Lys Val Gin Leu lie Ala Met Asp Leu Pro Met val ser 
1835 1840 1845 

Glv Asp Arg lie His Cys Leu Asp lie Leu Phe Ala Phe Thr Lys 
1850 1855 1860 

Arq val Leu Gly Glu Ser Gly Glu Met Asp Ala Leu Arg lie Gin 
1865 1870 1875 

Met Glu Glu Arg Phe Met Ala Ser Ash Pro ser Lys Val Ser Tyr 
1880 1885 1890 

Glu pro lie Thr Thr Thr Leu Lys Arg Lys Gin Glu Glu Val Ser 
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1895 1900 1905 

Ala lie lie lie Gin Arg Ala Tyr Arg Arg Tyr Leu Leu Lys Gin 
1910 1915 1920 

Lys val Lys Lys val Ser Ser lie Tyr Lys Lys Asp Lys Gly Lys 
1925 1930 1935 

Glu cys Asp Gly Thr Pro lie Lys Glu Asp Thr Leu lie Asp Lys 
1940 1945 • 1950 

Leu Asn Glu Asn Ser Thr Pro Glu Lys Thr Asp Met Thr Pro Ser 
1955 1960 1965 

Thr Thr ser Pro Pro ser Tyr Asp ser val Thr Lys Pro Glu Lys 
1970 1975 1980 

Glu Lys Phe Glu Lys Asp Lys Ser Glu Lys Glu Asp Lys Gly Lys 
1985 1990 1995 

r 

Asp lie Arg Glu Ser Lys Lys 
2000 2005 

<210> 88 

<211> 468 

<212> PRT 

<213> Homo sapiens 

<400> 88 

Met Ala Ala Arg Gly Ser Gly Pro Arg Ala Leu Arg Leu Leu Leu Leu 
1 5 10 15 

val Gin Leu Val Ala Gly Ala Leu Arg Ser Ser Arg Ala Arg Arg Ala 

20 25 30 

Ala Arg Arg Gly Leu Ser Glu Pro Ser ser lie Ala Lys His Glu Asp 
35 40 . 45 

Ser Leu Leu Lys Asp Leu Phe Gin Asp Tyr Glu Arg Trp Val Arg Pro 
50 55 60 

Val Glu His Leu Asn Asp Lys lie Lys lie Lys Phe Gly Leu Ala lie 
65 70 75 80 

Ser Gin Leu val Asp val Asp Glu Lys Asn Gin Leu Met Thr Thr Asn 

85 90 95 

Val Trp Leu Lys Gin Glu Trp lie Asp Val Lys Leu Arg Trp Asn Pro 

100 105 110 

Asp asp Tyr Gly Gly lie Lys Val lie Arg Val Pro Ser Asp Ser Ser 
115 120 125 
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Trp Thr Pro Asp lie lie Leu Phe Asp Asn Ala Asp Gly Arg Phe Glu 
130 135 140 

Gly Thr ser Thr Lys Thr Val He Arg Tyr Asn Gly Thr Val Thr Trp 
145 150 155 160 

Thr Pro Pro Ala Asn Tyr Lys Ser Ser Cys Thr lie Asp Val Thr Phe 

165 170 175 

Phe Pro Phe Asp Leu Gin Asn cys Ser Met Lys Phe Gly ser Trp Thr 

180 185 190 

/• 

Tyr Asp Gly Ser Gin val Asp lie lie Leu Glu Asp Gin Asp val Asp 
195 200 205 

Lvs Arq Asp Phe Phe Asp Asn Gly Glu Trp Glu He val Ser Ala Thr 
210 215 220 

Gly Ser Lys Gly Asn Arg Thr Asp Ser Cys Cys Trp Tyr Pro Tyr val 
225 230 235 240 

to 

Thr Tyr Ser Phe Val lie Lys Arg Leu Pro Leu Phe Tyr Thr Leu Phe 

245 250 255 

Leu lie lie Pro Cys lie Gly Leu Ser Phe Leu Thr Val Leu val Phe 

260 265 270 

> 

Tyr Leu Pro Ser Asn Glu Gly Glu Lys He Cys Leu cys Thr Ser val 
275 280 285 

* ♦ 

Leu val Ser Leu Thr val Phe Leu Leu val He Glu Glu lie lie pro 
290 295 300 

ser Ser Ser Lys Val He Pro Leu lie Gly Glu Tyr Leu val Phe Thr 
305 310 315 320 

Met lie Phe Val Thr Leu Servile Met Val Thr val Phe Ala lie Asn 

325 330 335 

He His His Arg Ser Ser Ser Thr His Asn Ala Met Ala Pro Leu val 

340 345 350 

Arq Lys He Phe Leu His Thr Leu Pro Lys Leu Leu Ser Met Arg ser 
355 360 365 

His val Asp Arg Tyr Phe Thr Gin Lys Glu Glu Thr Glu Ser Gly Ser 
370 375 380 

Gly Pro Lys Ser Ser Arg Asn Thr Leu Glu Ala Ala Leu Asp Ser lie 
385 390 . 395 400 
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Arg Tyr He Thr Thr His lie Met Lys Glu Asn Asp Val Arg Glu val 

405 410 415 

val Glu Asp Trp Lys Phe lie Ala Gin Val Leu Asp Arg Met Phe Leu 

420 425 430 

Trp Thr Phe Leu Phe val Ser lie Val Gly Ser Leu Gly Leu Phe Val 
435 440 445 

Pro Val lie Tyr Lys Trp Ala Asn lie Leu lie Pro Val His lie Gly 
450 455 460 

Asn Ala Asn Lys 
465 

<210> 89 , 

<211> 529 

<212> PRT 

<213> Homo sapiens 

<400> 89 , 

Met Gly Pro Ser Cys Pro Val Phe Leu Ser Phe Thr Lys Leu Ser Leu 
15 10 15 

Trp Trp Leu Leu Leu Thr Pro Ala Gly Gly Glu Glu Ala Lys Arg Pro 

20 * 25 30 

Pro Pro Arg Ala Pro Gly Asp Pro Leu Ser Ser Pro ser Pro Thr Ala 
35 40 45 

Leu Pro Gin Gly Gly Ser His Thr Glu Thr Glu Asp Arg Leu Phe Lys 

50 * 55 60 

His Leu Phe Arg Gly Tyr Asn Arg Trp Ala Arg Pro Val Pro Asn Thr 
65 70 75 .80 

Ser Asp Val Val lie Val Arg Phe Gly Leu ser lie Ala Gin Leu lie 

85 90 '95 

Asp Val Asp Glu Lys Asn Gin Met Met Thr Thr Asn Val Trp Leu Lys 

100 105 110 

Gin Glu Trp ser Asp Tyr Lys Leu Arg Trp Asn Pro Thr Asp Phe Gly 
115 120 125. 

Asn lie Thr ser Leu Arg Val Pro ser Glu Met lie Trp lie Pro Asp 
130 135 140 

lie val Leu Tyr Asn Asn Ala Asp Gly Glu Phe Ala val Thr His Met 
145 150 155 160 
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Thr Lys Ala His Leu Phe Ser Thr Gly Thr Val His Trp Val Pro Pro 

165 170 175 

Ala lie Tyr Lys ser Ser cys ser lie Asp Val Thr Phe Phe Pro Phe 

.180 185 190 

Asp Gin Gin Asn Cys Lys Met Lys Phe Gly ser Trp Thr Tyr Asp Lys 
195 200 205 

Ala Lys lie Asp Leu Glu Gin Met Glu Gin Thr Val Asp Leu Lys Asp 
210 215 220 

Tyr Trp Glu Ser Gly Glu Trp Ala lie Val Asn Ala Thr Gly Thr Tyr 
225 230 235 240 

Asn ser Lys Lys Tyr Asp cys Cys Ala Glu lie Tyr Pro Asp val Thr 

245 250 255 

Tyr Ala Phe Val lie Arg Arg Leu Pro Leu Phe Tyr Thr lie Asn Leu 

260 265 270 

lie lie Pro Cys Leu Leu lie Ser Cys Leu Thr Val Leu Val Phe Tyr 
275 280 285 

Leu Pro ser Asp cys Gly Glu Lys lie Thr Leu Cys lie Ser val Leu 
290 295 300 

Leu Ser Leu Thr val Phe Leu Leu Leu lie Thr Glu lie lie Pro Ser 
305 310 315 320 

Thr Ser Leu Val lie Pro Leu lie Gly Glu Tyr Leu Leu Phe Thr Met 

325 330 335 



lie Phe val Thr Leu ser lie val lie Thr Val Phe val Leu Asn val 

340 345 350 

His His Arg ser Pro Ser Thr His Thr Met Pro His Trp val Arg Gly 
355 360 365 

Ala Leu Leu Gly cys Val Pro Arg Trp Leu Leu Met Asn Arg Pro Pro 
370 375 380 

Pro pro Val Glu Leu Cys His Pro Leu Arg Leu Lys Leu ser Pro Ser 
385 390 395 400 

Tyr His Trp Leu Glu Ser Asn Val Asp Ala Glu Glu Arg Glu val val 

405 410 415 

val Glu Glu Glu Asp Arg Trp Ala Cys Ala Gly His Val Ala Pro Ser 

420 425 430 
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Val Gly Thr Leu Cys Ser His Gly His Leu His Ser Gly Ala Ser Gly 
435 440 445 

pro Lys Ala Glu Ala Leu Leu Gin Glu Gly Glu Leu Leu Leu ser Pro 
450 455 460 

His Met Gin Lys Ala Leu Glu Gly Val His Tyr lie Ala Asp His Leu 
465 470 475 480 

Arq Ser Glu Asp Ala Asp Ser Ser Val Lys Glu Asp Trp Lys Tyr Val 
y 485 490 495 

Ala Met val lie Asp Arg lie Phe Leu Trp Leu Phe lie lie Val Cys 

500 505 510 

Phe Leu Gly Thr lie Gly Leu Phe Leu Pro Pro Phe Leu Ala Gly Met 
515 520 525 . 

lie 



<210> 90 

<211> 505 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Met Gly Ser Gly Pro Leu Ser Leu Pro Leu Ala Leu Ser Pro Pro Arg 
1 5 10 15 

Leu Leu Leu Leu Leu Leu Leu Ser Leu Leu Pro val Ala Arg Ala Ser 

20 25 30 

Glu Ala Glu His His Leu Phe Glu Arg Leu Phe Glu Asp Tyr Asn Glu 
35 40 45 

He He Arg Pro val Ala Asn Val Ser Asp Pro val lie He His Phe 
50 55 60 

Glu Val Ser Met Ser Gin Leu val Lys Val Asp Glu Val Asn Gin lie 
65 70 75 80 

Met Glu Thr Asn Leu Trp Leu Lys Gin lie Trp Asn Asp Tyr Lys Leu 

85 . 90 95 

Lys Trp Asn Pro Ser Asp Tyr Gly Gly Ala Glu Phe Met Arg val Pro 

100 105 110 

Ala Gin Lys He Trp Lys Pro Asp lie Val Leu Tyr Asn Asn Ala val 
115 120 125 
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Gly Asp Phe Gin val Asp Asp Lys Thr Lys Ala Leu Leu Lys Tvr Thr 
130 135 140 

♦ 

Gly Glu Val Thr Trp lie Pro Pro Ala lie Phe Lys ser Ser cys Lys 
145 150 155 160 

He Asp val Thr Tyr Phe Pro Phe Asp Tyr Gin Asn Cys Thr Met Lys 

165 170 175 

Phe Gly Ser Trp ser Tyr Asp Lys Ala Lys lie Asp Leu Val Leu lie 

180 185 190 

Gly ser ser Met Asn Leu Lys Asp Tyr Trp Glu Ser Gly Glu Trp Ala 
195 200 205 

lie lie Lys Ala Pro Gly Tyr Lys His Asp lie Lys Tyr Asn cys Cys 
210 215 220 

Glu Glu lie Tyr Pro Asp lie Thr Tyr Ser Leu Tyr lie Arg Arg Leu 
225 230 235 240 

Pro Leu Phe Tyr Thr lie Asn Leu lie lie pro Cys Leu Leu lie Ser 

245 250 255 

Phe Leu Thr Val Leu Val Phe Tyr Leu Pro Ser Asp cys Gly Glu Lys 

260 265 270 

Val Thr Leu Cys lie Ser val Leu Leu Ser Leu Thr Val Phe Leu Leu 
275 280 285 

Val lie Thr Glu Thr lie Pro Ser Thr Ser Leu val lie Pro Leu lie 
290 295 300 

"v 

Gly Glu Tyr Leu Leu phe Thr Met He Phe Val Thr Leu Ser lie val 
305 310 315 320 

He Thr Val Phe Val Leu Asn Val His Tyr Arg Thr Pro Thr Thr His 

' 325 330 335 

Thr Met Pro ser Trp val Lys Thr Val Phe Leu Asn Leu Leu Pro Arg 

340 345 350 

val Met Phe Met Thr Arg Pro Thr Ser Asn Glu Gly Asn Ala Gin Lys 
355 360 365 

Pro Arg Pro Leu Tyr Gly Ala Glu Leu Ser Asn Leu Asn Cys Phe Ser 
370 375 380 

Arg. Ala Glu Ser Lys Gly Cys Lys Glu Gly Tyr Pro Cys Gin Asp Gly 

385 390 395 400 

* 
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Met Cys Gly Tyr cys His His Arg Arg lie Lys lie ser Asn Phe ser 

405 410 415 

Ala Asn Leu Thr Arg Ser Ser Ser Ser Glu ser val Asp Ala Val Leu 

420 425 430 

ser Leu ser Ala Leu Ser Pro Glu lie Lys Glu Ala lie Gin Ser val 
435 440 445 

Lys Tyr lie Ala Glu Asn Met Lys Ala Gin Asn Glu Ala Lys Glu lie 
450 455 460 

Gin Asp Asp Trp Lys Tyr Val Ala Met val lie Asp Arg lie Phe Leu 
465 470 475 480 

Trp val Phe Thr Leu val cys lie Leu Gly Thr Ala Gly Leu Phe Leu 

485 490 495 

Gin Pro Leu Met Ala Arg. Glu Asp Ala 

500 505 

<210> 91 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 91 

Met Val Gin Lys Ser Arg Asn Gly Gly val Tyr Pro Gly Pro ser Gly 
15 10 15 

Glu Lys Lys Leu Lys Val Gly Phe val Gly Leu Asp Pro Gly Ala Pro 

20 25 30 

Asp Ser Thr Arg Asp Gly Ala Leu Leu lie Ala Gly Ser Glu Ala Pro 
35 40 45 

Lys Arg Gly ser lie Leu Ser Lys Pro Arg Ala Gly Gly Ala Gly Ala 
50 55 60 

Gly Lys Pro Pro Gin Ala Gin Arg Leu Leu Pro Gin Ala Ala Glu Phe 
65 70 75 80 

Pro Leu Gin Arg Ala Gly Ala Ala Ala Arg Leu Gly Val His Leu Pro 

85 * 90 95 

Arg Leu Arg val Pro Pro Gly Phe Leu Leu Pro Arg Ala Val Cys Val 

100 105 110 

Phe His His Gin Gly Val 
115 

<210> 92 

Page 221 



WO 2005/014863 PCT/AU2004/001051 

SSCP Update Sequences . ST25 

<211> 854 
<212> PRT 
<213> Homo sapiens 

<400> 92 

Met Val Gin Lys ser Arg Asn Gly Gly Val Tyr Pro Gly Pro ser Gly 
1 5 10 15 

Glu Lys Lys Leu Lys Val Gly Phe Val Gly Leu Asp Pro Gly Ala Pro 

20 25 30 

Asp ser Thr Arg Asp Gly Ala Leu Leu lie Ala Gly Ser Glu Ala Pro 
35 40 45 

Lys Arg Gly Ser lie Leu ser Lys Pro Arg Ala Gly Gly Ala Gly Ala 
50 55 60 

Gly Lys Pro Pro Lys Arg Asn Ala Phe Tyr Arg Lys Leu Gin Asn Phe 
65 70 75 80 

Leu Tyr Asn val Leu Glu Arg Pro Arg Gly Trp Ala Phe lie Tyr His 

85 90 95 

Ala Tyr Val Phe Leu Leu Val Phe Ser Cys Leu Val Leu ser val Phe 

100 105 110 

ser Thr lie Lys Glu Tyr Glu Lys Ser Ser Glu Gly Ala Leu Tyr lie 
115 120 125 

■ 

Leu Glu lie Val Thr lie val Val Phe Gly val Glu Tyr Phe val Arg 
130 135 140 

He Trp Ala Ala Gly cys cys Cys Arg Tyr Arg Gly Trp Arg Gly Arg 
145 150 155 160 . 

Leu Lys Phe Ala Arg Lys Pro Phe cys Val lie Asp lie Met Val Leu 

165 170 175 

lie Ala Ser lie Ala Val Leu Ala Ala Gly Ser Gin Gly Asn val Phe 

180 185 190 

Ala Thr Ser Ala Leu Arg Ser Leu Arg Phe Leu Gin lie Leu Arg Met 
195 200 205 

He Arg Met Asp Arg Arg Gly Gly Thr Trp Lys Leu Leu Gly Ser val 
210 215 220 

val Tyr Ala His Ser Lys Glu Leu Val Thr Ala Trp Tyr lie Gly Phe 
225 230 235 240 

Leu Cys Leu lie Leu Ala Ser Phe Leu Val Tyr Leu Ala Glu Lys Gly 

245 250 255 
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Glu Asn Asp His Phe Asp Thr Tyr Ala Asp Ala Leu Trp Trp Gly Leu 

260 265 270 

* 

lie Thr Leu Thr Thr lie Gly Tyr Gly Asp Lys Tyr Pro Gin Thr Trp 
275 280 285 

Asn Gly Arg Leu Leu Ala Ala Thr Phe Thr Leu lie Gly val Ser Phe 
290 295 300 

Phe Ala Leu Pro Ala Gly lie Leu Gly Ser Gly Phe Ala Leu Lys Val 
305 310 315 .320 

Gin Glu Gin His Arg Gin Lys His Phe Glu Lys Arg Arg Asn Pro Ala 

325 330 335 

* 

Ala Gly Leu lie Gin Ser Ala Trp Arg Phe Tyr Ala Thr Asn Leu Ser 

340 345 350 

Gly Thr Asp Leu His Ser Thr Trp Gin Tyr Tyr Glu Arg Thr val Thr 
355 360 365 

Val Pro Met Tyr ser Ser Gin Thr Gin Thr Tyr Gly Ala Ser Arg Leu 
370 375 380 

lie Pro Pro Leu Asn Gin Leu Glu Leu Leu Arg Asn Leu Lys Ser Lys 
385 390 395 400 

Ser Gly Leu Ala Phe Arg Lys Asp Pro Pro Pro Glu Pro Ser pro Ser 

405 410 415 

Gin Lys Val ser Leu Lys Asp Arg Val Phe Ser Ser Pro Arg Gly Val 

420 425 430 

Ala Ala Lys Gly Lys Gly Ser Pro Gin Ala Gin Thr val Arg Arg Ser 
435 440 445 

Pro ser Ala Asp Gin ser Leu Glu Asp Ser Pro Ser Lys Val Pro Lys 
450 455 460 

ser Trp Ser Phe Gly Asp Arg Ser Arg Ala Arg Gin Ala Phe Arg He 
465 470 475 480 

Lys Gly Ala Ala Ser Arg Gin Asn Ser Glu Glu Ala Ser Leu Pro Gly 

485 490 495 

Glu Asp He Val Asp Asp Lys ser cys Pro Cys Glu Phe Val Thr Glu 

500 505 ' 510 

Asp Leu Thr Pro Gly Leu Lys val Ser lie Arg Ala Val Cys val Met 
515 520 525 
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Arg Phe Leu Val Ser Lys Arg Lys Phe Lys Glu Ser Leu Arg Pro Tyr 
530 535 540 

Asp Val Met Asp Val lie Glu Gin Tyr Ser Ala Gly His Leu Asp Met 
545 550 555 560 

Leu Ser Arg lie Lys Ser Leu Gin ser Arg val Asp Gin He val Gly 

565 570 575 

Arg Gly Pro Ala lie Thr Asp Lys Asp 'Arg Thr Lys Gly Pro Ala Glu 

580 585 590 

Ala Glu Leu Pro Glu Asp Pro Ser Met Met Gly Arg Leu Gly Lys Val 
595 600 605 

Glu Lys Gin Val Leu Ser Met Glu Lys Lys Leu Asp Phe Leu val Asn 
610 615 620 

lie Tyr Met Gin Arg Met Gly lie Pro Pro Thr Glu Thr Glu Ala Tyr 
625 630 635 640 

Phe Gly Ala Lys Glu Pro Glu Pro Ala Pro Pro Tyr His Ser Pro Glu 

645 650 655 

Asp Ser Arg Glu His Val Asp Arg His Gly Cys lie val Lys lie val 

660 665 670 

Arq Ser Ser Ser Ser Thr Gly Gin Lys Asn Phe Ser Ala Pro Pro Ala 
675 680 685 

Ala Pro Pro val Gin Cys Pro Pro Ser Thr Ser Trp Gin Pro Gin Ser 
690 695 700 

His Pro Arg Gin Gly His Gly Thr Ser Pro val Gly Asp His Gly Ser 
705 710 715 720 

Leu val Arg lie Pro pro Pro Pro Ala His Glu Arg ser Leu ser Ala 

725 730 735 

Tyr Gly Gly Gly Asn Arg Ala Ser Met Glu Phe Leu Arg Gin Glu Asp 

740 745 750 

Thr Pro Gly cys Arg Pro Pro Glu Gly Thr Leu Arg Asp ser Asp Thr 

755 760 765 

« 

Ser lie Ser lie Pro ser val Asp His Glu Glu Leu Glu Arg Ser Phe 
770 775 780 

Ser Gly Phe ser lie ser Gin Ser Lys Glu Asn Leu Asp Ala Leu Asn 
785 790 795 800 
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Ser Cys Tyr Ala Ala Val Ala Pro Cys Ala Lys Val Arg Pro Tyr lie 

805 810 815 

Ala Glu Gly Glu Ser Asp Thr Asp Ser Asp Leu Cys Thr Pro cys Gly 

820 825 830 

pro Pro Pro Arg ser Ala Thr Gly Glu Gly Pro Phe Gly Asp val Gly 
835 840 845 

Trp Ala Gly Pro Arg Lys 
850 

<210> 93 

<211> 429 

<212> PRT 

<213> Homo sapiens 

<400> 93 

Met val Gin Lys Ser Arg Asn Gly Gly Val Tyr Pro Gly Pro Ser Gly 
1 5 10 15 

Glu Lys Lys Leu Lys Val Gly Phe Val Gly Leu Asp Pro Gly Ala Pro 

20 25 30 

Asp Ser Thr Arg Asp Gly Ala Leu Leu lie Ala Gly ser Glu Ala Pro 
35 40 45 

Lys Arg Gly ser lie Leu ser Lys Pro Arg Ala Gly Gly Ala Gly Ala 
50 55 60 

Gly Lys Pro Pro Lys Arg Asn Ala Phe Tyr Arg Lys Leu Gin Asn Phe 
65 70 75 80 

Leu Tyr Asn val Leu Glu Arg Pro Arg Gly Trp Ala Phe lie Tyr His 
7 85 90 95 

Ala Tyr val Phe Leu Leu Val Phe Ser Cys Leu val Leu ser val Phe 

100 105 110 

Ser Thr lie Lys Glu Tyr Glu Lys Ser ser Glu Gly Ala Leu Tyr lie 
115 120 125 

Leu Glu lie Val Thr lie val val Phe Gly val Glu Tyr Phe Val Arg 
130 135 140 

lie Trp Ala Ala Gly cys cys cys Arg Tyr Arg Gly Trp Arg Gly Arg 
145 150 155 160 

Leu Lys Phe Ala Arg Lys Pro Phe Cys Val lie Asp He Met val Leu 

165 170 175 
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lie Ala Ser lie Ala Val Leu Ala Ala Gly Ser Gin Gly Asn Val Phe 

180 185 190 

Ala Thr ser Ala Leu Arg ser Leu Arg Phe Leu Gin lie Leu Arg Met 
195 200 205 

lie Arg Met Asp Arg Arg Gly Gly Thr Trp Lys Leu Leu Gly ser val 
210 215 220 

val Tyr Ala His Ser Lys Glu Leu val Thr Ala Trp Tyr lie Gly Phe 
225 230 235 240 

Leu cys Leu lie Leu Ala ser Phe Leu val Tyr Leu Ala Glu Lys Gly 

245 250 255 

Glu Asn Asp His Phe Asp Thr Tyr Ala Asp Ala Leu Trp Trp Gly Leu 

260 265 270 

lie Thr Leu Thr Thr lie Gly Tyr Gly Asp Lys Tyr Pro Gin Thr Trp' 
275 280 285 

Asn Gly Arg Leu Leu Ala Ala Thr Phe Thr Leu lie Gly Val Ser Phe 
290 295 300 

Phe Ala Leu Pro Ala Gly lie Leu Gly ser Gly Phe Ala Leu Lys Val 
305 310 315 320 

Gin Glu Gin His Arg Gin Lys His Phe Glu Lys Arg Arg Asn Pro Ala 

325 330 335 

Ala Gly Leu lie Gin ser Ala Trp Arg Phe Tyr Ala Thr Asn Leu Ser 

340 345 350 

Arg Thr Asp Leu His Ser Thr Trp Gin Tyr Tyr Glu Arg Thr val Thr 
355 360 365 

Val Pro Met Tyr Ser ser Gin Thr Gin Thr Tyr Gly Ala Ser Arg Leu 
370 375 380 

lie Pro Pro Leu Asn Gin Leu Glu Leu Leu Arg Asn Leu Lys Ser Lys 
385 390 395 400 

■ 

Ser Gly Leu Ala Phe Arg Lys Asp Pro Pro Pro Glu Pro Ser Pro Ser 

405 410 415 

Gin Lys val ser Leu Lys Asp Arg val Phe Ser Ser Pro 

420 425 

<210> 94 
<211> 854 
<212> PRT 
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<213> Homo sapiens 
<400> 94 

Met Val Gin Lys Ser Arg Asn G^y Gly val Tyr Pro Gly pro Ser Gly 
1 5 10 15 

Glu Lys Lys Leu Lys val Gly Phe val Gly Leu Asp Pro Gly Ala Pro 

20 25 30 

Asp ser Thr Arg Asp Gly Ala Leu Leu He Ala Gly Ser Glu Ala Pro 
35 40 45 

Lys Arg Gly Ser lie Leu Ser Lys Pro Arg Ala Gly Gly Ala Gly Ala 
50 55 60 

Gly Lys Pro Pro Lys Arg Asn Ala Phe Tyr Arg Lys Leu Gin Asn Phe 
65 70 75 80 

Leu Tyr Asn Val Leu Glu Arg Pro Arg Gly Trp Ala Phe lie Tyr His 

85 90 95 

Ala Tyr Val Phe Leu Leu val Phe Ser Cys Leu val Leu Ser val Phe 

100 105 110 

Ser Thr He Lys Glu Tyr Glu Lys Ser Ser Glu Gly Ala Leu Tyr He 
115 120 125 

Leu Glu lie val Thr lie Val Val Phe Gly val Glu Tyr Phe val Arg 
130 135 140 

lie Trp Ala Ala Gly Cys Cys Cys Arg Tyr Arg Gly Trp Arg Gly Arg 
145 150 155 160 

Leu Lys Phe Ala Arg Lys Pro Phe Cys val lie Asp lie Met val Leu 

165 170 175 

lie Ala ser lie Ala val Leu Ala Ala Gly Ser Gin Gly Asn val Phe 

180 185 190 

Ala Thr ser Ala Leu Arg Ser Leu Arg Phe Leu Gin lie Leu Arg Met 
195 200 205 

He Arg Met Asp Arg Arg Gly Gly Thr Trp Lys Leu Leu Gly Ser Val 
210 ~ . 215 220 

val Tyr Ala His Ser Lys Glu Leu val Thr Ala Trp Tyr He Gly Phe 
225 230 235 240 

Leu Cys Leu lie Leu Ala Ser Phe Leu val Tyr Leu Ala Glu Lys Gly 

245 250 , 255 
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Glu Asn Asp His Phe Asp Thr Tyr Ala Asp Ala Leu Trp Trp Gly Leu 

260 265 270 

lie Thr Leu Thr Thr He Gly Tyr Gly Asp Lys Tyr Pro Gin Thr Trp 
275 280 285 

Asn Gly Arg Leu Leu Ala Ala Thr Phe Thr Leu lie Gly Val Ser Phe 
290 295 300 

Phe Ala Leu Pro Ala Gly lie Leu Gly ser Gly Phe Ala Leu Lys val 
305 310 315 320 

Gin Glu Gin His Arg Gin Lys His Phe Glu Lys Arg Arg Asn Pro Ala 

325 330 335 

Ala Gly Leu lie Gin ser Ala Trp Arg Phe Tyr Ala Thr Asn Leu Ser 

340 345 350 

Arq Thr Asp Leu His Ser Thr Trp Gin Tyr Tyr Glu Arg Thr Val Thr 
355 360 365 

* 

Val Pro Met Tyr ser Ser Gin Thr Gin Thr Tyr Gly Ala Ser Arg Leu 
370 375 380 

lie Pro Pro Leu Asn Gin Leu Glu Leu Leu Arg Asn Leu Lys Ser Lys 
385 390 395 400 

ser Gly Leu Ala Phe Arg Lys Asp Pro Pro Pro Glu pro ser Pro ser 

405 410 415 

Gin Lys val Ser Leu Lys Asp Arg Val Phe Ser ser Pro Arg Gly Val 

420 425 430 

Ala Ala Lys Gly Lys Gly ser Pro Gin Ala Gin Thr Val Arg Arg Ser 
435 440 445 

* 

pro ser Ala Asp Gin Ser Leu Glu Asp Ser Pro Ser Lys val Pro Lys 
450 455 460 

ser Trp Ser Phe Gly Asp Arg Ser Arg Ala Arg Gin Ala Phe Arg lie 
465 470 475 480 

Lys Gly Ala Ala Ser Arg Gin Asn ser Glu Glu Ala Ser Leu Pro Gly 

485 ~ 490 495 

■ , 

Glu Asp lie Val Asp Asp Lys Ser cys Pro Cys Glu Phe Val Thr Glu 

500 505 510 

Asp Leu Thr Pro Gly Leu Lys Val Ser lie Arg Ala Val cys val Met 
515 520 525 
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Arg Phe Leu Val Ser Lys Arg Lys Pne Lys Glu ser Leu Arg Pro Tyr 
530 535 540 

Asp Val Met Asp Val lie Glu Gin Tyr ser Ala Gly His Leu Asp Met 
545 550 555 560 

Leu ser Arg lie Lys ser Leu Gin ser ser Val Asp Gin He val Gly 

565 570 575 

Arg Gly Pro Ala lie Thr Asp Lys Asp Arg Thr Lys Gly Pro Ala Glu 

580 585 590 

Ala Glu Leu Pro Glu Asp Pro Ser Met Met Gly Arg Leu Gly Lys val 
595 .600 605 

Glu Lys Gin V^l Leu Ser Met Glu Lys Lys Leu Asp Phe Leu val Asn 
610 615 620 

lie Tyr Met Gin Arg Met Gly lie Pro Pro Thr Glu Thr Glu Ala Tyr 
625 630 635 640 

Phe Gly Ala Lys Glu Pro Glu Pro Ala Pro Pro Tyr His Ser Pro Glu 

645 650 655 

Asp Ser Arg Glu His Val Asp Arg His Gly Cys lie val Lys lie Val 

660 665 670 

Arg Ser Ser Ser Ser Thr Gly Gin Lys Asn Phe Ser Ala Pro Pro Ala 
675 680 685 

Ala Pro Pro val Gin Cys Pro Pro Ser Thr Ser Trp Gin Pro Gin Ser 
690 695 700 

His pro Arg Gin Gly His Gly Thr Ser Pro Val Gly Asp His Gly Ser 
705 710 715 720 

Leu Val Arg lie Pro Pro Pro Pro Ala His Glu Arg Ser Leu Ser Ala 

725 730 735 

Tyr Gly Gly Gly Asn Arg Ala Ser Met Glu Phe Leu Arg Gin Glu Asp 

740 745 750 

Thr Pro Gly Cys Arg Pro Pro Glu Gly Thr Leu Arg Asp Ser Asp Thr 
755 760 765 

ser lie Ser lie Pro Ser val Asp His Glu Glu Leu Glu Arg ser Phe 
770 775 780 

Ser Gly Phe Ser lie Ser Gin ser Lys Glu Asn Leu Asp Ala Leu Asn 
785 790 795 800 
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Ser Cys Tyr Ala Ala Val Ala Pro Cys Ala Lys val Arg Pro Tyr lie 

805 810 815 

Ala Glu Gly Glu Ser Asp Thr Asp Ser Asp Leu cys Thr Pro cys Gly 

820 825 830 

pro Pro Pro Arg Ser Ala Thr Gly Glu Gly Pro Phe Gly Asp val Gly 
835 840 845 

Trp Ala Gly Pro Arg Lys 
850 

<210> 95 

<211> 854 

<212> PRT 

<213> Homo sapiens 

<400> 95 

Met Val Gin Lys Ser Arg Asn Gly Gly val Tyr Pro Gly Pro Ser Gly 
1 5 10 15 

Glu Lys Lys Leu Lys Val Gly Phe Val Gly Leu Asp Pro Gly Ala Pro 

20 25 30 

Asp ser Thr Arg Asp Gly Ala Leu Leu lie Ala Gly Ser Glu Ala Pro 
35 40 45 

Lvs Arq Gly Ser He Leu ser Lys Pro Arg Ala Gly Gly Ala Gly Ala 
50 55 60 

Gly Lys Pro Pro Lys Arg Asn Ala Phe Tyr Arg Lys Leu Gin Asn Phe 
65 70 75 80 

Leu Tyr Asn Val Leu Glu Arg Pro Arg Gly Trp Ala Phe lie Tyr His 

85 90 95 

Ala Tyr Val Phe Leu Leu Val Phe Ser Cys Leu val Leu Ser Val Phe 

100 105 110 

Ser Thr lie Lys Glu Tyr Glu Lys Ser Ser Glu Gly Ala Leu Tyr lie 
115 120 125 

Leu Glu lie Val Thr lie Val Val Phe Gly Val Glu Tyr Phe Val Arg 
130 135 140 

He Trp Ala Ala Gly cys cys Cys Arg Tyr Arg Gly Trp Arg Gly Arg 
145 150 155 160 

Leu Lys Phe Ala Arg Lys Pro Phe cys val lie Asp lie Met val Leu 

165 170 175 

lie Ala Ser lie Ala val Leu Ala Ala Gly Ser Gin Gly Asn val Phe 
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180 185 190 

Ala Thr Ser Ala Leu Arg Ser Leu Arg Phe Leu Gin lie Leu Arg Met 
195 200 205 

lie Arg Met Asp Arg Arg Gly Gly Thr Trp Lys Leu Leu Gly ser Val 
210 215 220 

val Tyr Ala His ser Lys Glu Leu val Thr Ala Trp Tyr lie Gly Phe 
225 230 235 240 

Leu cys Leu lie Leu Ala Ser Phe Leu val Tyr Leu Ala Glu Lys Gly 

245 250 ■ 255 

Glu Asn Asp His Phe Asp Thr Tyr Ala Asp Ala Leu Trp Trp Gly Leu 

260 265 270 

He Thr Leu Thr Thr lie Gly Tyr Gly Asp Lys Tyr Pro Gin Thr Trp 
275 280 285 

Asn Gly Arg Leu Leu Ala Ala Thr Phe Thr Leu lie Gly Val Ser Phe 
290 295 300 

Phe Ala Leu Pro Ala Gly He Leu Gly Ser Gly Phe Ala Leu Lys val 
305 310 315 320 

Gin Glu Gin His Arg Gin Lys His Phe Glu Lys Arg Arg Asn Pro Ala 

325 330 335 

* 

Ala Gly Leu lie Gin Ser Ala Trp Arg Phe Tyr Ala Thr Asn Leu Ser 

340 345 350 

Arq Thr Asp Leu His Ser Thr Trp Gin Tyr Tyr Glu Arg Thr Val Thr 
.355 360 365 

val Pro Met Tyr Ser ser Gin Thr Gin Thr Tyr Gly Ala Ser Arg Leu 
370 375 380 

lie Pro Pro Leu Asn Gin Leu Glu Leu Leu .Arg Asn Leu Lys Ser Lys 
385 390 395 400 

* 

Ser Gly Leu Ala Phe Arg Lys Asp Pro Pro Pro Glu Pro Ser Pro ser 

405 ~ 410 415 

Gin Lys Val Ser Leu Lys Asp Arg val Phe Ser Ser Pro Arg Gly Val 

420 425 430 

Ala Ala Lys Gly Lys Gly Ser Pro Gin Ala Gin Thr val Arg Arg ser 
435 . 440 445 

pro ser Ala Asp Gin Ser Leu Glu Asp Ser Pro Ser Lys Val Pro Lys 
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450 455 460 

ser Trp Ser Phe Gly Asp Arg Ser Arg Ala Arg Gin Ala Phe Arg He 
465 470 475 480 

Lys Gly Ala Ala Ser Arg Gin Asn Ser Glu Glu Ala Ser Leu Pro Gly 

485 490 495 

Glu Asp lie val Asp Asp Lys Ser cys Pro Cys Glu Phe Val Thr Glu 

500 505 510 

Asp Leu Thr Pro Gly Leu Lys val Ser lie Arg Ala Val cys Val Met 
515 520 525 

Arg Phe Leu Val Ser Lys Arg Lys Phe Lys Glu Ser Leu Arg Pro Tyr 
530 535 540 

Asp Val Met Asp val lie Glu Gin Tyr Ser Ala Gly His Leu Asp Met 
545 550 555 560 

Leu ser Arg lie Lys Ser Leu Gin Ser Arg val Asp Gin lie val Gly 

565 570 575 

Arq Gly Pro Ala lie Thr Asp Lys Asp Arg Thr Lys Gly Pro Ala Glu 

580 585 590 

Ala Glu Leu Pro Glu Asp Pro Ser Met Met Gly Arg Leu Gly Lys val 
595 600 605 

Glu Lys Gin val Leu ser Met Glu Lys Lys Arg Asp Phe Leu val Asn 
610 615 620 

* * 

lie Tvr Met Gin Arg Met Gly lie Pro Pro Thr Glu Thr Glu Ala Tyr 
625 630 635 640 

Phe Gly Ala Lys Glu Pro Glu Pro Ala Pro Pro Tyr His Ser Pro Glu 

645 650 655 

Asp ser Arg Glu His val Asp Arg His Gly cys He val Lys lie val 

660 665 670 

Arq Ser Ser Ser Ser Thr Gly Gin Lys Asn Phe Ser Ala Pro Pro Ala 
675 680 685 

Ala Pro Pro val Gin Cys Pro Pro Ser Thr Ser Trp Gin Pro Gin Ser 
690 695 700 

His Pro Arg Gin Gly His Gly Thr Ser Pro val Gly Asp His Gly Ser 
705 710 715 720 

Leu val Arg lie Pro Pro Pro Pro Ala His Glu Arg Ser Leu Ser Ala 
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725 730 735 

Tyr Gly Gly Gly Asn Arg Ala ser Met Glu Phe Leu Arg Gin Glu Asp 
y y y 740 745 750 

Thr Pro Gly Cys Arg Pro Pro Glu Gly Thr Leu Arg Asp Ser Asp Thr 
755 760 765 

Ser lie Ser lie Pro ser val Asp His Glu Glu Leu Glu Arg ser Phe 
770 775 780 

Ser Gly Phe Ser lie ser Gin ser Lys Glu Asn Leu Asp Ala Leu Asn 
785 790 795 800 

ser cys Tyr Ala Ala val Ala Pro cys Ala Lys val Arg Pro Tyr lie 

805 810 815 

Ala Glu Gly Glu ser Asp Thr Asp ser Asp Leu cys Thr Pro cys Gly 

820 825 830 

pro Pro Pro Arg ser Ala Thr Gly Glu Gly Pro Phe Gly Asp val Gly 
835 840 845 

Trp Ala Gly Pro Arg Lys 
850 
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